(12) INTERNATIONAL APPLICATION PUBLISHED UNDER THE PATENT COOPERATION TREATY (PCT) 



(19) World Intellectual Property Organization 

lniernaiional Bureau 

(43) International Publication Date 
12 September 2003 (12.09.2003) 




PCT 



(10) International Publication Number 

WO 03/074654 A2 



(51) International Patent Classification 7 



C12N 



(21) International Application Number: PCT/US03/05028 

(22) International Filing Date: 20 February 2003 (20.02.2003) 



(25) Filing Language: 

(26) Publication Language: 



English 
English 



(30) Priority Data: 

60/358,580 > ; 20 February 2002 (20.02.2002) US 

60/363,124 i 1 1 March 2002 (1 1.03.2002) US 

60/386,782 6 June 2002 (06.06.2002) US 

60/406,784 29 August 2002 (29.08.2002) US 

60/408,378 5 September 2002 (05.09.2002) US 

60/409,293 9 September 2002 (09.09.2002) US 

60/440,129 ' 15 January 2003 (15.01.2003) US 

(63) Related by continuation (CON) or continuation-in-part 
(CIP) to earlier applications: 

US 60/358,580 (CON) 

Filed on 20 February 2002 (20.02.2002) 



US 

Filed on 
US 

Filed on 
US 

Filed on 
US 

Filed on 
US 

Filed on 
US 

Filed on 



60/363, 124 (CON) 
1 1 March 2002 (1 1.03.2002) 
60/386,782 (CON) 
6 June 2002 (06.06.2002) 
60/406,784 (CON) 
29 August 2002 (29.08.2002) 
60/408,378 (CON) 
5 September 2002 (05.09.2002) 
60/409,293 (CON) 
9 September 2002 (09.09.2002) 
60/440,129 (CON) 
15 January 2003 (15.01.2003) 



(71) Applicant (for all designated States except US): Sirna 
Therapeutics, Inc [US/US]; 2950 Wilderness Place, 
Boulder, CO 80301 (US). 

(72) Inventors; and 

(75) Inventors/Applicants (for US only): MCSWIGGEN, 
James [US/US]; 4866 Franklin Drive, Boulder, CO 
80301 (US). BEIGELMAN, Leonid [US/US]; 5530 
Colt Drive, Longmont, CO 80503 (US). CHOWRIRA, 
Bharat [US/US]; 576 Manorwood Lane, Louisville, CO 
80027 (US). PAVCO, Pamela [US/US]; 705 Barberry 

[Continued on next page ] 



(54) Title: RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION USING SHORT INTERFERING NU- 
CLEIC ACID (SINA) 



A549 24h PCNA mRNA Expression 



0.5 



< 




25 nM Treatment 

(57) Abstract: The present invention concerns methods and reagents useful in modulating gene expression in a variety of appli- 
cations, including use in therapeutic, diagnostic, target validation, and genomic discovery applications. Specifically, the invention 
relates to small nucleic acid molecules, such as short interfering nucleic acid (siNA ), short interfering RNA (siRNA), double-stranded 
RNA (dsRNA), micro-RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi) 
against target nucleic acid sequences. The small nucleic acid molecules are useful in the treatment of any disease or condition that 
responds to modulation of gene expression or activity in a cell, tissue, or organism. 



_03074654A2_I_> 



WO 03/074654 A2 



Circle, Lafayette, CO 80026 (US). FOSNAUGH, Kathy 
[USAJS]; 1030 Edinboro Drive, Boulder, Colorado 80305 
(US). JAMISON, Sharon [US/US]; 4985 Twin Lakes 
Rd, #89, Boulder, CO 80301 (US'). USMAN, Nassim 
[US/US]; 2129 Night Sky Lane, Lafayette, CO 80026 
(US). THOMPSON, James [USAJS]; 705 Barberry 
Circle, Lafayette, CO 80026 (US). 

(74) Agent: TERPSTRA, Anita, J.; McDonnell Boehnen Hul- 
bert & Berghoff, 300 South Wacker Drive, Suite 3200, 
Chicago, IL 60606 (US). 

(81) Designated States (national): AE, AG, AL, AM, AT, AU, 

AZ, BA, BB, BG, BR, BY, BZ, CA, CH, CN, CO, CR, CU, 
CZ, DE, DK, DM, DZ, EC, EE, ES, FI, GB, GD, GE, GH, 
GM, MR, HU, ID, IL, IN, IS, JP, KE, KG, KP, KR, KZ, LC, 
LK, LR, LS, LT, LU, LV, MA, MD, MG, MK, MN, MW, 
MX, MZ, NO, NZ, OM, PH, PL, PT, RO, RU, SC, SD, SE, 
SG, SK, SL, TJ, TM, TN, TR, TT, TZ, UA, UG, US, UZ, 
VC, VN, YU, ZA, ZM, ZW. 



(84) Designated States (regional): ARIPO patent (GH, GM, 
KE, LS, MW, MZ, SD, SL, SZ, TZ, UG, ZM, ZW), 
Eurasian patent (AM, AZ, BY, KG, KZ, MD, RU, TJ, TM), 
European patent (AT, BE, BG, CH, CY, CZ, DE, DK, EE, 
ES, FT, FR, GB, GR, HU, IE, IT, LU, MC, NL, PT, SE, SI, 
SK, TR), OAPI patent (BF, BJ, CF, CG, CI, CM, GA, GN, 
GQ, GW, ML, MR, NE, SN, TD, TG). 

Declaration under Rule 4.17: 

— of inventorship (Rule 4. J 7(iv)) for US only 

Published: 

— without international search report and to be republished 
upon receipt of that report 

For two-letter codes and other abbreviations, refer to the "Guid- 
ance Notes on Codes and Abbreviations" appearing at the begin- 
ning of each regular issue of the PCT Gazette. 



BNSDOCID: <WO 03074654A2J„> 



WO 03/074654 



PCT/US03/05028 



RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/35S,5S0 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 

1 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2 t ,5 , -oligo adenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et ah, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent v work in Drosophila embryonic lysates 

2 
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(Elbashir et al t 200 1, EMBO J. t 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3'-terminal dinucleotide overhangs. Furthermore, 

5 complete substitution of one or both siRNA strands with 2'-deoxy (2'-H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3 f -terminal siRNA 
overhang nucleotides with 2 f -deoxy nucleotides (2-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 

10 target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3 '-end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a S'-phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5 '-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell 107, 309). 

15 Studies have shown that replacing the 3 '-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 -overhangs with 
deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO ./., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2'-0-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2-amino or 2-0- 
methyl nucleotides, and nucleotides containing a 2-0 or 4'-C methylene bridge. 

3 
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However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 



Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 

5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al., 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and tire use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et aL, International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zernicka-Goetz et al, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 

4 
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cells using certain dsRNA molecules. Fire et al, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et al, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et al, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et al, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et al, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
al, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et al, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossnildaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et al, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et al, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et al, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et al, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et al, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-derived gene products that may be related to RNAi in Drosophila. Arndt et 
al, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et al, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et al, International PCT Publication No. WO 00/63364, and 
Satishchandran et al, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al., US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 



1 0 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function hi a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 

7 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology, hi one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HTV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

3 0 target gene or a portion thereof 

8 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 

9 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 

10 wherein pyrimidine nucleotides in the sense region are 2 ! -0-methyl pyrimidine 
nucleotides, 2-deoxy nucleotides, and/or 2 , -deoxy-2 t -fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5 -end, the 3 f -end, or both of the 5 f and 3 1 ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 

i 

10 
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internucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3 5 terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3 9 terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule, hi another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5' -end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 hi one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
* 15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 

invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

hi another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 

12 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3 5 -overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2 5 -0-methyl nucleotides completely abolishes RNAi activity. Li et al, 
International PCT Publication No. WO 00/44914, and Beach et aL, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-aniino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 

13 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 



In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2 5 -deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are . 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 

1 5 serum stability for modified siNA constructs. 

hi one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 

20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 

25 present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 

30 the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 

14 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3'-end of said antisense region. The 
5 antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5 '-end of said antisense region. The 3 '-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3 f -terminal 
nucleotide ovex*hangs can comprise one or more universal base ribonucleotides. The 3 - 
10 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 



z 

II 

X P Y 



R 2 



W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified intemucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified intemucleotide linkages having Formula I at the 3-end, the 5'-end, or both of 
the 3' and 5 '-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
{e.g., about 1, 2, 3, 4, 5, or more) chemically-modified intemucleotide linkages having 
15 Formula I at the 5-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine i 
nucleotides with chemically-modified intemucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more {e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
intemucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having intemucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 1, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 
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B 




wherein each R3, R4 3 R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Fonnula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3'-end, the 5-end, or both of the 3 ! and 5 f -ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more {e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more {e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3 1 - 
end of the sense strand, the antisense strand, or both strands. 

17 
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Iii one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula HI: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula HI can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3 f -end, the 5-end, or both of the 3' and S'-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more {e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula III at the 5'-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more {e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 IE at the 3 f -end of the sense strand, the antisense strand, or both strands. 

hi another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or m, wherein the nucleotide having Formula II or III is in an inverted 
configuration. For example, the nucleotide having Formula II or HE is connected to the 
siNA construct in a 3'-3', 3'-2', 2-3', or 5'-5 f configuration, such as at the 3'-end, the 5'- 
10 end, or both of the 3' and 5-ends of one or both siNA strands. 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5- 
terminal phosphate group having Formula IV: 



15 




wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, Oalkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5 f -terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5 -terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3 f -tenninal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a S'-terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate internucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate internucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate internucleotide linkages in both siNA strands. The phosphorothioate 
internucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate internucleotide 

15 linkages at the 3 -end, the 5'-end, or both of the 3 1 - and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more {e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate internucleotide linkages at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate internucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate internucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2 , -deoxy, 2'-0-methyl, 2 , -deoxy-2 , -fluoro, and/or about one or more 
30 {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the S'-end, or both of the 3 - and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

20 
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more, specifically about 1, 2, 3 5 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2 f -deoxy, 2 -O-methyl, 2'-deoxy-2 , ~fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 

5 cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5*-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2'-deoxy, T-O-methyl and/or 2'-deoxy-2 f -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 

10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 '-end, 
the 5'-end, or both of the 3 - and 5 f -ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2-deoxy, 

15 2-O-methyl, 2 , -deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5'-end, or both of the 3 f - and S'-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2'-deoxy, ^-O-methyl, 2'-deoxy-2 f -fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3-end, the 5-end, or both of the 3 - and 5 f -ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2 , -0-methyl and/or 2'-deoxy-2'-fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 1 - 
end, the 5'-end, or both of the 3- and 5'-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2 , -deoxy-2'-fluoro, and/or one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2-O-methyl, 2*-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate intemucleotide linkages and/or a terminal cap molecule at the 3'-end, 

1 5 the 5'-end, or both of the 3' and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2 , -deoxy-2'-fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate intemucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 

25 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 '-end, 
the 5'-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2'-0- 

30 methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate intemucleotide linkages and/or a 
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terminal cap molecule at the 3-end, the 5-end, or both of the 3 - and 5-ends, being 
present in the same or different strand. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate intemucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2-5 1 
intemucleotide linkages. The 2-5' intemucleotide linkage(s) can be at the 3 f -end, the 5- 
end, or both of the 3'- and 5-ends of one or both siNA sequence strands. In addition, the 
2-5' intemucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every intemucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2'-5 ? intemucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every intemucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2 , -5' intemucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I-VIL For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 '-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I- VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3 5 -terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3 -terminal overhangs, such as 3'-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular - 

nucleic acid molecule, wherein the siNA is about 38 to about 70 {e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I- VII or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 (e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I- VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double- stranded siNA 
25 molecule with 3-terminal overhangs, such as 3 ! -terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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R 10 




wherein each R3, R4, R5, R6, R7, RS, RIO, Rl 1, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, arninoalkylamhio, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, S, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 

25 



BNSDOC1D: <WO 03074654A2_t_> 



WO 03/074654 



PCT/US03/05028 



either R2, R3, RS or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 



wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 ha another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3-end, the 5 f -end, or both of the 3' and 5'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3-end, the 5 f -end, or both of the 3' and 5 -ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3-end, the 5'~end, or both of the 3' and 5 f -ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3 '-end or the 5 '-end of a hairpin siNA molecule as 
described herein. 




R 2 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3'-2 f , 2'-3', or 5'-5' configuration, such as at the 
3 -end, the 5 -end, or both of the 3 f and 5 -ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more {e.g., 

about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5-end, the 3-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5- 
end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any {e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2 , -deoxy-2'-fluoro pyrimidine nucleotides {e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2 f -fluoro pyrimidine nucleotides), and 
where any {e.g., one or more or all) purine nucleotides present in the sense region are 2 f - 

20 deoxy purine nucleotides {e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any {e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides {e.g., wherein all 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2 ? ~deoxy-2'-fluoro pyrimidine nucleotides), and 
where any {e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

30 deoxy purine nucleotides {e.g., wherein all purine nucleotides are 2 ! -deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2 f -deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3 '-terminal nucleotide overhang that 
are present in said sense region are 2 f -deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 , -deoxy-2 ! -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2 f -Omethyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2-O-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2- 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2-deoxy-2 f -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 f -deoxy-2 ! -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2 f -0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2'- 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3 '-terminal 
nucleotide overhang that are present in said antisense region are 2 ! -deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 , -deoxy-2 f -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 f -deoxy-2 f -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 ! -deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2 -deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2 f -deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, . wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 , -deoxy-2 t -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 ! -deoxy-2-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 

10 2-deoxy purine nucleotides {e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3- 
end, the 5 ! -end, or both of the 3' and 5'-ends of the sense region. The sense region 
optionally further comprises a 3 -terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2 ! -deoxyribonucleotides. The antisense region comprises one or more 2'- 
deoxy-2 ! -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2 1 - 
deoxy-2 ! -fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2-deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 2 ! -0~methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2 , -Omethyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2-O-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3 f -end, the 5'-end, or both of the 3 f and 5 -ends of the 
antisense sequence. The antisense region optionally further comprises a 3'-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2 f - 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate internucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2 f -deoxy- 
2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2 , -deoxy-2 l - 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2- 
deoxy-2 , -fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2 , -deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 l -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
2-O-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2-O-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2 -O-methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 '-end, the 
5'-end, or both of the 3' and 5 f -ends of the sense region. The sense region optionally 
further comprises a 3 -terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2-deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3-end, the 5-end, or 

15 both of the 3 1 and 5-ends of the antisense sequence. The antisense region optionally 
further comprises a 3 f -terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in viwo system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 f -deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2 5 -deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4 > -thionucleotides, and 2>- 

30 O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4Mhionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, T- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-Omethyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-Omethyl nucleotides). Inverted deoxy abasic modifications are 
15 optionally present at the 3 '-end, the 5'-end, or both of the 3' and S'-ends of the sense 
region. The sense region optionally further comprises a S'-terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2 , -deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3'-end, the 5'-end, or both of the 3' and S'-ends of the antisense 
20 sequence. The antisense region optionally further comprises a 3-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate intemucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer-Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-(D-ribofuranosyl) nucleotides); 2'- 
5 rnethoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3'- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5 '-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
\" is attached both the 3'-end and 5 -end of either the sense strand, the antisense strand, or 

both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et al. y U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the ai-t can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 

5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. Hie target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. Tins is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al., 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. Biotechnol, 74, 5; Sun, 2000, Curr. Opin. Mol. Ther., 2, 100; 

20 Kusser, 2000, J. Biotechnol, 14, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Client. Soc. 1991, 113:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 773:5109; Ma et al, Nucleic Acids Res. 1993, 
27:2585 and Biochemistiy 1993, 32:1751; Durand et al, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al, Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett. 1993, 34:301; Ono et al, Biochemistiy 1991, 30:9914; Arnold et al, 
International Publication No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et ai, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc. 1991, 113:4000, all hereby incorporated by reference 
herein. A M non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2' -OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2 5 -OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5 '-terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5 ' -terminal 
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phosphate group and a 3'-terminal phosphate group (e.g., a 2', 3'-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I- VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2'-deoxy-2 f -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2 f -0-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2-O-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2'-0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5'-end, or both of the 3' and 5 '-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2 , -deoxynucleotides at the 3' -end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5Merminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted hi vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2 , -deoxy-2 l -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 ? -fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 

5 the 3'-end, the 5'-end, or both of the 3' and 5 f -ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal T- 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 

1 0 such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2 t -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3-end, the 5'-end, or both of the 3' and 5'-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 

5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3'-end, the 5'-end, or both of the 3 f and S'-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2 -deoxynucleotides at the 3 5 -end of the siNA molecule, wherein the terminal 

10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer-Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
15 suitable to modulate the expression of the genes in die cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting* or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

hi one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

hi another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 

42 



BNSDOCID: <WO. 



.030746 54A2J_> 



WO 03/074654 



PCT/US03/05028 



target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein, hi another embodiment, the assay can comprise a cell culture system in which 

5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 

10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of die RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

hi one embodiment, the invention features a, cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell, hi yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 
10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 
15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 
20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 
25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 
30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5 f -protecting group, 
for example, a S'-O-dimethoxytrityl group (5 f -0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

1 0 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VTI or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

In another embodiment, the invention features a method for generating siNA 
molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

In yet another embodiment, the invention features a method for generating siNA 
molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 
a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co- factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 
phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 

30 Allshirq, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al t 2002, RNA, 8, 
842-850; Reinhart et al, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 
10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 
15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
I strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 

or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 
20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 
25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 
30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5'-phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et al. 9 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleo tides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2 1 - 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2'-OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term KNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et al t 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

r 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 

56 



BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 PCT/US03/05028 

molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 

10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al, 1987, CSH Symp. Quant Biol LII pp.123-133; Frier et al, 1986, Proc. Nat. Acad. 

25 ScL USA 83:9373-9377; Turner et al, 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about IS, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 

59 



BNSDOCID. <WO. 



03074654A2J_> 



WO 03/074654 PCT/US03/05028 

without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2 1 position of a P-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
v isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et aL, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi:10.1038/nni725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 Li yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table III) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid. 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 
10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 
15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T Vi values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-Omethyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells'* column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 

5 concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (fciv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/anti sense strand). Sequences correspoding to these RPI numbers 

10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3'-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5 - and 3 '-terminal internucleotide linkages, wherein the two terminal 3 1 - 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2'-0-methyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 -terminal glyceryl moiety and wherein the two terminal 
3'~nucleotides are optionally complementary to the target RNA sequence, and having one 
3 -terminal phosphorothioate internucleotide linkage and four 5 -terminal 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2 , -deoxy-2 t -fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3-nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2-O-rnethyl or 2 l -deoxy-2 , -fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 -terminal glyceryl moiety and wherein, the two terminal 
20 3'-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2 ? -deoxy-2 ! -fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 - and 3 - terminal 
25 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3'- 
30 terminal glyceryl moiety and wherein the two terminal 3 -nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 '-terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2'- 
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deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5 - and 3'- terminal 
5 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2 t -fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2-deoxy nucleotides. The 
10 antisense strand comprises 21 nucleotides, optionally having a 3-terminal glyceryl moiety 
and wherein the two terminal 3 , -nucleotides are optionally complementary to the target 
RNA sequence, and having one 3 '-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2 , -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 ! -0-methyl modified 
15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3 - terminal 
cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 ! -terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2*-deoxy- 

25 2-fluoro modified nucleotides and all purine nucleotides that may be present are 2-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5 ! - and 3'- terminal 
30 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 -fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 '-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 

5 RNA sequence, and having one 3 '-terminal phosphorothioate internucleotide linkage and 
wherein all pyrrolidine nucleotides that may be present are 2 f -deoxy-2 '-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 

10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro, hi another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
that can be used, for example, to stabilize the 3'-end of siNA sequences of the invention, 
including (1) [3-3 f ]-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5'-3']-3'- 
deoxyribonucleotide; (4) [5 '-3'] -ribonucleotide; (5) [S^'J-S'-O-methyl ribonucleotide; (6) 
3*-glyceryl; (7) [S'-S^-S'-deoxyribonucleotide; (8) [3'-3 f ]-deoxyribonucleotide; (9) [5'-2']- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2-deoxy nucleotide shown 5 f 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I- VII 
or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 
nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#2S266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 
2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 
293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 ' -terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 



Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrrolidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#31370/31371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
r (RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 

cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2). 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 

30 (RPI#31302/31303), were compared to a matched chemistry inverted control 
(RPI#3 1314/31325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction* of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scraml and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#313 16/3 1317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). hi addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 5 -terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#31035/31111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 5 -terminal inverted deoxyabasic caps and the antisense 

20 strand comprises a 3 5 -terminal phosphorothioate internucleotide linkage 
(RPI#31310/31311), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vifro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides, hi some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et aL, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of =j 
foreign genes which is commonly shared by diverse flora and phyla (Fire et aL, 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2\ 5 T -oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et aL, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 

5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1S37; Jenuwein, 2002, Science, 297, 2215-221S; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3- 
temiinal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2-deoxy or 2 f -Omethyl nucleotides abolishes RNAi activity, whereas substitution of 
3 f -terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5 f -end of the siRNA guide sequence rather than the 3'-end 
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(Elbashir et aL, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5 T -phosphate moiety on the siRNA 
(Nykanen et aL, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides {e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et aL, 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et aL, International PCT Publication No. WO 99/54459, Wincott et aL, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et aL, 1997, Methods MoL Bio., 74, 59, 
Brennan et aL, 1998, Biotechnol Bioeng., 61, 33-45, and Brennan, U.S. Pat. No. 
6,001 ,3 11. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5-end, and phosphoramidites at the 3-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jamol scale protocol with a 2.5 min coupling step for 2-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2 f -deoxy-2 ! - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 |imol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 fiL of 0.1 1 
M = 6.6 (imol) of 2-O-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 of 0.25 M = 15 (xrnol) can be used in each coupling cycle of 2-O-methyl residues 
relative to polymer-bound 5'-hydroxyL A 22-fold excess (40 ^L of 0.11 M = 4.4 ^imol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 jxL of 0.25 M = 
10 (Limol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and.oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1 -dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supematants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et aL, 1987, J. Am. Chem. Soc 9 
109, 7845; Scaringe et aL, 1990, Nucleic Acids Res., 18, 5433; and Wincott et aL, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et aL, 1997, Methods MoL Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5-end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 |imol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2 ! -0-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 nmol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 \xL of 0.11 M = 6.6 ptmol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 \xL of 0.25 M = 15 nmol) 
can be used in each coupling cycle of 2-O-methyl residues relative to polymer-bound 5- 
hydroxyl. A 66-fold excess (120 pL of 0.1 1 M = 13.2 ^imol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 \xL of 0.25 M = 30 timol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5'- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supematants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 jiL of a solution of 1.5 mL N-methylpyrrolidinone, 750 jjL 
TEA and 1 mL TEA*3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA»3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH 4 HC0 3 . 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
1 5 above including but not limited to 96- well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al, 1992, Science 256, 9923; Draper et al. International PCT publication No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconjugate Chan. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwelVmultiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 



A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2'-C-allyl, 2'-fluoro, 2-0-methyl, 2-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et ah, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et ah, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et ah, 1990 Nature 344, 565; Pieken et ah, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Set 17, 334; Usman et ah, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et ah, U.S. Pat. No. 6,300,074; and 
Burgin et ah, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 

5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2'-amino, 2'-C-allyl, 2'-fluoro, 2 , -0-methyl, 2'-0 
allyl, 2'-H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et al, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al, International Publication PCT No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Set , 1992, 17, 334-339; 

15 Usman et al International Publication PCT No. WO 93/15187; Sproat, U.S. Pat No. 
5,334,711 and Beigelman et al, 1995, J. Biol Chem., 270, 25702; Beigelman et al, 
International PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 39, 1131; Earnshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 67, 99-134; and Burlina et al, 1997, Bioorg. Med Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide internucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or S'-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

5 Short interfering nucleic acid (siNA) molecules having chemical modifications that 

maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 

10 within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et aL, 1995, Nucleic Acids Res. 23, 2677; Caruthers et aL, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 

15 modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 

20 hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 

25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2\ 4'-C 
methylene bicyclo nucleotide (see for example Wengel et aL, International PCT 

30 Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 
10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 
15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 
nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 
for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2'-fluoro, 2'-amino, 2 , -0-amino, 
2 f -C-allyl, 2 T -Oallyl, and other 2 , -modified or base modified nucleotides. The 
biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The tenn "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The tenn "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyarnides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
{e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 

10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5 1 and/or 
a 3 f - cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
1 5 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et ai, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5-terminus (5'-cap) or at the 3 f - 
terminal (3 -cap) or may be present on both termini. In non-limiting examples, the 5 -cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4\5'-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4*-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; //zreo-pentofuranosyl nucleotide; 
acyclic 3',4-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3 ? -3 -inverted nucleotide moiety; 3-3 '-inverted abasic 
moiety; 3 l -2 , -mverted nucleotide moiety; S'-^-inverted abasic moiety; 1,4-butanediol 
phosphate; 3-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3 -phosphate; 3- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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' * In non-limiting examples, the 3 '-cap is selected from the group consisting of 

glyceryl, inverted deoxy abasic residue (moiety), 4 , ,5 t -methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; 5'-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
J/^eo-pentofiiranosyl nucleotide; acyclic 3',4-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5'-5'-inverted nucleotide moiety; 5-5 1 - 
inverted abasic moiety; 5'-phosphoratnidate; 5 f -phosphorothioate; 1,4-butanediol 
10 phosphate; 5 '-amino; bridging and/or non-bridging 5-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5'-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term ,f non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks abase at the l'-position. 

20 An "alky!" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, ammo, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
NO2 or N(CH3)2> amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the 1 1 position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et aL, International PCT 
Publication No. WO 92/07065; Usman et aL, International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et aL, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, Biochemistiy, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at l f position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al, 1994, Novel Backbone Replacements for Oligonucleotides , in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the 1 ! position, see for example Adamic et al., U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the l 1 carbon of 0-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2 f -modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH 2 or 2-0- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et aL, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et aL, 1992, Trends Cell Bio., 2, 139; 
Delivery Sfrategies for Antisense Oligonucleotide Tlierapeutics, ed. Akhtar, 1995, Maurer 
et aL, 1999, MoL Membr. Biol., 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol., 137, 165-192; and Lee et aL, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et aL, U.S. Pat. No. 6,395,713 

20 and Sullivan et aL, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et aL, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol. Brain Research, 55, 

5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghirnikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 

10 et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol Exp. Ther., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk. Res. f 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

2 5 oligonucleotides . 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered (e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 

92 



SNSDOCID: <WO. 



.03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



By "pharmaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillenient, 1999, Fundam. Clin. 
Pharmacol., 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et ah 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 
nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, J. Pharm. Set, 87, 1308-1315; Tyler et 
al, 1999, FEES Lett, 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Deliveiy Rev., 15, 73-107; Aldrian-Herrada et al, 199S, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 
20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic etal. Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 
25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 
30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 

10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of p-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 
adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular (e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 
association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 
10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, com starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 
15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil- 
Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 
25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 
30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 

97 



BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT7US03/05028 



drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol. Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001 ; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters {e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl Acad. Sci. y USA 83, 399; Scanlon et al, 

1991, Proc. Natl Acad. Set USA, 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 

Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581-9; Sarvere/a/., 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Ttierapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Taira et al, 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol 

15 Chem., 269,25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 

20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol HI based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 

25 transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 

30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG., 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al, 2002, Nature Biotechnology^ 19, 500; and Novina et al, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region {e.g., eukaryotic pol I, II or IH initiation region); b) a 
transcription termination region (e.g., eukaryotic pol I, II or III termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5 1 side or the 3-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl Acad. Sci. USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al, 1993, Methods Enzymol, 217, 47-66; Zhou et al, 1990, Mol 
Cell Biol, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabetetftf/., 1992, Antisense Res. Dev., 2,3-15; Ojwang et al, 1992, Proc. Natl Acad. 
Sci. USA, 89, 10S02-6; Chen et al, 1992, Nucleic Acids Res., 20, 4581-9; Yu et al, 
1993, Proc. Natl. Acad. Sci. USA, 90, 6340-4; L'Huillier et al, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et al, 1993, Proc. Natl Acad. Set U. S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et aL, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Titer. , 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The .expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3 '-end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1: Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the S'-terminal dimethoxytrityl (5'-0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the S'-O-DMT group while the complementary 
strand comprises a terminal 5 ! -hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CIS cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5 -O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2|iM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, Mac Vector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the nomial sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3 '-end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 



106 



BNSDOCID: *WO_ 



03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3 f terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2 '-0-methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3 '-glyceryl, 3 '-inverted abasic, 3 '-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 raM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3 5 -terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal V -phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-Omethyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3 '-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3 5 end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3 '-terminus which comprises two thymidine nucleotide 
overhangs. 

109 



BNSDOCID: <WO_ 03074654A2_I_> 



WO 03/074654 PCT/US03/05028 

Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3 '-inverted deoxyabasic cap on the" antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (hav siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 
siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct, hi addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 5 -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 

5 lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 

10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown hi 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

siNA target sites were chosen by analyzing sequences of the target RNA and 
optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 
each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 
duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 
20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 
25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 
30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 

5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 

10 Usman et al t US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et ah. US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in then entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of S'-O- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2 3 -deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5 '-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-Oprotecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy~2'-fluoro nucleotides can degrade 

1 5 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation hi buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 um GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre- assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1.25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vifro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 
target RNA is 5'-32p_ e nd labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 

20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification (eg., ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

15 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at lxl 0 5 cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2|^g/ml) are complexed in 

20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 
indicated. For initial optimization experiments, cells are seeded, for example, at lxlO 3 in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 

25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3'-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 ul reactions consisting of 10 ul total RNA, 100 nM forward 

5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 uM each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1 .25U AmpUTaq Gold (PE- Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 
10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to 6-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supematants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 1 1 : Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 
study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et al, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 
delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et al, 1995 Proc. Natl. 
Acad. Set USA. 92: 905-909; Shweiki et al, 1992 J. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel fomiation following corneal injury (Burger et al. y 1985 Cornea 4: 35-41; 
Lepri, et al, 1994 J. Ocular Pharmacol. 10: 273-280; Ormerod et al., 1990 Am. J. 
Pathol. 137: 1243-1252) or intracomeal growth factor implant (Grant et al, 1993 
Diabetologia 36: 282-291; Pandey et al 1995 supra; Zieche et al, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 al, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et al, 1993 Clin. Invest 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et al, 
1994 Cell 79: 315-328; Senger et al, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et al, 1994 Cancer Res. 54: 4233-4237; Kim et al, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et al, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 

15 form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) inununohistochemistry, Triclirome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 

25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primaiy and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly /.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 

5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 

10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 (i.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angio genesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et aL, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 jaM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti- VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 \\M in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 ^iG/^L, SITE 2340 (SEQ ED NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 jiG/fiL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 ng/^L, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandly 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1 996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H 2 0 at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20n.g/eye treatment, 6 ^iLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 nun diameter nitrocellulose disks, prepared from 
0.45 fim pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 \xL of 75 jiM VEGF in 82 mM TrisHCl (pH 6.'9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery* 



123 



BNSDOCID: <WO 03074654A2 J_> 



WO 03/074654 PCT/US03/05028 

The rat corneal model used in this study was a modified from Koch et al. Supra 
and Pandey et aL, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 \m\ OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 |nL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

1 5 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR fHER n RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 



Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5 ? and 3 5 -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31300/31301), 
which was also compared to a matched chemistry inverted control (RPI#3 13 12/31313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 |Lil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 (il/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 15: RNAi mediated inhibition of Mvc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 p,l/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jxl/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 julI. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations detemiined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2 J -deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3' -terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#3 1368/3 1369), which was also 
compared to a matched chemistry inverted control (RPI#31370/31371) and a chemically 
modified siNA construct comprising 2'-deoxy-2 5 -fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 

5 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RPI#31372/31373) which was also 
compared to a matched chemistry inverted control (RPI#31374/31375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 

10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 pl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 pl/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3 5 -terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5 5 
5 and 3'-tenninal inverted deoxyabasic caps and in which the antisense strand comprises a 
3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#3 13 14/3 1325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of B ACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
15 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 |Lil/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 jil. Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 



15 



Example 19: RNAi mediated inhibition of cvclin Dl RNA expression 



siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 pl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31300/3130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: R NAi mediated inhibition of PTP-1B RNA exp ression 



15 



siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 pl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2 ? -deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1306/3 1307), 
which was also compared to a matched chemistry inverted control (RPI#3131S/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21: RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 jxl/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
20 cells to give a final siNA concentration of 25 nM in a volume of 150 |liL Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
25 Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 

133 



BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 PCT/US03/05028 

Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5 5 and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 fxl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 

5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 

10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D504S3.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HIV-l, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 

5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5' -Non Coding 
Regions (NCR), V- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 

10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NMJ301982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_0 15620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCA1 (for example GenBank Accession No. NM_001285) , 

30 phospholamban (for example GenBank Accession No. NM_002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table HI. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vifro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules {i.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 

5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype {i.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 
15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of 1 , and "consisting of 1 may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of desciiption and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 
20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 
25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table n 



Reagent 


Eauivalents 




wait lime una 


Wait Time* 2 -O-m ethyl 


Wait Time*RNA 


Phosphoramidites 


6.5 


163 pL 


45 sec 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 pL 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 pL 


5 sec 


5 sec 


5 sec 


A/-Methyl 
Imidazoie 


186 


233 pL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 mL 


.45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 ML 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time*RNA 


Phosphoramidites 


15 


31 uL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38.7 


31 uL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 pL 


5 sec 


5 sec 


5 sec 


A/-Methy] 
Imidazole 


1245 


124 mL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 pL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 ML 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA | 


NA 


NA 



Reagent 



Phosphoramidites 



S-Ethyi Tetrazole 



Equivalents: DNA/ 
2'-0-methyI/Ribo 



22/33/66 



70/105/210 



C. 0.2 umol Synthesis Cycle 96 well Instrument 



Amount: DNA/2'-0- 
methyl/Ribo 



40/60/120 uL 



40/60/120 uL 



Wait Time* DNA 



60 sec 



60 sec 



Wait Time* 2'-0- 
methyl 



180 sec 



180 min 



Wait Time* Ribo 



360sec 



360 sec 



Acetic Anhydride 



265/265/265 



50/50/50 pL 



10 sec 



N-Methyl 
Imidazole 



10 sec 



10 sec 



502/502/502 



50/50/50 pL 



10 sec 



10 sec 



10 sec 



TCA 



238/475/475 



250/500/500 pL 



15 sec 



15 sec 



Iodine 



15 sec 



6.8/6.8/6.8 



80/80/80 pL 



30 sec 



30 sec 



Beaucage 
Acetonitrile 



30 sec 



34/51/51 



80/120/120 



100 sec 



200 sec 



200 sec 



NA 



1150/1150/1150 pL 



NA 



NA 



NA 



Wait time does not include contact time during delivery. 
Tandem synthesis utilizes double coupling of linker molecule 
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Table HI 



Group 


Solution on 
Filter (1.0 
uL) 


Stock VEGF 
concentration 


Number 
of 

Animals 


Injectate 
(6.0 uL) 


Dose 


Cone, 
injectate 


1 


Tris-Cl pH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 
v jZrOjr -earlier 
free 
75 ixM 


3.53 ug/^L 


5 


water 


NA 


NA 


3 


R&D Systems 
v xivjir-carriei 
free 
75 uM 


3.53 ug/^iL 


5 


Site 2340 
otabl 
siRNA 


10 

ug/ eye 


1.67 

. . / T 

Hg/HL 


4 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ug/uL 


5 


Site 2340 
Stabl 
siRNA 


3 

^g/eye 


0.5 
Hg/^L 


5 


R&D Systems 
v x^Oi 1 -Carrier 
free 
75pM 


3.53 Hg/uL 


5 


Site 2340 
btabl 
siRNA 


1 

Hg/eye 


0.167 
Hg/VL 


6 


R&D Systems 
v nvjjr-carriei 
free 
75jliM 


3.53 ug/uL 


5 


Inactive 

bite 
Stabl 
siRNA 


10 

Ug/ eye 


1.67 
iag/uL 


7 


R&D Systems 
VEGF-ca rri f*r 
free 
75 uM 


3.53 ug/uL 


5 


Inactive 

Stabl 
siRNA 


3 

M&/ e y e 


0.5 


8 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


i 

Hg/eye 


0.167 
Hg/^L 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 


— 


5 at 5 '-end 
1 at 3 '-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 


— 


All 
linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


- 


4 at 5 '-end 
4 at 3 '-end 


Usually S 




£ -nuoro 


KlDO 


5 and 3 - 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2 5 -deoxy 




1 at 3 '-end 


Usually AS 



10 



All Stab 1-1 1 chemistries can comprise 3 '-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 

AS = antisense strand 
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Table V 



Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN), mRNA 


NMJ333418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA I 


NM_032564 


Homo sapiens diacylglycerol O-acyltransferase homolog 2 (mouse) (DGAT2), 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFB1), mRNA 


NM. 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM_020351 


Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086), mRNA 


NM 019556 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4), mRNA 


NM_0 18676 


Homo sapiens TMTSP for transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


NM_0 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo sapiens yeast Sec3 Ip homolog (KIAA0905), mRNA 


NM_014933 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM_0 14706 


Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein (LSM3), mRNA 


NM_014288 


Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (ITGB3BP), 
mRNA 


NM_0 13443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM_005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NM_004264 


Homo sapiens SRJB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM_003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK 1), mRNA 


NM_003690 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain linkprotein-1 (BRAL1), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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NM_001685 


Homo Sapiens ATP SVnthase 1T+ tran^nnrti-ncr mitrvp"hr»TiHric»1 FO fnmnlpY 
W1 ° A 1 ojriiLiiaoci, ii • ucuiopui iing, nil Lounonur lai r\J complex, 

subunit F6 (ATP5J), mRNA 


NM 017954 


Homo sapiens hypothetical protein FLJ20761 fFT T207fil^ mRNA 


NM 015626 


Homo sapiens SOCS box-containine WD protein SWiP-1 fW^FU^ mRNA 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 030877 


Homo sapiens chromosome 20 onen rearHnrr frame fC"?(ir\rfzi\ m"PXTA 


NM 080830 


Homo sapiens cystatin 1 1 (CST1 1), mRNA 


NM 032329 


Homo sapiens o^S 1NG5 fING5^ mRNA 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


NM_1 30787 


Jrlomo SarVienS aflantnr~rplatp*"1 nrntpin rrtmnlpv 7 olr\l-»o 1 ouUimit / A "DO A 1\ 

J - J - V/AAXV/ o<*pi**iAo uuapLui-iciaicu proicm complex aipna I sUDurut (Ax\ZAlK 
mRNA 


NM 024744 


Homo saniens fALSPCRR^ mRNA 


NM 018984 


Homo saniens slingshot 1 fhSSW-'n mPNA 


NM_106552 


Homo sapiens hvnothptir.al nmtpin PT T1 49^10 cimilo-r tr\ trci "K-ii-i^^ «-r o 
oi *i y ' LWA - 10 **jrpvtiiwu^ai pioLcm r l^j i*+z.Hy bimiidx to rioi Dinoing protem 5 

(FLJ14249), transcript variant 2, mRNA 


NM_022460 


Homo Saniens hvnnfhptiral Tvrot<=»-m T«T 1~\A0AQ cimilor^A XTC1 o 

oa-pit-iio liypuuicLiL/di proicm rLj j.HZ'ty similar to xioi Dinuing protein 3 
(FLJ14249), transcript variant 1 , mRNA 


NM 130446 


Homo saniens Ivelrh-liVp rvmtpm Tc"T "Pri A HifT "HT £\ -tWDXTA 


NM 020314 


xxtrmw oapiciia c&upiid.gcd.i tdncci associaxeG protein ^iVHjrL/loo/4), mJKJNA 


NM_1 30395 


xxwiiivj oapicno vvciiici iiciiudbe lnieracnng protem ^Wriirj, transcript variant 2, 
mRNA 


NM_020135 


Homo saniens Werner helina«5P intprarrfno- nrrvt^in /"^aTXTTP^ •H-o«o I r.»-i**+ i 
»» viiivx nisiiiscio^/ niicict^/Liiig pujicin i vv ixi-i ), transcript variant i 

mRNA 


NM 130388 


Homo saniens ankvrin rpnpat anH ^Of" 1 ^! "hr»Y_r>i-vntoiT-i-i-r»rr 10 /actjio\ **-*t>xta 
v ^- i * Avy "»piviio cniiv_yiiii it/j^cai diiu. ovjuo uux -containing 1 z. ^/\o£SlZy 3 rnivlNA 


NM 130387 


Homo sapiens ankynn repeat and SOCS box-containing 14 (ASB14), mRNA 


NM 007191 


Homo Saniens WNT inlifhitnrv far tor 1 AATTR^ t%VDXTA 

xxuuiu oo-j^i^iio vv in ±. liuiiuiuji y idLiur 1 ^ w ir 1 7, rniviN/\. 


NM .052950 


Homo sapiens WD40- and FYVE-domain containing protein 2 (WDF2), mRNA 


NM_025042 


jTLuniu oapicno w iiiiams-r>euren synarome cnromosome region 23 (WBSCRJ23) 
mRNA " ' 


NM_080706 


cxipicuo Lidiioiciii receptor potential canon cnannei, suDtamily V, member 
1 (TRPV 1 ), transcript variant 3 , mRNA 


NM_0S0705 


° a piwio Liaiioicui ict/cpiur potcnuai cation cnannei, suDiamiiy v, member 
1 (TRPVl) transcrint variant 4 mRNA 


NM_080704 


Homo Saniens transient rener*tnr T^otRntinl nntlr\n r»Viot-i-n^l cuVk-pQ-n-i-iKr \/ „__i_ 

* ,t *> FAwiAo w-ouoiwii l^vcpiui puLciiiidi L/diiun cnaimei, suoiamny v, memner 
1 (TRPV 1), transcript variant 1 mRNA 


NM_0 18727 


Homo saniens transient recpntor nntpntinl rutinn pVio-nnpi cnK-TorviiiT/ \/ 

w **r /Aw "° u *"it5iuiii i^gpiui puLtiiLiai udLiuii uiiaiiiiei, suDiainiiy v , memDcr 

1 (TRPV1), transcript variant 2 mRNA 


NM 080879 


Homo sapiens SOCS box containing nrotein RAR2A CR Aft? A^ mPTsiA 


NM_080871 


Homo sapiens ankvnn reneat and SOC*S hny-rnntainino in /'AQPl1n^ w pma 

t * Ailv J f A iv^j^^/ctt til iu uwv/U UHJA. wUlltiJlillllg lv ^/Vu J3 1 Uy-, TTj fy J >| /a 


NM 080870 


Homo sapiens DPCR1 nrotein fDPCRl^ mRNA 1 


NM 080834 


Homo sapiens chromosome 20 onen reading framp 1 (Oicim-tt t \0\ mi?\rA 


NM 080829 


Homo sapiens chromosome 20 onen readincr frnmp 1 7^ (C s ')(\nrfi ty-iT?"nt a 

w, *h' lv "w vnivmujuiiiu vjjpvii iwouiug Ucllllw 1 / J ^V^^VJUl 1 1 ID)} llXlv_LN-r\ 


NM 080828 


Homo sapiens chromosome 20 onen readincr framp 1 7^ ^P9nr*r-fi 7^ mPMA 


NM 080819 


Homo sapiens G nrotein-counled recentor 7R rrrPT?7R^ mPTMA 


NM 080752 


Homo sapiens chromosome 20 onen readme* framp 1 f\d fC">ftr\rf~\ mt^xr a 


NM 080749 


Homo saniens chrnmnsomp 90 nnpn rpaHino- framA 1 /pon^vn w t)xt a 
*-»«-H A ^ AAi3 wmuiiiuauiuc z»vy open icciumg ildinc l D«> ^V^-iUOrilujJ mKJNA 


NM 080745 


Homo sapiens ring finger protein 36 (RNF36), mRNA 


NM 080738 


Homo sapiens EDAR-associated death domain (EDARADD), mRNA 


NM 014970 


Homo sapiens kinesin-associated protein 3 (KBFAP3), mRNA 


NM 02 1058 


Homo sapiens H2B histone family, member R (H2BFR) mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP) mRNA 


NM 080491 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1 
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mRNA 


NMJ) 12296 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 2, 
mRNA 


NM_007247 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant -1, mRNA 


NM_080551 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcnpt 
variant 3, mRNA 


NM_080550 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant- 2, mRNA 


NM 000982 


Homo sapiens ribosomal protein L21 (RPL21), mRNA 


NM 003913 


Homo sapiens serine/threonine-protein kinase PRP4 homolog (PRP4), mRNA 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


NM 002729 


Homo sapiens hematopoietically expressed homeobox (HHEX), mRNA 


NM 005893 


Homo sapiens calicin (CCIN), mRNA 


NM_0 17593 


Homo sapiens homolog of mouse BMP-2 inducible kinase (BIKE), mRNA 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NMJ)04051 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear] gene encoding mitochondrial protein, mRNA 


NM 006576 


Homo Sapiens advillin (AVDL), mRNA 


NM 013375 


Homo sapiens TATA-binding protein-binding protein (ABT1), mRNA 


NM 058219 


Homo sapiens homolog of yeast mRNA transport regulator 3 (MTR3), mRNA 


NM_058237 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 1 , mRNA 


NM_020958 


Homo isapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 2, mRNA 


NM 004702 


Homo sapiens cyclin E2 (CCNE2), transcript variant 3, mRNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 


NM 057735 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
(ZW10),mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1, mRNA 


NMJ) 15084 


Homo sapiens mitochondrial ribosomal protein S27 (MRPS27), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005830 


Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 1, mRNA 


NM_005648 


Homo sapiens transcription elongation factor B (SET), polypeptide 1 (15kD, 
elongin C) (TCEB1), mRNA 


NM 007070 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


NM_054113 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 3 (KJP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM_030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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JNJVl UZ1103 


riomo Sapiens JtvLJ-associateu JSJtv/\r> repressor ^jvjo/ajs^, ttjxvj.n/\ 


NM_033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
L^rosopnnaj ^*.d.a.vv / j, iranscnpi variant i, mivrN/\ 


NM_018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Urosopnilaj (ri3AW / ), transcript variant z, mKJN/\ 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


NM_03333z 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 3, mRNA 


NM_033331 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 2, mRNA 


XTTkyf AAO/C71 

iNM_003671 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 1, mRNA 


rsM_033307 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant delta, mRNA 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpha, mRNA 


NM 002948 


Homo sapiens ribosomal protein LIS (RPL15), mRNA 


NM_033228 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant beta, mRNA 


NM 001656 


Homo sapiens ADP-ribosylation lactor domain protem 1, o4JcL) (AKrJDl), 
transcript variant alpha, mRNA 


JNM 0Z1Z03 


Homo sapiens ArMtr 1 protem (ArMLr 1 J, mKJN A 


NM^UlzUV.) 


Homo sapiens adaptor-related protein complex 3, mu 1 subunit (AP3M1), 


1N1V1 UU1VJZ3 


noino sapiens nuosomai protein oij ^jvtozj ), miviN/Y 


xnvr n^9Qso 

JLN1V1 UJ-i707 


nomo sapiens JDv^i^z-anxagonisi oi cen aeatn ^jd/vu' j, transcnpi vdudiiL z, iiixsj-N-rv 




XlOlIlU odpiCIlo X>V_'J_*Z,-clllLd.K 1 \Jlliol KJL CLCdLii ^Xj^tJL/^, Ll allobup L Vailalit 1, HUVIN^V 


IN IVi U I *tO ZO 




NM 012430 


Homo sapiens sec22 homolog (SEC22 A), mRNA 


iNlvl Uj 1 Z 1 o 


riomo sapiens secu-iiKe protem ^oi_!/v_^ i ~>x^)j tuj\±\i\ 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


JNJVl 0312/4 


Homo sapiens testis expressed sequence 13 A (TEX13A), mRNA 


NM 001730 


Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 


NM_032674 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFEP1), 
mRNA 


"VTFV fi AO 1 

JNM_031361 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
\\Aji^Hi\Dz>r transcript variant z, mrviN/\ 


NM 031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1 , mRNA 


NM_004499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


TvTA/f fiO 10/1/1 


nomo sapiens sirtum snent mating type miormaiion regulation z nomoiog d ^o. 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


NM_0 12241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6), 
mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic protein-like protein (LANP-L), mRNA 


NM_0 16228 


Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATH), 
mRNA 


NM 017951 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 000778 


Homo saDiens cvtochrome P450 suVifamilv TVA r»r»1vnpr>tiHp 11 ffYPAAl 1 i 
mRNA 


NM 006582 


Homo saniens pliiconoTtifiO.d mndnlatorv plpmpnt Hindincy nmtf*in 1 /{"tTV/TFT^ 1 

transcript variant 1 , mRNA 


NM_024482 


Homo saDiens glucocorticoid modulatorv element binding nrntein 1 f CrTVf FT-11 ^ 
transcript variant 2, mRNA 


NM_024885 


Homo sapiens TAF7-like RNA polymerase II, TATA box binding protein 
(TBP)-associated factor, 50 kD (TAF7L), mRNA 


NM_005736 


Homo sapiens ARP1 actin-related nrotein 1 homolnc* A centrachn alnha Tvea^t^ 
(ACTR1A), rtiRNA 


NM 014031 


Homo sapiens VLCS-H1 protein (VLCS-H1), mRNA 


NM_022334 


Homo saoiens intesrin cvtonlasmic dornain-a^ntviated nrotein 1 fTfAP-l A^ 
transcript variant 2, mRNA 


NM 007036 


Homo sapiens endothelial cell-specific molecule 1 (ESM1), mRNA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orfS), mRNA 


NM_022802 


Homo sapiens C-terminal binding nrotein 2 fCTBP2^ tran<?crint variant 2 
mRNA 


NM 001951 


Homo saoiens E2F transcrintion factor 5 ol30-bindinff TK2FS^ mRNA 


NM 022142 


Homo sapiens epididymal sperm binding protein 1 (ELSPBP1), mRNA 


NM_0 12200 


Homo saoiens beta-1 3 -fflucuronvl transferase 3 f fflucurono^vltran^fera'se T\ 
(B3GAT3), mRNA 


NM 022375 


Homo sapiens oculomedin (OCLM), mRNA 


NM. 004962 


Homo sapiens growth differentiation factor 10 (GDF10), mRNA 


NM 007372 


Homo sapiens RNA helicase-related protein (RNAHP), mRNA 


NM 005613 


Homo sapiens regulator of G-protein signalling 4 (RGS4), mRNA 


NM 006083 


Homo sapiens DC cytokine, down-regulator of HLA II (IK), mRNA 


NM 012426 


Homo sapiens splicing factor 3b, subunit 3 130kD CSF3B3") mRNA 


NM 018164 


Homo sapiens hypothetical protein FLJ10637 (FLJ10637), mRNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


NM 021106 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM_021082 


Homo sapiens solute carrier familv 15 fH-f/nentide transnorter^ member 2 
(SLC15A2), mRNA 


NM 016578 


Homo sapiens HBV pX associated protein-8 (LOC51773), mRNA 


NM_006671 


Homo sapiens solute carrier family 1 (glutamate transporter), member 7 
(SLC1A7), mRNA 


NM_020650 


Homo sapiens hypothetical protein LOC57333 (LOC57333), mRNA 


NM 015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


NM 020685 


Homo sapiens HT021 (HT021), mRNA 


NM 020682 


Homo sapiens Cyt 19 protein (Cytl9), mRNA 


NM 020678 


Homo sapiens HT017 protein (HT017), mRNA 


NM_ 020669 


Homo sapiens uncharacterized eastric nrotein ZA52P (J OC57399 , mRNA 


NM_003760 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC57117), mRNA 
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NM 020387 


Homo Saniens PATX-R nrntpin /TATY ^ mPMA 


NM 020371 


Homo sapiens cell death regulator aven (LOC57099), mRNA 


NM 020362 


Homo sanipn<; WT0 14 fVCTCi] A\ mTJXTA 


NM 020307 


xiuiiiu acipiciib myelin ama-oa (lulj /Uloj, niJvJN/v 


NM 007187 

'ATI V \J / 1 U / 


nomo sapiens w w domain omamg protein 4 (iormm binding protein 21) 
CWBP4) mRNA 


NM_005644 


Homo sanipns TAT^IO p\f a nAhmiprocA tt T 1 A nr a "u^w Ui'n^«/v /t»t»t*\ 
oapi^iii> j. /-vir iz, xviN/\ polymerase 11, i/\i/v dox Dinaing protein (TBP)- 

associated factor, 20 kD (TAF12), mRNA 


NM 020150 


Homo Sanipns S»AT?1 -nrrvtpin /CAPn tmT?XTA 
oajjiwxij) jnJ\i pujlCUl ^O-rVrvl J 9 TTl fx IN r\ 


NM 020167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


NM 020233 


aauihu odpicnb a uuo proiem ^VllJo\JUoJ ? mKJNA 


NM 020232 


nomu sapiens x uio protein (JVLL>oUu3), mRNA 


NMJ)20247 


Homo sapiens hypothetical protein, clone 

1 eieinon<iiaiy twi) i>traitUz2/U r L 142 (LOC5 6997), mRNA 


NM_020213 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965) 
mRNA 


NM 020153 


xxuinu bdpiciib nypoineticai protem (J^ULooyi.Z), mRNA 


NMJ)20149 


xxumu j>d.piciib ivieis 1 , myeloid ecotropic viral integration site 1 homolog 2 
(moused iA/TFT^^ mPKA 


NM_020120 


iiumu j>apiciib vur -giuuobe ceramiae giucosyitransierase-liKe 1 (UGCGLl) 
mRNA 


NM 020190 


Homo sanipn<5 WMOPT -i"co nri-v^ir* /T4~kTOT7T w d\T A 

^o.j-'it'i.io ixi^ wjj/jL^^ibu proiem ^jxin wxiJU-iSO J, rni\JN.A. 


NM 020242 


Homo sapiens kinesm-like 7 (KNSL7), mRNA 


NM 020194 


xiumu sapiens vjj_a/u*+ proiem {kjl^vk)^), niKJN/v 


NM 020193 


Homo QaniPTI C I~tT OOI i-vrwfv*ir» /Y"1T /lAO\ »v»"D XT A 

■tiuiiiu ctdpiciib yji^KJvz, proiem mKJNA. 


NM 020189 


Homo Sflnipnc T}(~^£\ rtrrfct^-in ^DMA 


NM 020188 


Homo ^atvi'PTi'c T^f^ i~3 r^ s ?sf*>tTi~/^T^r^ 1 TV -^vsUxt-a 
xi viiiu adpiciib jjL^ij proiem ^jl/v^1j mKJNA. 


NM_020134 


sapiens ooii<ipsm response mediator protein- d ; C_^RMR3 -associated 
molecule CCRMP5^ mRNA 


NM 019893 


Homo Saniens mitochondrial rerfnnirlf»c:p» ^A^AH?^ mT?XTA 


NM 019846 


Homo saniens CC chemoldnR PPT /'QPVA'>53^ i-»-»t?xta 


NM_0 19852 


Homo saniens "nntativp ■mf»tVi\/1i v ri>Tic^#=»T'oeia /TV/T/^ a\ tviDxt a 
oo^iwio puiauvc iiicuiyiirdnoierd.se ^ivio/\/, nixviNA 


NM 013338 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


NM 013341 


•iiuniu aapiciit) iiypumeucai proiem {r lXJvkjh), mRNA 


NM 013318 


Homo <?am Pn ^ hvnof"Hf*tir , s»1 rtrntpin fT HT?D C 1\ ~v-T>7vT A 
- 1 - AV ^- l - l ' lV - , oapitna Aiyp^uiciiudi proiem V w l_.v^r^x3i3-1 j, ITLKJNrV 


NM 013302 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


NM 013299 


x^.uniu i>dpicns> proiem predicted oy clone zioz / (Ho U 79266), mRNA 


NMJ 13347 


numu s»apieni> repneanon protein A complex J4 ka subunit homolog Rpa4 
iHSU24186^ mRNA 


NM 019011 


Homo <5aniPn«? Tte 1 AT^^ -r%T-rvtf»i-r» /'TT?TAT^'J\ *«D\TA 


NMJ 18965 


xzuiiiu ^dpicxib ixiggenng receptor expressed on myeloid cells 2 (TREM21 
mRNA 


NM 019043 


o<apic;iio oiiiuidi io pronne-ricn protein 4o v k i-»v-'^-'J z rDlo) mRNA 


NM 019006 


Homo saniens Drotf*in 5icQor»icitp»rl \t«+Vi pt^tti ^aa]17T>i\ w t>\t a 
XXW11AW o«*pi^iiQ jji-yji-^iiL d^bocidieu witn r ixjv 1 (AWr 1 ), mKJNA 


NM 019101 


Homo saniens ano1i"nnnrr\t^in A/f (C^'X A ^ mi?\TA 

AAVU1U oo^i^ixo cip\jnpupi L> LC1I1 IVJ. \ KJDI\j y mJtvLN/V 


NM 019049 


Homo saniens hvnofhf*tir>al r\T-^+<ai-t-» /"PT Tono^/i\ w d\t a 
1AU1UU oapi^no iiypumeiicai protein \ri-,j/,\j\)j £ t) > mJtvJNA. 


NMJ 18992 


Homo sapiens hypothetical protein (FLJ20040), mRNA 


NM 019033 


Homo sapiens hypothetical protein (FLJ1 1235), mRNA 


NM 019045 


Homo sapiens similar to rabl 1 -binding protein (FLJ1 1116) mRNA 


NM 019079 


Homo sapiens hypothetical protein (FLJ10884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FLJ10007), mRNA 


NM 014298 


Homo sapiens quinolmate phosphonbosyltransferase (nicotinate-nucleotide 
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nvronhosnhorvlase f carboxvlatine (OPRTj. mRNA 


NM_012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaniinyl cyclase) (QPCT), 
mRNA 


"NM 018836 


Homo ^aniens hvnothetical nrotein (lVfOTS^ mRNA 


NM 018643 


Homo ^aniens triffeerine receDtor exDressed on mveloid cells 1 (TREM1).. 
mRNA 


NM 018647 


Homo sapiens tumor necrosis factor receptor superfamily 5 member 1 9 
(TNFRSF19), mRNA 


NM 018664 


Homo sapiens Jun dimerization protein p2 1 SNFT (SNFT), mRNA 


NM 018540 


Homo sapiens hypothetical protein PR0283 1 (PR0283 1), mRNA 


NM 018630 


Homo sapiens hypothetical protein PR02577 (PR02577), mRNA 


NM 018527 


Homo sapiens hypothetical protein PR02435 (PR02435), mRNA 


NM 018625 


Homo sapiens hypothetical protein PR02289 (PR02289), mRNA 


NM 018515 

X 'IXVX \J X \J a/ i — ' 


Homo sapiens hypothetical protein PR02176 (PR02176), mRNA 


NM 01S615 

X ^1 X VX V* X ^7 V X 


Homo sapiens hypothetical protein PRO2032 (PRO2032), mRNA 


NM 018614 


Homo sapiens hypothetical protein PRO2012 (PRO2012), mRNA 


NM 018608 


Homo sapiens hypothetical protein PRO 1905 (PRO 1905), mRNA 


NM 018509 


Homo sapiens hypothetical protein PR01855 (PR01855), mRNA 


NM 018505 


Homo saniens hvoothetical nrotein PRO 1728 (TR0172S") mRNA 


NM_0 18444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 01844? 

X N XYX \j l o 1 r^r 


tfnmn qanipn<; PP^?6 nrntein fPP^?6 1 mRNA 


NM 018698 


Homo sapiens hypothetical protein P15-2 (P15-2), mRNA 


xNxv±_U 1 OH-UO 


XZOITIO odpieilb UllUliarclt/LCriZCU XiCIIlclLUpUiCllO oLCIIl/piUgClUlUl L>C/il£> ]JiULCiii 

Mncn^l nvrn^sO^li mRNA 

ivjJL/OVJ x yivlXJijyjj i i ? iiixviN r\. 


NM 01K46S 

rNxVx V/ i OtUJ 


Unmn cjinipnc iinr , li5iraf*i"f*ri i 7'f :i H li< i mjito"nrkif*i"ic ^tpm/nrnopni tnT TiroteiTi 

MDS030 rMDS030^ mRNA 


NM 018463 


Homo <;aniens uncharacterized hematopoietic stem/nroffenitor cells nrotein 

X X X_/ X X L\J OllL/lvllO UllvllUl UV LW IZjVU llvlllUlVUVlULlV OIVU1/ Ul VCvllHvl WW*A>J x^ uwaaa 

MDS02S rMDS028i mRNA 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA 


NM 018678 


Homo ^aniens lir>onolvsaccharide snecific resnonse-68 nrotein fLSR68V mRNA 


NM 018695 


Homo sanien^ erbb2 interacting nrotein rERBB2TP^ mRNA 

11V/111U OUUlvl J-lJ Wl \J yjx-i XX.X LvI LX\S tllltl \ Vlv'lll lX(l\X/i^wll y ^ 11UU ^1 1 


NM 018683 


Unrnn <sar>ipii^ "7inc fino'er "nrotein ^13 r7NP3 1 3^ mRNA 

X X\J XXXKJ o<X^/XV'XJLO Llllw XIAX^V/1 JJl WIW11I J 1 J ^«-«X^IJL — ' X —t J 3 UllVliil. 


NM 01 8660 


Homo «>aniens nanillomavinm repulatorv factor PRF-1 rLOC55893 1 iriRNA 

liUlllv/ O LX Y-J IV^llO yjKlyJ x\ \\JxxxtA. V XX LXO 1 V^gulULv/i Jr XtXV-'L'-'l X XVX A yjjW-'-'U/^ / j 11U.U 11 1 


NM 018484 


Homo saniens solute carrier familv 22 ( organic anion/cation transDorter i. 
member 1 1 (SLC22A1 1), mRNA 


NM 018445 


Homo sapiens xAD-015 protein (LOC55S29), mRNA 


NM 017571 


Homo sapiens hypothetical protein (LOC55580), mRNA 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


NM 018473 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012), mRNA 


NM 018480 


Homo sapiens uncharacterized hypothalamus protein HT007 (HT007), mRNA 


NM 017583 


Homo sapiens DIPB protein (HSA249128), mRNA 


NM 017567 


Homo sapiens N-acetyl glucosamine kinase (NAGK), mRNA 


NM 018487 


Homo saniens hepatocellular carcinoma-associated antigen 1 12 CHCA112V 
mRNA 


NM 017548 


Homo sapiens hypothetical protein (H41), mRNA 


NM 017547 


Homo sapiens hypothetical protein (HI 7), mRNA 


NM 017966 


Homo sapiens hypothetical protein FLJ20847 (FLJ20847), mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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IN 1VJL \J 1 / 


nomo sapiens nypoinencai protem ri^jzuo / 1 \r jljzuo / 1 j, itlkin/v 


Xnv/f 017091 
INIVL \) I / 7Zj 


xioino sapiens nypoineucai proiem rJL-jzuooo \rx^jj.vooo), itikin/v 


KTIV/T 017Q99 


iioino sapiens nypoinencai proiem jtjljzuooo ^fi^jzuoooi, rnixiN/\. 




U A inrv CQnipnc Viirr»r\rViP»tir«a1 -rvrrv+^» iVi UT T9A696 fUT T9 A696\ n-i"PXT A 

nomo sapiens nypoinencai proiem pjljzuozo ^jrivjzuozo^, itixvina 




xxonnj sapiens nj^oinencai proiem pi^jzuozh- ^itjLjJzooz^t^, nrutviN/\ 


KTA/T A17QAA 
1N1V1 U I / J7LF*+ 


Jtioino sapiens nypoinencai proiem ri^jzuoiy ^rJLJzuoiy^, niivLN/\ 


"MTV/T A17QQA 
1N1V1 Ul /oy\J 


Jnonio sapiens nypoineiicai proiem ri^JZUDOj ^jtIwJzudoj j, niKJNA 


XT\/T A17SC7 
IN1V1 U 1 /OO / 


womo sapiens nypotnetical protein ri^JzUj oU (ri^JzUjbUJ, mKJNA 


KTN/T A17CQ£ 
1N1V1 Ul /GOO 


Homo sapiens nypotnetical protein r JLJ zUd /4 (^rLJZUj /4), mKJNA 


INIVl U I / ooU 


Homo sapiens nypotnetical protem rLJZUj jo (rLJZUDjoJ, mJKJNA 


XTA/f A1 7C70 

jNJVI Ul /o /o 


Homo sapiens HKAS-liKe suppressor z (HKAbLSz), mRlN A 


KTN/T A17S77 
INIVL U 1 / O / / 


Homo sapiens nypotnetical protein rlvJZUjjj (ri^JzUODj^, mKJNA 


iNJVl Ul /o / j 


TT — ~ _ 1_ _ — 4J PT TO ACC1 /T7T TO ACC1 \ «-T)\T A 

Homo sapiens nypotnetical protein rLJzUjM (rl^JzUjjl), mKJNA 


XTA/T A 1787 A 
INIVl 1/ 1 / o / U 


Homo sapiens nypoineiicai protein ri_jzujjy ^l^JZUDjy ) 9 mKJNA 


TsJTV/T A17R£7 
INIVl Ul / OO/ 


TJ — —y- nnriianti l«*t «-» /^-f"t\ nnl „ ^. + -1 „ T7T TOAC3/1 /TCT TO A C O A \ «-w-«T> "\.T A 

Homo sapiens nypotnencai protein ri^JzuD:i4 (ruzuj j4j, mKJNA 


1N1V1 Ul /0O4 


Homo sapiens nypotnetical protein ri^JZUjJU (JtLJzUjjUj, mKJNA 


XTAyf A17SK7 
1N1V1 U 1 / CO / 


Homo sapiens slingshot 3 (SSH-3), mRNA 


1N1V1 U 1 /oDZ 


Homo sapiens JNALr'Z protem ^JNALrzj, mKJNA 


INIVl Ul/oOU 


TT r>r\-***l a-mm ItimA^Via^Anl T?T TOACAO /T7T TOACAO\ ___Tr) XT A 

Homo sapiens nypotnetical protein r Jl^JzUjUo (tJLJZUjUoJ, mJKJNA 


iNiVl U 1 /o40 


Homo sapiens tKNA selenocysteine associated protein (SECP43), mRNA 


IN1V1 Ul /041 


TT^ on»s<Q«n Itim^ftia^innl n«/\^A4« T7T TOA/lOO /T7T TOA/1CO\ *v»T)\T A 

Homo sapiens nypotnetical protein rJLJZU4o/ (rl J JzU4o/) 3 mKJNA 


iNJVl Ul /coy 


TT ^ ^ nnn ,' — Itimn^ltA^'nnl _ 4. _ PT TOAylOl /"T?T TOA/101\ - . .T>*KT A 

Homo sapiens nypotnetical protem rJLJZU4ol (rLJZU4oi), mKJNA 


"VTA/f A17Q17 
1N1V1 U 1 / Oj / 


TTnivin rtnniawn lii PMnflnAfinnl T7T TO A /I OO /UT TOA/tOO"\ __T> "K.T A 

Homo sapiens nypotnetical protem r.LJZU4/ / (rl_JZU4/ /), mKJNA 


TSJN/T A17R79 
IN1V1 Ul/ooZ 


Homo sapiens nypotnetical protein ri^jzu4j / (r.LJZU4!> / j, mKJNA 


"MTV/T A17Q97 
INIVl U 1 / oZ / 


TT ~ _ _ 1 <-i tMmnlliafinnl —.—^ j_„ T?T TO A/1 C A /T?T TOA/1CA\ w>T)\T A 

Homo sapiens nypotnetical protein Jrl^JzU4jU (rJLJZU4jUj, mKJNA 


INIVl Ul /oZO 


nomo sapiens nypoinencai proiem ri^JZU44y v.ri_,jzu44yj 5 nxtviNA 


TsJTV/T A1 7B91 
INIVl U 1 /oZj 


Homo sapiens nypotnetical protein rLJZU44Z ^rJLJZU44zj, mKJNA 


XTA/T 0 17899 
INIVl Ul /oZZ 


Homo sapiens nypotnetical protem rl^JzU43o (r.LJzU4io), mKJNA 


TMA/I A17Q91 
INIVl Ul /oZl 


TJn^vi >-v nnniavin In m rt+U q + i r» n 1 M4> -v^nt— "UT TOA/iOC /"UT TO A /I 1 C \ .-, -,T) XT A 

Homo sapiens nypotnetical protein rLJZU43j (JrLJzU4i j), mKJNA 


XTA/T A17Q1< 
INIVl Ul /olJ 


Unm/N — , „ J r , »»«i^-k4-T-» afi rtrt 1 "CT TOA/IO/1 /TCT TOA/10/1\ , . , T> \T A 

Homo sapiens nypotnetical protem rl^JzU4z4 (r J^JZU4z4), mKJNA 


"NTA/I A1 7Q 1 1 
INIVl U 1 / o 1 1 


Homo sapiens nypotnetical protein ruzu4iy (r.LJzU4iy), mKJNA 


1N1V1 Ul /olU 


T T _ _ " _ A 4.T» . -, . - -, -l 1 I . , T7T TOA/IIO /TTT TO A /I 1 ^—TIXT A 

Homo sapiens nypotnetical protem rLJ2U417 (JrUzO^/), mKNA 


TMA/T A17RA9 
INIVI Ul/oUZ 


Homo sapiens nypotnencai protein rLJZU3y / (rl^JZvjy /), mKJNA 


>JAT A177Q9 
1N1V1 U 1 / lyL 


XJ/\»^l/\ on«i£»«n lnrrtA+lAafi/>n1 a«m UT TOAOOO /UT TO AT Ol "\ —«D\T A 

Homo sapiens nypotnetical protein rl^JZUJ 15 ^rl_>JZU3 /ij, mKJNA 


XTTV/T A177QO 
INIVl Ul / /y\J 


Homo sapiens regulator 01 Ur-protem signalling 5 (Kuoi ), mKJNA 


NM 017786 


Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


*NTTV/f A177Q<C 
INIVl Ul / / OJ 


TTy-.—* ^ o«r»t-*-»^a*%o V»-« nnl „ 4-^-. ' _. T7T TO AO /I /"UT TOAO/C/t\ ___T> \T A 

Homo sapiens nypotnetical protem rl^JZU3o4 (JtLJzUjm), mKJNA 


XTA/f A 1777^ 
InIVI Ul / / /D 


TT n,yv. — n liimA+liniinnl „ „ . . X ' ^_ TTT TOAO/IO /UT TO AT /1\ «v«T)\T A 

Homo sapiens nj^potnetical protein JrJLJzU34J (rJ^JzU34ij, mKJNA 


XTN/T H1 777/1 
INIVl U 1 / / /4 


TTft ^ „ l»» PMn4-t*n^Mn1 _ x _ J TTT TOAOylO /"TTT TO AO /10\ T> "K.T A 

Homo sapiens nypotnetical protein rLJzU34z (rLJ20342) 5 mRNA 


xrjv /f A 17779 
INIVI Ul / / /Z 


Homo sapiens nypotnetical protein rLJzUii / (JbLJ2U3J7), mKJNA 


"MTV/f H 1 777A 

JN1V1_U 1 / / /U 


Homo sapiens elongation 01 very long chain tatty acids (FENl/JElo2 5 SUR4/Elo3, 
yeasij-nive z ^jdi^w v i^z^ 3 mKiN/v 


"NTM" A 17769 
INIVl \J 1 / /OZ 


Homo sapiens nypotnencai protem ri-rJZU3 13 ^pl_.JZU3 13 ), mKJNA 


TSfA/T 01775,0 


T-TAmr\ cani f*ti c Tr\rr*r\+1-»i=kfi/^o1 T\^r/-\+*»i"tt T7T T9 AO AQ /UT TO AO AQ\ -r-nl?"KTA 

xiumo sapiens nypoinencai proiem i*JLJZuouy ^JrJLJZU3uy^, mJtviNA 


lNlVJ. W I / / JO 


Wnmn ccinipn c 1rtrr»r\Tl-i<»fir»a1 rM-z^+ia-i-ri T7T T9 AO A/^ /UT TO AO A/TA y^DM A 

nomo sapiens nypoinencai proiem rJLJZUoUO ^x*i^JZU3UO > >, mJtciNA 


NM 017753 


Homo saniens hvnothetical nrotein FT ,120^00 fFT T90^00^ mTJNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ202S4 (FLJ20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 



184 

BNSDOCID: <WO 03074654A2 I > 



WO 03/074654 



PCT/US03/05028 



NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FLJ20274), mRNA 


NM 017735 


Homo sapiens hypothetical protein FLJ20272 (FLJ20272), mRNA 


NM 017719 


Homo sapiens hypothetical protein FLJ20224 (FLJ20224), mRNA 


NM 017718 


Homo sapiens hypothetical protein FLJ20220 (FLJ20220), mRNA 


NM_017716 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 


NM 017711 


Homo sapiens hypothetical protein FLJ20207 (FLJ20207), mRNA 


NM 017709 


Homo sapiens hypothetical protein FLJ20202 (FLJ20202), mRNA 


NM 017704 


Homo sapiens hypothetical protein FLJ20189 (FLJ20189), mRNA 


NM 017699 


Homo sapiens hypothetical protein FLJ20174 (FLJ20174), mRNA 


NM 017697 


Homo sapiens hypothetical protein FLJ20171 (FLJ20171), mRNA 


NM 017687 


Homo sapiens hypothetical protein FLJ20147 (FLJ20147), mRNA 


NM_0 17686 


Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP2), 
mRNA 


NM 017678 


Homo sapiens hypothetical protein FLJ20 1 27 (FLJ20 127), mRNA | 


NM 017677 


Homo sapiens hypothetical protein FLJ20126 (FLJ20126), mRNA 


NM 017676 


Homo sapiens hypothetical protein FLJ20125 (FLJ20125), mRNA 


NM 017670 


Homo sapiens hypothetical protein FLJ201 13 (FLJ201 13), mRNA 


NM 017669 


Homo sapiens hypothetical protein FLJ20105 (FLJ20105), mRNA 


NM 017665 


Homo sapiens hypothetical protein FLJ20094 (FLJ20094), mRNA 


NM 017659 


Homo sapiens hypothetical protein FLJ20084 (FLJ20084), mRNA 


NM 017657 


Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mRNA 


NM 017645 


Homo sapiens hypothetical protein FLJ20060 (FLJ20060), mRNA 


NM 017640 


Homo sapiens hypothetical protein FLJ20048 (FLJ20048), mRNA 


NM 017637 


Homo sapiens hypothetical protein FLJ20043 (FLJ20043), mRNA 


NM_017636 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
4 (TRPM4), mRNA 


NM 017634 


Homo sapiens hypothetical protein FLJ2003S (FLJ20038), mRNA 


NM 017629 


Homo sapiens hypothetical protein FLJ20033 (FLJ20033), mRNA 


NM 017622 


Homo sapiens hypothetical protein FLJ20014 (FLJ20014), mRNA 


NM 017620 


Homo sapiens hypothetical protein FLJ2001 1 (FLJ2001 1), mRNA 


NM 018396 


Homo sapiens putative methyltransferase (METL), mRNA 


NM 018381 


Homo sapiens hypothetical protein FLJ1 1286 (FLJ1 1286), mRNA 


NM 018371 


Homo sapiens hypothetical protein FLJ1 1264 (FLJ1 1264), mRNA 


NM 018368 


Homo sapiens hypothetical protein FLJ1 1240 (FLJ1 1240), mRNA 


NM 018367 


Homo sapiens phytoceramidase, alkaline (PHCA), mRNA 


NM 018364 


Homo sapiens hypothetical protein FLJ1 1220 (FLJ1 1220), mRNA 


NM 018363 


Homo sapiens hypothetical protein FLJ1 1218 (FLJ1 1218), mRNA 


NM 018361 


Homo sapiens hypothetical protein FLJ1 1210 (FLJ1 1210), mRNA 


NM 01S358 


Homo sapiens hypothetical protein FLJ1 1 19S (FLJ1 1 198), mRNA 


NM_018353 


Homo sapiens hypothetical protein FLJ1 1 1 86 (FLJ1 1 1 86), mRNA 


NM 018352 


Homo sapiens hypothetical protein FLJ1 1 1 84 (FLJ1 1 1 84), mRNA 


NM 018340 


Homo sapiens hypothetical protein FLJ1 1151 (FLJ1 1151), mRNA 


NM 018339 


Homo sapiens hypothetical protein FUl 1 149 (FLJ1 1 149), mRNA 


NM 018336 


Homo sapiens hypothetical protein FLJ1 1 1 36 (FLJ1 1 136), mRNA 


NM 018333 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


NM 018332 


Homo sapiens hypothetical protein FLJ1 1 126 (FLJ1 1 126), mRNA 


NM 018330 


Homo sapiens KIAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJ1 1 101 (FLJ1 1 101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJ1 1088 (FLJ1 1088), mRNA 


NM_018310 


Homo sapiens BRF2, subunit of RNA polymerase III transcription initiation 
factor, BRF 1 -like (BRF2), mRNA 
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XNXVX ulOJvJ 


xxoiiiu adpicnb nypouiecicai protein rjLJ i iuzo (rLJ l iuzoj, iuxsj.n/\ 


NM 0187Q8 


rioiTio sapiens nypoineticai protein rLJ l luuo (rLJ l l\)vo), ixixvin/v 


"MM 018787 


numo sapiens nypotneticai protein rLJ luy / i (rLJ ivy / 1), ixlx\-ln/\ 


NM 018786 


riuiiio sdpiens nypoineucai proiem rj_.j iuy /u ^ri^j iuy /uj, TTuviNrv 


NM 01878^ 


nomo sd.piens nypoinciicai protein ri^j iu^do ^ri^j luyjo), niKJN/\ 


NM 0.18781 
rNivi u i oZo l 


xiomo sapiens nypotneticai protein rJLJ ivy ho {rL,3 luy4oj, mKJNA 


NM 018778 
X>lxVX O 1 oz. / o 


rioino sapiens nypotneticai protein rL,j luyjo ^ri^J i\)yDD) y niKJNA 


NM H1£776 


xioiiio sapiens snngsnot d ^oori-j^, iixKina. 


NM HI 5977 


nomo sapiens nypotneticai protein r.LJ 10922 {rLjl\jy22), 111KNA 


NM 018777 

XN1V1 O 1 OZ / Z, 


jiomo sapiens nypometicai protein rJ-Jiuyzi {rL,jl\)y2\.), iixKjNA 


NM niR?^ 


xiomo sapiens nypotneticai protein ri^j iuyu4 (rLJ ioyu4) ? ljiKINA 


NM 01876S 

1N1V1 v/ 1 OZOJ 


nomo sapiens nypotneticai protein ri^j tuyui (ri^j lUVUlj, xixivlNA 


nm ni 87^4 


nomo sapiens nypotneticai protein rLJ lUo /o (rLJ 1 0b 76), mRNA 


NM 01875^ 


nomo sapiens nypotneticai protein ru lUo /D (rLJ lUo /d), itiKJNA 


NM 018252 


Homo sapiens hypothetical protein FLJ10874 (FLJ10874), mRNA 




Homo sapiens hypothetical protein rLJlOoSl (FLJ10851), mRNA 


INIVL UloZ41 


Homo sapiens hypothetical protein FLJ10846 (FLJ10846), mRNA 


INiVL UloZjy 


nomo sapiens hypothetical protem FLJ 10751 (FLJ10751), mRNA 


NM 018230 


Homo sapiens nucleoporin 133kD (NUP133), mRNA 


xnv/r ai oooi 
l\iVl__U 1 oZZ3 


Homo sapiens checkpoint with forkhead and ring finger domains (CHFR), 

mKJN/V 


VfA/f ni Q9 1 Q 


nomo sapiens hypothetical protein FLJ 10786 (FLJ10786), mRNA 


"NTM" H1S917 


Homo sapiens chromosome 20 open reading frame 31 (C20orf31), mRNA 


XTA/f ni B91 9 
lNxVx__U I oZ 1 Z 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 

(rLJ 1U / 1 o ) y lTlKJN A 


"MM" fit 5591 1 


nomo sapiens nypotneticai protein rLJ 10 / /U (xvlAA157y), mRNA 


TsjTV/f ni 8907 
INlVl U 1 oZU / 


nomo sapiens nypotneticai protein rLJ 10 /5y (rLJ 10759), mRNA 


"MM" 01£9fK 
INlVl U 1 OZUj 


nomo sapiens nypotneticai protein rLJ 10 o 1 (rLJ 10 75 1), mRNA 


NM 0181Q9 


nomo sapiens nypotneticai protem rLJl0/lo (rLJ1071o), mRNA 


NM H18188 


nomo sapiens nypotneticai protem rLJio/uy (rLJlU/09), mRNA 


"NTM" 018187 

1NXVX ulOlO/ 


nomo sapiens nypotneticai protein rLJ iu /u / (rLJ 10/0 /), mKJNA 


NM 01 SI 86 


nomo sapiens nypotneticai protein rLJ iu /Uo (rLJ 10 7Uo), mKJNA 


NM 018184 


nomo sapiens nypotneticai protein rLJ IU /Oz (rLJ 10 702), mKJNA 


NM Ol SI 7Q 

INlVl U10W7 


nomo sapiens nypotneticai protein rLJIOooo (rLJIOooo), mRNA 


NM 018178 

IN 1Y1 UlOl / 0 


nomo sapiens nypotneticai protein rLJ 10oo7 (rLJ106o7), mRNA 


NM H1816Q 


TT/*™ nnMiamii "L. - +V« ^» 4--t >-«<-» 1 nvi/-vf/-.< «-« "CT T1 A/TCI /PT T1 f\ C „T|XT A 

nomo sapiens nypotneticai protein rLJ10o>>2 (rLJ 10652), mRNA 


NM H1 8161 

INlVl \J 1 O 1 O 1 


nomo sapiens nypotneticai protem rLJ 10631 (rLJ 10631), 111RNA 


NM O181<\0 


nomo sapiens nypotneticai protein rLJ 1 062 o (rLJ 10628), mRNA 


isjA/T 0 1 8 1 47 

X^iXYX U 1 O It / 


nomo sapiens nypotneticai protein rLJ 105 o2 (rLJ105o2), itlRNA 


NM 018147 


nomo sapiens nypotneticai protein rLJ iudov (rLJ 10509), mKJNA 


NM 018137 

X XYX UlOlJ / 


nomo sapiens protem argmme JN-metnyltransterase o (rKMlo), mKJNA 


NM 01R116 

x > ivi v x 0 x j yj 


nomo sapiens nypoinencai protein rLJ 1U5 1 / (rLJ 105 1 /), lixKJNA 


NM 01R1H 

XNXYX ulOiJJ 


nomo sapiens nypotneticai protein rLJiU54o (rLJ 10546), mKJNA 


NM 01817? 

X > XVX \J X O X 


nomo sapiens nypotneticai protem rLJ 105 14 (rLJ 105 14), mKJNA 


NM 01 8170 

X^XVX VlOlwV 


nomo sapiens nypotneticai protein rLJ 105 1 1 (rLJ 105 11), mRNA 


NM 018110 

X> IVX \J X O 1 1 Z7 


nomo sapiens hypothetical protein rLJ 10509 (rLJ 10509), mRNA 


NM 018116 


Homo sapiens misato CFLJ10504i mRNA 


NM 018112 


Homo sapiens hypothetical protem FLJ10493 (FLJ10493), mRNA 


NM 018106 


Homo sapiens hypothetical protein FLJ10479 (FLJ10479), mRNA 


NM. 018101 


Homo sapiens hypothetical protein FLJ10468 (FLJ 10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ10466 (FLJ10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ10462 (FLJ10462), mRNA 
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NM 018097 


Homo sapiens hypothetical protein FLJ10460 (FLJ10460), mRNA 


NM 018093 


Homo sapiens hypothetical protein FLJ10439 (FLJ10439), mRNA 


NM 018092 


Homo sapiens hypothetical protein FLJ10430 (FLJ10430), mRNA 


NM 01S091 


Homo sapiens hypothetical protein FLJ10422 (FLJ10422), mRNA 


NM 018090 


Homo sapiens hypothetical protein FLJ10420 (FLJ10420), mRNA 


NM 018087 


Homo sapiens hypothetical protein FLJ10407 (FLJ10407), mRNA 


NM 018086 


Homo sapiens fidgetin (FIGN), mRNA 


NM 01807S 


Homo sapiens hypothetical protein FLJ10378 (FLJ10378), mRNA 


NM 018076 


Homo sapiens hypothetical protein FLJ10376 (FLJ10376), mRNA 


NM 018075 


Homo sapiens hypothetical protein FLJ10375 (FLJ10375), mRNA 


NM 018072 


Homo sapiens hypothetical protein FLJ10359 (FLJ10359), mRNA 


NM 018070 


Homo sapiens hypothetical protein FLJ10355 (FLJ10355), mRNA 


NM 018060 


Homo sapiens hypothetical protein FLJ10326 (FLJ10326), mRNA 


NM 018054 


Homo sapiens homolog of rat nadrin (RICH1), mRNA 


NM 018052 


Homo sapiens hypothetical protein FLJ10305 (FLJ10305), mRNA 


NM 018051 


Homo sapiens hypothetical protein FLJ10300 (FLJ10300), mRNA 


NM 018047 


Homo sapiens hypothetical protein FLJ10290 (FLJ10290), mRNA 


NM 01S043 


Homo sapiens hypothetical protein FLJ10261 (FLJ10261), mRNA 


NM 018040 


Homo sapiens hypothetical protein FLJ10252 (FLJ10252), mRNA 1 


NM 018039 


Homo sapiens hypothetical protein FLJ 10251 (FLJ 10251) mRNA 


NM 018038 


Homo sapiens hypothetical protein FLJ10246 (FLJ10246), mRNA 


NM 018035 


Homo sapiens hypothetical protein FLJ10241 (FLJ10241), mRNA 


NM 018034 


Homo sapiens hypothetical protein FLJ10233 (FIJI 0233), mRNA 


NM 018033 


Homo sapiens hypothetical protein FLJ10232 (FLJ10232), mRNA 


NM 018026 


Homo sapiens hypothetical protein FLJ10209 (FLJ10209), mRNA 


NM 018025 


Homo sapiens hypothetical protein FLJ10206 (FLJ10206), mRNA 


NM 018011 


Homo sapiens hypothetical protein FLJ10154 (FLJ10154), mRNA 


NM 018009 


Homo sapiens hypothetical protein FLJ10143 (FLJ10143), mRNA 


NM 018008 


Homo sapiens hypothetical protein FLJ10142 (FLJ10142), mRNA 


NM 018001 


Homo sapiens hypothetical protein FLJ10120 (FLJ10120), mRNA 


NM 017994 


Homo sapiens hypothetical protein FLJ10099 (FLJ10099), mRNA 


NM 017993 


Homo sapiens hypothetical protein FLJ 10094 (FLJ10094), mRNA 


NM 017988 


Homo sapiens hypothetical protein FLJ10074 (FLJ10074), mRNA 


NM 017987 


Homo sapiens Run- and FYVE-domain containing protein (Rabip4R) mRNA 


NM 017976 


Homo sapiens hypothetical protein FLJ10038 (FLJ10038), mRNA 


NM_01S409 


Homo sapiens hypothetical protein DKFZp761O0113 (DKFZp76 100113) 
mRNA 


NM 017601 


Homo sapiens hypothetical protein DKFZp761H221 (DKFZp761H221) mRNA 


NM 018713 


Homo sapiens hypothetical protein DKFZp547M236 (DKFZp547M236), mRNA 


NM_0 17606 


Homo sapiens hypothetical protein DKFZp434K1210 (DKFZp434K1210 , > 
mRNA 


NM 017546 


Homo sapiens hypothetical protein (C40), mRNA 


NM 018458 


Homo sapiens uncharacterized hone marrow protein BM042 (BM042^ mRNA 1 


NM_0 18456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040) mRNA 


NM 018455 


Homo sapiens uncharacterized bone marrow protein BM039 (BM039) mRNA 


NM. 018453 


Homo sapiens uncharacterized bone marrow protein BM036 (BM036) mRNA 


NM_0 18452 j 


Homo sapiens chromosome 6 open reading frame 35 (C6orf35) mRNA 


NM 018489 


Homo sapiens hypothetical protein ASH1 (ASH1), mRNA 


NM_004227 


Homo sapiens pleckstnn homology, Sec7 and coiled/coil domains 3 fPSCD3^ 
mRNA h 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase (WWP2) mRNA 


NM 017431 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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(PRKAG3), mRNA 


NM 017426 


Homo sapiens nucleoporin 54kD (NUP54), mRNA 


NM 016950 


Homo sapiens testican 3 (HSAJ1454), mRNA 


NM 017421 


Homo sapiens methvltransferase COQ3 (COQ3), mRNA 


NM_006854 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 


NM 015976 


Homo sapiens sorting nexin 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA 


NM 016559 


Homo sapiens PXR2b protein (RXR2b), mRNA 


NM 016297 


Homo sapiens prenylcysteine lyase (PCL1), mRNA 


NM 016524 


Homo sapiens B/K protein (LOC51760), mRNA 


NM 016507 


Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 


NM 016446 


Homo sapiens NAG-5 protein (LOC51754), mRNA 


NM 016382 


Homo sapiens natural killer cell receptor 2B4 (CD244), mRNA 


NM_016354 


Homo sapiens solute carrier family 21 (organic anion transporter), member 12 
(SLC21A12),mRNA 


NM 016298 


Homo sapiens muscle disease-related protein (LOC51725), mRNA 


NM 016290 


Homo sapiens retinoid x receptor interacting protein (LOC51720), mRNA 


NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R.2 (LOC51700), mRNA 


NM 016213 


Homo sapiens thyroid hormone receptor interactor 4 (TRIP4), mRNA 


NM 016169 


Homo sapiens suppressor of fused homolog (Drosophila) (SUFU), mRNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NM 016077 


Homo sapiens CGI-147 protein (LOC51651), mRNA 


NM 016023 


Homo sapiens CGI-77 protein (LOC51633), mRNA 


NM 016021 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 016003 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM_015981 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protein (LOC51608), mRNA 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM 016619 


Homo sapiens hypothetical protein (LOC51316), mRNA 


NM 016598 


Homo sapiens DHHC1 protein (LOC51304), mRNA 


NM 016589 


Homo sapiens M5-14 protein (LOC51300), mRNA 


NM 016588 


Homo sapiens neuritin (LOC51299), mRNA 


NM 016582 


Homo sapiens peptide transporter 3 (PHT2), mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein (LOC51287), mRNA 


NM 016561 


Homo sapiens apoptosis regulator (LOC51283), mRNA 


NM 016526 


Homo sapiens GS15 (LOC51272), mRNA 


NM 016518 


Homo sapiens pipecolic acid oxidase (PEPOX), mRNA 


NM 016495 


Homo sapiens hypothetical protein (LOC51256), mRNA 


NM 016486 


Homo sapiens hypothetical protein (LOC51249), mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 016465 


Homo sapiens hypothetical protein (LOC51238), mRNA 


NM 016456 


Homo sapiens hypothetical protein (LOC51235), mRNA 


NM 016350 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51 177), mRNA 


NM 016261 


Homo sapiens delta-tubulin (LOC5 1 174), mRNA 


NM_016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51159), mRNA 
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"MTV/f 016185 
XNlVx UIOIOJ 


Hnmn ^ani^n^ hematological and neurological expressed 1 (HN1), niRNA 


NM 016181 


Homo sapiens melanoma antigen (LOC51152), mRNA 




Womn Qf»r»ien<3 1 6 7Kd nrotein (J OC51 142) mRNA 


NM 016199 

INlvi. UlUi^7 


Unmn ^a-ni^nc; POP9 constitutive nhotomorahoeenic homoloc; subunit 4 
(Arabidonsis) CCOPS4) mRNA 


NM 01619? 


Homo saniens NY-REN-58 antigen (LOC51 134), mRNA 


NM 016119 

XNIYX UlUl 1-7 


Homo saniens r>utative zinc fineer protein NY-REN-34 antigen (LOC5 1131), 
mRNA 


NM 016103 

A N 1YX VlwiV/J 


Homo sapiens GTP-binding protein Sara (LOC51128), mRNA 


NM 0160QQ 

XN1VX \J L\j\JZ?Zs 


Homo saniens HSPC041 nrotein fLOC51125), mRNA 


NM 016096 

XNxYX v X 


Homo saniens HSPC038 nrotein CLOC5 1 123), mRNA 


NM 016037 


Homo saniens CGI-94 nrotein CLOC5 1118) mRNA 


NM 016014 

xNlVX UIUUI't 


Homo saniens CGT-67 nrotein CLOC5 1 104) mRNA 


NM 015997 
xnxvx \j i *j i 


Homo saniens CGI-41 nrotein rLOC51093) mRNA 


NM 01 5974 


Homo saniens lamhda-crvstallin TLOC51084) mRNA 


NM 015973 


Homo saniens ralanin-related nentide rLOC51083), mRNA 


NM 015972 


Homo saniens RNA nolvmerase 116 kDa subunit fLOC51082), mRNA 


NM 015953 

XNlVX Ul J7JJ 


Homo saniens eNOS interacting nrotein fNOSIP). mRNA 


NM 01*5936 


Homo saniens CGT-04 nrotein rLOC51067) mRNA 


NM 015R95 

iNlVX ul J07J 


TTnmn saniens freminin fl OG51053) mRNA 


NM 015RR2 


Homo saniens RIG-like 5-6 CLOC51048) mRNA 

XX^lllVJ OQpl^lJO XVXVJ llIVv *s \J \^J**r\~s \~r*s 1 VT^uyj i. lixvi ^ J. x. 


"MM 015853 

1N1VX Ul JOJJ 


Homo saniens ORF CLOC5 103 5) mRNA 

XXVJlUVs OdjJlLllJ ^/XNJL ^L/WVyJlUJJ^, llllVlii L 


NM 0160SO 

1N1VX ulUUOV 


T-Tnmo ^aniens PGT-1 50 nrotein fLOC51031) mRNA 


NM 016078 

IN XYX V7 1 \J\J 1 O 


Homo saniens CGT-148 nrotein CLOC51030) mRNA 


NM 016076 

X > 1VX U 1 UU / \J 


Homo saniens CGI-146 nrotein CLOC51029), mRNA 


NM 01605? 


Homo saniens CGI-115 nrotein (LOC5101S), mRNA 


NM 016049 


Homo saniens CGI-112 nrotein (XOC51016), mRNA 


NM 015940 

X > 1VX V/ X -J ~S*^\J 


Homo sapiens CGI-10 protein (LOC51004), mRNA 


NM 016505 

X ^ 1VX V7 1 V/ 


Homo saniens hvnothetical nrotein (HSPC251), mRNA 


NM 016485 


Homo saniens hvnothetical nrotein (HSPC228). mRNA 


NM 01647? 

JLN1YX v/ i v)*t / Z. 


Uftinn saniens hvnothetical nrotein rHSPC210) mRNA 


NM 016464 

XNXYX \J 1 *J*T\J fc T 


Homo saniens hvnothetical nrotein fHSPC196) mRNA 


NM 01646? 


Homo saniens hvnothetical nrotein THSPG194) mRNA 


NM 016535 

1NXYX U1UJJJ 


Homo saniens HSPC189 nrotein (TTSPC189) mRNA 


NM 016404 

x y ivx \j x 


Homo saniens hvnothetical nrotein THSPC152). mRNA 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


NM 0163Q9 

XV IVX U1UJ77 


T-Tnmo saniens hvnothetical nrotein rH5vPC132) mRNA 


"MM 016305 

1N1VX U1DJ7J 


Wnmn Q?mif»ns hi irvrate -induced transcrint 1 THSPC121) mRNA 

XXAJlllU OCt^JlCliO 14 l._y X tH-w illVJ.Hwt>Vl LI CXI 1 Owl Ipt 1 ^IIUI Vl^l y> lliAvl , i*». 


"MM 0163R7 


"Homo sanipns hvnothetical nrotein H-TSPC060) mRNA 

XXv/llHJ OdLllwllO 11 Y U/vJ Lilw tlv/Cll |J1WLW111 ^llul V_> v/ \J\J J y lllLvii^ a. 


NM 016101 


Unmn caniVriQ hvnothetical nrotein rHSPO031^ mRNA 

XXVJlllw od.|JlCilo UXwixvcil LJlvyLt'lli ^lliJi >\j*j i iiuvi'i^i. 


NM 015918 
in ivx yj ij }7 1 o 


Uawia Qanipns homolncr of* veast RNase IVTRP/RNase P nrotein Pon5 (TPOP5). 

XXWlllV-' odUJCJ lO 1 \.\J l V\\J l\J \J X y V^d O L XVX > ClO^ 1VULV1 / 1VI ^1 HOW X j^JX\JL\^HX X \JJ^/*S \-»- **-S-M. ** Jy 

mRNA 

111XVX >A 


NM 016?57 


Homo saniens hinnocalcin-like nrotein 4 THPCAL4). mRNA 


NM 016287 


Homo saniens HP1-BP74 CHP1-BP74) mRNA 

x. AV/ X ilv OfciL'ivlxO -X 1 1 X x^*x / r IX. A 1 X X_-* X- / I / j XXXX^X. ^ X X 


NM 015888 


Homo sapiens hookl protein (HOOK1), mRNA 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM 014822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 



189 

BNSDOCID: <WO 03074654A2J. > 



WO 03/074654 



PCT/US03/05028 



NM 014059 


Homo sapiens RGC32 protein (RGC32), mRNA 


NM 014040 


Homo sapiens PTD015 protein (PTD015), mRNA 


NM 014039 


Homo sapiens PTD012 protein (PTD012), mRNA 


NM 014111 


Homo sapiens PRO2086 protein (PRO2086), mRNA 


NM 014106 


Homo sapiens PR01914 protein (PR01914), mRNA 


NM 014104 


Homo sapiens PRO1880 protein (PRO1880), mRNA 


NM 014100 


Homo sapiens PRO1770 protein (PRO1770), mRNA 


NM_014137 


Homo sapiens PRO0650 protein (PRO0650), mRNA 


NM 014127 


Homo sapiens PRO0456 protein (PRO0456), mRNA 


NM 014123 


Homo sapiens PRO0246 protein (PRO0246), mRNA 


NM 014114 


Homo sapiens PRO0097 protein (PRO0097), mRNA 


NM 014113 


Homo sapiens PRO0038 protein (PRO0038), mRNA 


NM 014048 


Homo sapiens KIAA1243 protein (KIAA1243), mRNA 


NM 015368 


Homo sapiens pannexin 1 (PANX1), mRNA 


NM 014910 


Homo sapiens KIAA1084 protein (KIAA1084), mRNA 


NM 014916 


Homo sapiens KIAA1079 protein (KIAA1079), mRNA 


NM 014967 


Homo sapiens KIAA1018 protein (KIAA101S), mRNA 


NM 014953 


Homo sapiens mitotic control protein dis3 homolog (KIAA1008), mRNA 


NM 014954 


Homo sapiens KIAA0985 protein (KIAA0985), mRNA 


NM 014917 


Homo sapiens netrin Gl (KIAA0976), mRNA 


NM 014930 


Homo sapiens KIAA0972 protein (KIAA0972), mRNA 


NM 014907 


Homo sapiens KIAA0967 protein (KIAA0967), mRNA 


NM 014912 


Homo sapiens KIAA0940 protein (KIAA0940), mRNA 


NM 014021 


Homo sapiens KIAA0923 protein (KIAA0923), mRNA 


NM 014899 


Homo sapiens KIAA087S protein (KIAA0S78), mRNA 


NM 014951 


Homo sapiens KIAA0.844 protein (KIAA0844), mRNA 


NM__0 14729 


Homo sapiens KIAA0808 gene product (KIAA0808), mRNA 


NM 014813 


Homo sapiens KIAA0806 gene product (KIAA0806), mRNA 


NM 014829 


Homo sapiens RNA helicase (KIAA0801), mRNA 


NM 014698 


Homo sapiens KIAA0792 gene product (KIAA0792), mRNA 


NM 014824 


Homo sapiens KIAA0769 gene product (KIAA0769), mRNA 


NM 014677 


Homo sapiens KIAA0751 gene product (KIAA0751), mRNA 


NM 014705 


Homo sapiens KIAA0716 gene product (KIAA0716), mRNA 


NM 014861 


Homo sapiens KIAA0703 gene product (KIAA0703), mRNA 


NM 014721 


Homo sapiens KIAA0680 gene product (KIAA0680), mRNA 


NM 014827 


Homo sapiens KIAA0663 gene product (KIAA0663), mRNA 


NM 014645 


Homo sapiens KIAA0635 gene product (KIAA0635), mRNA 


NM 014664 


Homo sapiens KIAA0615 gene product (KIAA0615), mRNA 


NM 014834 


Homo sapiens KIAA0563 gene product (KIAA0563), mRNA 


NM 014696 


Homo sapiens KIAA0514 gene product (KIAA0514), mRNA 


NM 014732 


Homo sapiens KIAA0513 gene product (KIAA0513), mRNA 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


NM 014797 


Homo sapiens KIAA0441 gene product (KIAA0441), mRNA 


NM 014819 


Homo sapiens KIAA0438 gene product (KIAA0438), mRNA 


NM 015216 


Homo sapiens KIAA0433 protein (KIAA0433), mRNA 


NM 015251 


Homo sapiens KIAA0431 protein (K1AA0431), mRNA 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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NM 014659 


Homo sapiens K1AA0377 gene product (KIAA0377), mRNA 


NM 014639 


Homo sapiens KIAA0372 gene product (KIAA0372), mKJSIA 


NM 014786 


Homo sapiens K1AA0337 gene product (KIAA0337), mRNA 


NM 014845 


Homo sapiens KIAA0274 gene product (KIAA0274), niRNA 


NM 014745 


_ _ . -w- r T » . n An n J i f%. W ' T A A AO O *3 \ . , , T~> XT A 

Homo sapiens KIAA0233 gene product (KIAA0233), mRNA 


NM 014643 


Homo sapiens KIAA0222 gene product (TQAA0222), mRNA 


NM 014674 


Homo sapiens KIAA02 1 2 gene product (KIAA02 1 2), mRNA 


NM 014720 


Homo sapiens Ste20-related senne/threomne kinase (SLK), mRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174V mRNA 


NM 014730 


Homo sapiens KIAA0152 gene product (KIAA0152), mRNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


NM 014777 


Homo sapiens KIAA0133 gene product (KIAA0133), mRNA 


NM 014815 


Homo sapiens KIAA0130 gene product (KIAA0130), mRNA 


NM_014755 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 
(TRIP-Br2), mRNA 


NM_014628 


Homo sapiens gene predicted from cDNA with a complete coding sequence 
(KIAA0110), mRNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


NM 014752 


Homo sapiens KIAA0 1 02 gene product (KIAAO 1 02), mRNA 


NM 014780 


Homo sapiens KIAA0076 gene product (KIAA0076), mRNA 


NM 014882 


Homo sapiens KIAA0053 gene product (KIAA0053), mRNA 


NM 014750 


Homo sapiens KIAA0008 gene product (KIAA0008), mRNA 


NM_015684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 
(ATPW), mRNA 


NM 0141S6 


Homo sapiens HSPC166 protein (HSPC166), mRNA 


NM 014184 


Homo sapiens HSPC163 protein (HSPC163), mRNA 


NM 014181 


Homo sapiens HSPC159 protein (HSPC159), mRNA 


NM 014179 


Homo sapiens HSPC157 protein (HSPC157), mRNA 


NM 014166 


Homo sapiens HSPC126 protein (HSPC126), mRNA 


NM 014155 


Homo sapiens HSPC063 protein (HSPC063), mRNA 


NM 014038 


Homo sapiens HSPC028 protein (HSPC028), mRNA 


NM 014017 


Homo sapiens HSPC003 protein (HSPC003), mRNA 


NM 014053 


Homo sapiens FLVCR protein (FLVCR), mRNA 


NM 015400 


Homo sapiens DKFZP586N0721 protein (DKFZP586N0721), mRNA 


NM 015583 


Homo sapiens DKFZP586M0622 protein (DKFZP586M0622), mRNA 


NM 015485 


Homo sapiens DKFZP566K023 protein (DKFZP566K023), mRNA 


NM 014043 


Homo sapiens DKFZP5640123 protein (DKFZP5640123), mRNA 


NM 015387 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


NM 014056 


Homo sapiens DKFZP564K247 protein (DKFZP564K247), mRNA 


NM_015623 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 


NM 015582 


Homo sapiens DKFZP564B147 protein (DKFZP564B147), mRNA 


NM 015610 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM 015590 


Homo sapiens DKFZP434F1735 protein (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


NM 015396 


Homo sapiens DKFZP434A043 protem (DKFZP434A043) ? mRNA 


NM 014058 


Homo sapiens DESC1 protem (DbbCi), mKJN/v 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_014580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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mRNA 


NM 014313 


Homo sapiens small membrane protein 1 (SMP1), mRNA 


NM_0 14229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 1 (SLC6A1 1), mRNA 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCHDP1), mRNA 


NM_0 14402 


Homo sapiens low molecular mass ubiquinone-bmamg protem (9.5kD) (Qi'-C), 
mRNA 


NM_014394 


Homo sapiens growth hormone inducible transmembrane protein (GrHllM), 
mRNA 


NM_0 14225 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), alpha isoform (PPP2R1 A), mRNA 


NM 014497 


Homo sapiens nuclear protein (NP220), mRNA 


NM 014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


NM 014889 


Homo sapiens metalloprotease 1 (pitrilysin family) (MP1), mRNA 


NM 014484 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), mRNA 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


NM 014350 


Homo sapiens TNF-induced protein (GG2-1), mRNA 


NM_014478 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP), mRNA 


NM 014482 


Homo sapiens bone morphogenetic protein 10 (BMP 10), mRNA 


NM_0 14474 


Homo sapiens acid sphingomyelinase-like phosphodiesterase (ASML3B), 
mRNA 


NM 014480 


Homo sapiens zinc finger protein (AF020591), mRNA 


NM_014576 


Homo sapiens Apobec-1 complementation factor; APOBEC-1 stimulating 
protein (ACF), mRNA 


NM 005S84 


Homo sapiens p21(CDKNlA)-activated kinase 4 (PAK4), mRNA 


NM_0 13434 


Homo sapiens calsenilin, presenilin binding protein, EF hand transcription factor 
(CSEN), mRNA 


NM 012446 


Homo sapiens smgle-stranded DNA binding protein 2 (SSBP2), mRNA 


NM 013235 


Homo sapiens putative ribonuclease III (RNASE3L), mRNA 


NM 013349 


Homo sapiens secreted protein of unknown function (SPUr), mRNA 


NM 013323 


Homo sapiens sorting nexin 1 1 (SNX1 1), mRNA 


NM 013388 


Homo sapiens prolactin regulatory element binding (PREB), mRNA 


NM 013328 


Homo sapiens pyrrolme 5-carboxylate reductase isoform (P5CR2), mRNA ! 


NM 013370 


Homo sapiens pregnancy-mduced growth inhibitor (OKL38), mRNA 


NM 013277 


Homo sapiens Rac GTPase activating protein 1 (RACGAP1), mRNA 


NM 013285 


Homo sapiens nucleolar GTPase (HUMAUANTIG), mRNA 


NM 013320 


Homo sapiens host cell factor 2 (HCF-2), mRNA 


NM 013391 


Homo sapiens dimethylglycine dehydrogenase precursor (DMGDH), mRNA 


NM 013253 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM_013339 


Homo sapiens dolichyl-P-Glc:Man9GlcNAc2-PP-dolichylglucosyltransferase 
(ALG6), mRNA 


NM 004120 


Homo sapiens guanylate binding protein 2, interferon-inducible (GBP2), mRNA 


NM 005690 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 3, mRNA 


NM 012063 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 2, mRNA 


NM 012470 


Homo sapiens transportin-SR (TRN-SR), mRNA 


NM 012252 


Homo sapiens transcription tactor cX^ (lriii^j, nutuNA 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TC10), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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TsX\/f A1 91 RQ 


TJ nmn cnipnc fihrrm^heathin TT fFSP-2 , > mRNA 


iNlVl_U IZUo I 


Homo ^aniens ELL-RELATED RNA POLYMERASE EL ELONGATION 
FACTOR (ELL2^ mRNA 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 

ATPV^ tran <?rri r>t variant 2 mRNA 


"MA/f nn^9£fi 

1N1VL UUJZOU 


u nTT1 A car»ipn«; prowth differentiation factor 9 (GDF9V mRNA 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


JNJVL UUOD6J 


TTrvmrt ctin.pnc rvrnlinp rirh ^ rPROT W mRNA 
nOIIlO i>apiCIli> piUllilC HOIl D \jl i\.\J±^~f J, nuvixrv 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


JNiVL UU*tO,j 


u Arnn conipnc "hprmtrv^-v/fp nnrlpar factor 4 aamma (HNF4G\ mRNA 

XIOITIU od-PlCIlo HCpd.lL/t/ y ilUHtal lavlul "t, genuine*. yxxAix T v ~" / 3 n"^"*' 


NM_003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSR1), mRNA 


JNM_007324 


xiomo sapiens iviJ\u, moiners dgoinoi ucudpciiiapicgio 11u11j.uj.ug v^- 1 ^^^jk 11 / 

iMtaTTi^fimrr t^i-/ , v+ia'it-» t*/»/^^»-r»+i-vf o r»i*ixrof i r\n anpVirvr ATirTTP i transcrmt variant 1 
lnteracxing proteinj recepior d.L'Livd.tiuxi cuiviuji ^ivj-rvL'xAi-i. ^, uonowipi von«ui a, 

mRNA 


JNJVl_UO/Jz3 


TT/MviA ortid-nc A/f A T*^ mr4tV»*»rc Qrrciinct rlf^panpntanl PP"i P uOmolOQ - ( OrOSOOnlla J 
liOmO Sapiens lVLrVL', motncio dgdlllbl UC^apciiLcipicgiC/ nuiiiuiug \ A - ,A vovpuiuy 

i-r»+^T-ar« tincr TM-r^t^iTi rprptttnr anti vation annbor Hvf ADHIP^ transcrint variant 2» 

lniClCiCllIlg piUlCHl, ICL/CpiUl otUVallUU cmi^iAV/i ^iviru-'iAM y> uwuoviij/v » 

-ml? XT A 
IIlXViNrA. 


JNJVL UUDlOZ 


rromo sapieno d.ngiuLciioiii icL'CpLui'"iiivc *- v. n ' VJ AIUj **/> hlx.\^l ». 


xrN/f nn^ni 

JNJYl UUODU 1 


u nTV | A canipnc intpcrrin al-nha 1 ^antiaen OD49C alnha 3 subunit of VLA-3 
rerentor^ nTCrA^^ Iran scrint variant b mRNA 


isjA/f 0071 Ail 


Hnmn ^anien«; 7inc fineer nrotein 144 (Mel-18) fZNF144\ mRNA 


IMIVI UU / ZOO 


Unmn caniprt*; <?vnantonodin riCIAA1029\ mRNA 


XT1V/T 007 10Q 

INJVx UVJ / 1.7:7 


Unmn <ianif»n<; interleukin-1 recentor-associated kinase M 0RAK-M), mRNA 


XTM" 00798^ 

lNlVx uU / 


T-Trvmr* QaniprtQ mnnnplvrtpridfi linage riVlGLLV mRNA 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


"MA/f 007919 
INIVI UU/Z1Z 


XJ/^rv»r\ oonipnc rino" "fiTiPPr nrnfPlTl 2 TRNTP2 I TTlRNA 

nuriiu bd.pi ciio iiijl^ niigwi jjujtt^iii ^xvi>x t'ji aii-lvj.^^ ». 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


XnV/T 0070£^ 
lNJLVi UU / UD3 


TJivmn car*ipnQ va^rnlar Rah-GAR/TRC-containine fVRPV mRNA 


xnv/r 007097 

INIVI UU/UZ/ 


u nTnn csmipnQ trinm<?ompra«?e (DNA'i IT binding Drotein fTOPBPlV mRNA 


IN 1V1 UvOyJO 


Unmn Qar*ipn<5 Qmall nuclear rib on udeonrotein Dl DolvoeDtide fl6kD) 
(SNRPD1), mRNA 


"NTVT 00^0^7 


TTrvmn Qar\ipTi<i mVfT^ ^lmnre^^or of mif two 3 homolos 2 fveasf) CSMT3H2V 


TsTN/T 007090 

1N1V1 UU / UZZ* 


Homo <iflniprm statbmin-like ^ CSTMN2^ mRNA 


"Knur 0070A9 

INIVI UU /UHZ 


TTomo QanipTi*; rihonnclease P n4k]Ti TRPP14) mRNA 


INIVI UUD7V / 


Wr^rnn QanipnQ nvrrolinp-^-carboxvlatp reductase 1 CPYCR1V nuclear gene 

j_\»/ll lw duUlCllo LJ y 1 1 Ullllv- «^ well LJyv y 1 ex l\s iwuuviuov a yx x ^— / ' ^v&^w 

f r»r»rvr?iTi ct mitorlionHTial rvrotpin mRNA 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KJPTN), rriRNA 


"MTvT 00706Q 

1N1V1 UU /UU27 


u nrnn ooriipTiQ TTR AS-like ^unnre<;^or ^ fHRASLS3^ mRNA 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), niRNA 


xnvr 007071 

1N1V1 UU / U / 1 


ti/,m A oar»ipriQ TTFT* V-W T TR-aq<?oriatinP 3 flTHLA3^ mRNA 


lsimr 0070^7 

INIYI UU /UO / 


"Womrk canipnc VvictrinP ar*Ptvl iTaTIQfp'raQP CW ftO A^ mlvNA 
XxUIllU od.piCIlo llloLvJllC avC-LylHallolClaot; ^ixuv/n^j uuu.ni 


xnv^ 00700/^ 
rNivi uu/uuo 


XI& r\w\r\ cortipnc p1pQA/a(rp onH nnlA/^H Rn\/1 i^ti C\T\ QnPClflC factor 5 25 1\D Subunit 
XxOIXlO ScipiCIlb C/lCd.V<lgC dllU pdlj^ aUC-llj icitiwii opwiiiv lovtv/i ^ 3 owwi*iiifc 

/Y^P^F^^ mRNA 


NM_007053 


Homo sapiens natural killer cell receptor, immunoglobulin superfamily member 
(BY55) 5 mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


nm_003609 


Homo sapiens HERA interacting protein 3 (HDRJP3), mRNA 


nm 006820 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


NM 006848 


Homo sapiens hepatitis delta antigen-interacting protein A (DIP A), mRNA 


NM_006876 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
6 (B3GNT6), mRNA 


NM_006653 


Homo sapiens sue 1 -associated neurotrophic factor target 2 (FGFR signalling 
adaptor) (SNT-2), mRNA 


NM 00663 S 


Homo sapiens ribonuclease P, 40kD subumt (RPP40), mRNA 


NM_004163 


Homo sapiens RAB27B, member RAS oncogene family (RAB27B), mRNA 


NM_006713 


Homo sapiens activated RNA polymerase II transcription cofactor 4 (PC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET-5), mRNA 


NM_006501 


Homo sapiens myelin-associated oligodendrocyte basic protein (MOBP), mRNA 


NM 006612 


Homo sapiens kinesin family member 1C (KIF1C), mRNA 


NM_006567 


Homo sapiens phenylalanine-tRNA synthetase (FARS1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_006594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


NM 006621 


Homo sapiens S-adenosylhomocysteine hydrolase-like 1 (AHCYL1), mRNA 


NM 006472 


Homo sapiens thioredoxin interacting protein (TXNIP), mRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 kD (HTATIP), mRNA 


NM_006281 


Homo sapiens serine/threonine kinase 3 (STE20 homolog, yeast) (STK3), 
mRNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


NM 006425 


Homo sapiens step II splicing factor SLU7 (SLU7), mRNA 


NM_006359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 
(SLC9A6), mRNA 


NM 006328 


Homo sapiens RNA binding motif protem 14 (RBM14), mRNA 


NM_006466 


Homo sapiens polymerase (RNA) HI (DNA directed) polypeptide F (39 kD) 
(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) HI (DNA directed) (32kD) (RPC32), mRNA 


NM 006397 


Homo sapiens ribonuclease HI, large subunit (RNASEHI), mRNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


Homo sapiens RAN binding protein 8 (RANBP8), mRNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


NM 006229 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRP1), mRNA 


NM_006319 


Homo sapiens CDP-diacylglycerol— inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) (CDIPT), mRNA 


NM_006219 


Homo sapiens phosphoinositide-3 -kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


NM 006346 


Homo sapiens progesterone-induced blocking factor 1 (PIBF1), mRNA 


NM_006473 


Homo sapiens TAF6-like RNA polymerase n, p300/CBP-associated factor 
(PCAF)-associated factor, 65 kD (TAF6L), mRNA 


NM 006396 


Homo sapiens Sjogren f s syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5 A (56kD with KKE/D repeat) (NOL5A), 
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™T?XT A 
ITLl\J.N/\ 


JNiVl__UU04 1 / 


XJnrviA campnc i tn fprfprnn -inrhmprl 1-ipnsirf tic f^-a QQOeiafPfl TTllProtl lhlll aPPTCffate 
JtlOITlO SapiCIlb lntCxlCrun-xTlUUCCU, xiCpdllllo v^-d&DVJWxdu^j. uuv/iuiuuuiai a B& lw 'o aiw 


IN1V1 UUOH-Uj 


T-Trvmr* canipnQ trfln<?mPTiihranp 0 Qimprfflrmlv member 1 fTM9SFl^ mRNA 

XXUllIU OCtJJlwIlO Li dllolll&XHL/l dllt/ Zs DlAL^C/l XdllAlljr lllV/iiiuvi x y xiri/ux A y 5 iiuvi ix x i 


NM_006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 
/V4T mRKTA 


>jA/f nn^i ^9 

1N1VJL UUOl JZ 


XJi-y-mrk cnnipnc W/rnWhrviH-r Petri pfpH mfmhranP nrntem fT ,RTVI mRNA 
XXvyll Iw od pi Clio l_y 111JJXXVJXLX 1 t/oLl It/lt/VJ XXXWXXlUldllw pi iviii ^xjivivia liuvL^i i 




Untnn carvipnQ FTM~R A -in c\u r\ hi p fiTTS 1 ) mRNA 

XXvJIXlLF odfJldlo jr±IVXl_>XT. Ill V1U.V-/1 Lilt- \^XXAlj X J$ JL1.L1.X_1 1JX 


1N1V1 UUOjUJ 


TTnmn QanipnQ tranerrmtinnal artivator 0"f the C-fos "Dromoter fCROC4). mRNA 


lNiVl__UUO IjJ 


TJ/-\Tnr\ osirnpnc pnrvnincr TYrntpin Tap tin filament^ muscle 7,-line aloha 1 

XXUllltJ odUlt-iXo LvdL/LJllici UlULC-ill 1 aw kill XXXdXllwXXlJ iliuowik' d—i liii^j t-nj^A acx x 

.TAP7A1 i mRNA 


IN 1VX UWOUOO 


Rnmn Q^nipnQ tiihnlin hpfa 4 ^TTIRR4^ mRNA 

AAVJllJAJ odpiCllo LL1UL11111, L/t/LCl, *T ^ A \^»AJAJ"Ty, UUNJ.^iT. 


MA/f 00^761 
IN1VI \J\JD fOl 


U Amn nnnipnQ r%lpvin P1 rPT VTsJPl mRNA 

XaUIIIU ocipiCIlis piCAlll 1 \± A-»-/Vl>( 1 )^ iiiavin-T^ 


MlVf OfK794 
INIYI UUj / 


AlUUlU odpiCIlb LCULClop<lll D ^1 OinJN ^/i lllAVJ-~-*»- 


TsJlVT 00^646 


u nnin Qo n i PT1 c TAR rfTTV^ RNA binding nrotein 1 rTARBPD rriRNA 

AJLVJlllvJ odfJlwllO l/u\ ^1X1 V J IVi^ii l^llAUlllg piUlvlll X ^ *-/5 "uun v 


"KTlVf OO^SIQ 


HriTYin cjinipnc cvntavin f\ (SsT^CfiS mRNA 

XALJIIIU OCtpXCIld bj^llLdAXXl KJ ^OlAU^ lliXXJ-^^i. 


TvJlVT 00SR66 

i/NJLVJ. UWJOUU 


TTrvmn dnnienc sienna rerentor TSR31747 binding nrotein 1^ fSR-BPl^, mRNA 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


MA/f 00^696 


TIrvTV»r\ cQniPnc on! "i r* l-n rr "fartrw uroininp/cPrmP-T'lPn 4 l S FR SI4 1 mRl^JA 
XxUIllU odpiCIlo bpilLvlllg iavvlUX, dl ^lillllw oci iiiv 1 iwix *-r lVUT^, XXXAVJ.^^*. 


XT\/f 00^770 
INIVI UUJ / /U 


ti/x mrt cc»r»ipnc email FriRK'-rir'h fartnr 9 mRNA 
XlOrtlO odpicno bliidll xZ/J-vXNJV X lvll laU UUl z. yvj±-j±\± )•> xxias-xn^x. 


JN1VL UUD5U3 


XJ/-vi-r-»/-v rnni c»-t-i <?• O C rtrAfoicAmp o cca^i q tf* r\ noH 1 Virvmr\1rkOr ^Pr~)T—f 1 ^ mRNA 
nOmO sapiens xCOo prOLedSOmc-dbbUvldlcia paul xxoxxxuxog ^xtv-zx^lx^, nuvi^rv 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


JNJVL_UUOooy 


xiomo sapiens serologically uennea coion cancer anugen iu ^ojl>»v^v^^\vj iu^, 

17xxsJN/\ 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (TSfOT56L), mRNA 


JNiVl uu!>/yz 


Jriomo sapiens lvi-pnase pnospnoproiein o v.ivirjn^oA^rio^, iiiivin/^ 


iNjyL_uu!)oyj 


xiomo sapiens nuciear recepxor suDiamny 1, group n, mcniuci j> ^i>jjviat.j^, 

n-iP>JA 

nxiviN/\ 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


XTA/T 00^711 
1N1VI UU3 1 Id 


xiomo Sapicno COlldgcn, Lypc aV, aipila. D v vjuuupaoLUic diiLigt-xi; uxxiu.xxxg pxvLwixx 

(COL4A3BP), transcript variant 1, mRNA 


JN1V1 UUDo/o 


xiomo sapiens nrinucieouQe repeat containing j y i rniw^j j 3 iiixvin/a. 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


JNM_UUDoJo 


rlomo sapiens giycme-JN-acyiiTansierase i/vi ^, nuciear gene enoouing 
mitochondrial protein, mRNA 


iN1Vx_UUj / j4 


xiomo sapiens xs.as-*^rir^ase-aciivaiing protein orij-uomdin-ijiiiuirig piotcxii 
(G3BP), mRNA 


1N1VI__UUj /o4 


xiomo sapiens epitneiiai protein up-reguiateu in odioiiiunid, ineiiiijiaiic d&ouvvidL^u 
protein 17 (DD96), mRNA 


INJVl_UUDoy4 


riomo sapiens i / nomoiog, cytoenrome t> uAiuaoc as>i>ciiiuiy pxuicixi yy^aoij 
(COX17), nuclear gene encoding mitochondrial protein, mRNA 


JNJV1_UUDOUO 


xiomo sapiens ljjjo antigen ^conagen type 1 retvcptor, tixromouopoiiuiii 
receptor)-like 2 (lysosomal integral membrane protein H) (CD36L2), mRNA 


JNJVl__UUjooi 


xiomo sapiens orancnea cnam aipna-Ketoacia aenyuxugend&e ivinabe \d\~,i±xjis*), 
mRNA 


JNaVa_UUD / I o 


xiomo sapiens actm reiaxea protein z/j compicA, buuuiiii *+ i^z-o jsajj ^.rvxvr v^*-t ^, 
mRNA 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5(16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 



195 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM_005406 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 1 (ROCK1), 
mRNA 


NM_005399 


Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit 
(PRKAB2), mRNA 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


NM 005489 


Homo sapiens SH2 domain-contaming 3C (SH2D3C), mRNA 


NM_005479 I 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT1), 
mRNA 


NM 005154 


Homo sapiens ubiqmtm specific protease 8 (USP8), mRNA I 


NM_005066 


Homo sapiens splicing factor proline/glutamine rich (polypyrimidine tract 

1*1* ■ ■ * * IX /rtT^T\/\\ Ik T A 

bmdmg protein associated) (SFPQ), mRNA 


NMJ)05123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 
mRNA 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum comeum) (KLK7), mRNA 


NM 005030 


Homo sapiens polo-like kinase (Drosopnila) (PLK), mRNA 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NM_005003 


Homo sapiens NADH dehydrogenase (ubiqumone) 1, alpha/beta subcomplex, 1 
(8kD, SDAP) (NDUFAB1), mRNA 


NM_004941 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 8 (RNA 

"11" \ /T\r\'trA\ T"»"XT A 

helicase) (DDX8), mRNA 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


NM 004818 


Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3 A (STX3A), mRNA 


NM_004719 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS2IP), mRNA 


NM_004175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (18kD) 
(SNRPD3), mRNA 


NM_004592 


Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor-of- white-apricot 
homolog, Drosophila) (SFRS8), mRNA 


NM_004799 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcnpt variant 3, 
mRNA 


NM 004875 


Homo sapiens RNA polymerase I subunit (RPA40), mRNA 


NM 004292 


Homo sapiens ras inhibitor (RIN1), mRNA 


NM 004815 


Homo sapiens PTPL1 -associated RhoGAP 1 (PARG1), mRNA 


NM 004772 


Homo sapiens P3 1 1 protein (P3 1 1), mRNA 


NM_004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


NM_004549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 
(14.5kD, B 14.5b) (NDUFC2), mRNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


NM_004672 


Homo sapiens mitogen-activated protein kinase kinase kinase 6 (MAP3K6), 
mRNA 


NM_004828 


Homo sapiens lymphoc^e antigen 95 (activating NK-receptor; NK-p44) (LY95), 
mKJN/\ 


NM_004735 


Homo sapiens leucine rich repeat (in FLII) interacting protein 1 (LRRFIP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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acidic calcium-independent phospholipase A2) (KJAA0106), mRNA 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
Z (JsA^JNr5Z), mKJNA 


XT\if C\f\AQAQ 
JNJV1 UU'fO^fO 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


INlVi__UU** /Od 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant 1, mRNA 


XTTVyf AA/1 Q 1 A i 

JNM_UU4o 14 


Homo sapiens Uj snKJNJr-specilic 4U KJL>a protein ^nrrpo-omciingj (rli^KJroHJrj, 

mKJNA 


inivi WHODy 


Homo sapiens Homer, neuronal immediate early gene, 2 (HOMQER-2B), mRNA 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCL1), mRNA 


JNM_UU4coZ 


Homo sapiens glutathione-S-transferase like; glutathione transferase omega 

(uoi Il^pZoJ, mKJNA 


JNJLVL UU440O 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNG10), mRNA 


JNJYL_UU44o3 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


JN JVL UU4 /o / 


Homo sapiens enaotnelm type d receptor-iiJce protein Z (jbljHjK-L.r-z), mKJNA 


JNM UU444U 


Homo sapiens .bpnA/ (brHA/), mKJNA 




Homo sapiens small inducible cytokine subfamily E, member 1 (endothelial j 
monocyte -activating) (bCYJbl), mKJNA 


NM_004427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 

mKJNA 


iNiVI UU44ZZ 


Homo sapiens dishevelled, dsn nomolog Z (JDrosopnilaj (JJ V.LZ), mKJNA 


TvTAyf A A/I /I 1 /C 

JNM UU441o 


Homo sapiens deltex nomolog 1 (JJrosopriilaj (L/lJilj, mKJNA 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


TvTTV/f AH/1 T/IC 


Homo sapiens centnn, EF-hand protein, 3 (CDC3 1 nomolog, yeast) (CETN3), 

mKJNA 


IN XVI UU4D5U 


Homo sapiens chromodomain protein, Y chromosome, 1 (CDY1), mRNA 


TvTA/f AA/IOOI 


Homo sapiens cocaine- and amphetamine-regulated transcript (CART), mRNA 


JN1VI__UU4 j j V 


Homo sapiens HCLZ/adenovirus iil±> lyjtD interacting protein z ^HJNJLrZj, 
mRNA 


XTA/T AA/inO/1 
IN 1V1 UU4 U Z4 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


XTTV/T AA 1 1 11 
INiVI UU 11// 


Homo sapiens AUr-noosylation iactor-lilce 1 (AKLl ), mKJNA 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


XTN/f A A 1 ^ ^ ^ 
1N1V1 UU 1 0 .3 J 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA 


"MA/f A A 1 <HQ 
1N1VI__UU 1 J Uy 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
^ojtJVj transcript variant i, mKJNA 


1N1V1 UU1j47 


Homo sapiens aspartyl-tRNA s^nithetase (DARS), mRNA 


IN1V1 Ul/UZ;? 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 1, 


mivt noons? 


xiomo sapiens v_^ocKayne synarome i ^classical ) ^v^jsjn i ), nxKJN/\ 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


MTV/T 0010R7 
INIVI l/l/luO/ 


Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


XTN/T AO^QAil 
INIVI uu^yu4 


Homo sapiens zinc linger protem z!>y (ZJNrzDy), mKNA 


NM 0033 S5 


Homo sapiens visinin-like 1 (VSNL1), mRNA 


MM" 003345? 


nomo sapiens uDiquiiin-conjugating enzyme liziN ^ujdl^ij nomoiog, yeastj 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 
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NM 003115 


- , ,_ _ • 1111 /T T A T> 1 \ T>"KT A 

Homo sapiens UDP-N-acteylglucosammepyrophosphorylase 1 (UAP1), mRNA 


NM_003305 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyrosylprotein sulfotransferase 1 (IPbl 1), mKJNA 


NM_003747 


Homo sapiens tankyrase, TRF1 -interacting ankyrin-related ADP-ribose 
polymerase (TNKS), mRNA 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


NM 003164 


Homo sapiens syntaxin 5 A (STX5 A), mRNA 


NM_003764 


Homo sapiens syntaxin 1 1 (STX11), mRNA 


NM 003133 


Homo sapiens signal recognition particle 9kD (SRP9), mRNA 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM_003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


NM_003080 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 


NM_003059 


Homo sapiens solute carrier family 22 (organic cation transporter), member 4 
(SLC22A4), mRNA 


NM_003033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4A), mRNA 


NM_003952 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


NM 003729 


Homo sapiens RTC domain containing 1 (RTCD1), mRNA 


NM 002937 


Homo sapiens ribonuclease, RNase A family, 4 (RNASE4), mRNA 


NM_003804 


Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 
(RJPK1), mRNA 


NM_002898 


Homo sapiens RNA binding motif, single stranded interacting protein 2 
(RBMS2), mRNA 


NM 002886 


Homo sapiens RAP2B, member of RAS oncogene family (RAP2B), mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
(PSMD3), mRNA 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen-activated protein kinase 13 (MAPK13), mRNA 


NM_003668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NM_002718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B n (PR 
72), alpha isoform and (PR 130), beta isoform (PPP2R3), mRNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (liprin beta 1) 
(PPFEBP1), mRNA 


NM_003626 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (lipnn), alpha 1 (PPFIA1), mRNA 


NM 002689 


Homo sapiens polymerase (DNA-directed), alpha (70kD) (POLA2), mRNA 


NM_002685 


Homo sapiens polymyositis/scleroderma autoanugen z ^iuuku; (rivia^-LZj, 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type II, beta 
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^A IX — 'XVx-JL_> /, AAAAVX > -ix 


"MM 00369Q 


TTnmn <;arvipnc: nhn<;iYhoino<;itide-3 -kinase reeulatorv SUbunit. polypeptide 3 (p55, 
i?ammai fPIK3R3"> mRNA 


NM 002649 

X> AVX \J\J +J\J" S 


Homo saniens nhosDhoinositide-3 -kinase, catalytic, gamma polypeptide 
(PIK3CG), mRNA 


NM 007694 


Homo saniens nrefoldin 5 (PFDN5") mRNA 


MM 003 R46 


TTorno Qfir>iPTi<; neroxisomal bioffenesis factor 1 IB flPEXl IB V mRNA 


MM 007617 

lNiVX vU^Ul / 


TTomo QaniPTiR neroxi^ome Hi o genesis factor 10 fPEX10\ mRNA 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


xnv/f 000093 


Wrvmr* canipnc n1ir\Qr»lioHip<?tpra«;p 4C*' r, AMP-snecific ftxhosr)hodiesterase El 
dunce homolog, Drosophila) (PDE4C), mRNA 


xnv/f oo9*\QQ 


"PVvmn cq wi f»nQ t^Vioqt^ Vinrl ip <;tpraQp 9 A p.GMP-<;timulated rPDE2Ai mRNA 


\m oo9SOzl 


TlrttYin cnr^ipn*; nnrlpar tran^rrintion factor X-box binding 1 rNFXIV mRNA 


MM 0094R9 

IN xYX \J \JsZ,*t O Z, 


Hnmn Qanipnc: nnplpar antoantippnic snprm "nrotein fhistone-bindinc^ rNASPl. 

mRNA 


IN xVx_U UjOZD 


TTnmn Qar»ipn<5 M-ptVivlma1pimidp-<;en«;itive factor attachment nrotein carnma 
(NAPG), mRNA , 


MM 009A6S 


TTnmn camVnc rrrv/ncin Kindincr nrotpin C <?1nw tvne rM^KPCl^ rnRNA 


xnvA 0094^1 


Unmn ca-mpnc Tnpvalnnafp rHinhn<5nho^ Hpnarboxvla^e rA/TVD^ mRNA 


IN ivl U vO O / O 


UrtTY*ir\ co-r\iia-no r1<=» rrf=*Tn f*ra ti~\7f* cr*f»TTTn^'ff\f*vrtP rl OTT1 Ct\ C\ O MTllH OPQa tllT*a^P 1 IJrOSOTjlii la 1 
XxOIIlU odlJldxo U-C^CIlCItttl VC oLICIIllclLV^v/j' LC livjiiiwi^jg,, xxLJXvx uvoaiuioov/ yx_-^x uovpiiiitty 

TDFGS, rnRNA 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
mRNA 

IIUVX > A 


MM OH9971 


TTr»mr» canipnQ IraTvnnViprin rimnortin^ beta 3 rKPNB3 > i mRNA 

X X\J111\J OtX yj It/Ilo IS.&A y XJ^JlL^x 111 yXXXAiyV-»X LIXXy U^/ia ^ iiJ-» J xxxxvx ix x 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (ICPNB2), mRNA 


XTTVT 009914 


u nrnn canipnc i-ntRCrrm "hpta R fTTrrT^R i mRNA 


ma/t 009904 

IN lvx_UU jLjL KJH 


Wnmr\ conip-nc i-nt^crrin nlrVha ^ /'antiapn ^~ , T , f40^ , altibfl 3 mibimit of VLA-3 
XIOIIIU od.jJICI-lo IlllCt*! 11 1, cLlUllcL J yell ill g^ll Ksl^r*TZ?\-. dL^Jiia ~J ouuuim ui t x_rx i. ^ 

rpppi^tnr i f l' l'Cr A 3 i traTi^PTirit variant a mRNA 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (DL13RA1), mRNA 


"MTvf 009 1 


UnrYin QQTiifnQ iTitprfprf^n rnnQftiQiic: dpniiprif^p bindinp nrotein 1 riCSBPli 
mRNA 


MM 0091 Sfi 


TTnmn <:ariipn«; "hpat <;hork 60VT) nrotein 1 ^chaneronini fHSPDl i mRNA 


"MM 009140 


TTnmn cnnipnc Viinnopalpin-liVp 1 n-TPOAT.I i mRNA 

XAVJIIIO odJJlCllo XXX|JjJL/V CllO XXI — llJVt/ 1 ^XXX V-^x^ l-J X ^f, IXXXN-L ''IX*. 


NMJ>03947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HxAPIP), 

mRMA 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 

arttiapn i rFr*M3 1 mRMA 


MM 000R49 


Womn QanipnQ crliitamafp rpppntor mptabotronic 5 fGR!VI5 i mRNA 


MM 0090S3 


Unmn ca-nipn<; crnarivlatp Hindincr "nrotein 1 interferon-inducible 67kD TG13P1 i 

mRNA 


NM 0014R9 


TTnmo <2ar>ipn«; p"lvcinp amidmolTans'ferase rL-art?ininei£lvcine 
amidinotransferase) (GATM), mRNA 


MM 009044 

1NXVX \J\J J*\J t -T / -T 


TTr\mn QanipTTs O"a1apto1rina<;p 9 fGAT TC9 i mRMA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


MM 00^7^8 


Unmn cnnifn<! pnVarvr\tir» rranQlation initiation factor 3 SUbunit 1 {aloha 35kD i 
TFTF^^I i mRMA 


NM_001404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEF1G), 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), rnRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 



199 

BNSDOCID: <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



NM 003586 


Homo sapiens double C2-hke domains, alpha (DOC2A), mRNA 


"Vth k t\f\ 1 OOO 

NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 


NM 001782 


Homo sapiens CD72 antigen (CD72), mRNA 


NMJXH762 


Homo sapiens chaperonm containing TCP1, subunit 6 A (zeta 1) (CCT6A), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) l (BBOXl), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor l (RPFl), mRNA 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1,4,5-trisphosphate 3-kmase C (ITPKC), mRNA 


NMJ) 14203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 130786 


TT ' 111 T"» 1 A. t* A I'H/^X rj\T A 

Homo sapiens alpha-l-B glycoprotein (A1BG), mRNA 


NM 031482 


Homo sapiens hypothetical protein DKFZp586I0418 (DKFZP5 86104 18), mRNA 


NM 015419 


XT * 11' /T~-\Tr t~ < r~r r / ^ T1 /-\ \ T>"KT A 

Homo sapiens adlican (DKFZp564Il922), mRJSFA 


NM 015683 


Homo sapiens hypothetical protein (CLONE24945), mRNA 


NMJ 15638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


NM 0S0737 


■<r y- • "1*t AS \ f TrOT >1 \ T> "VTA 

Homo sapiens synaptotagmin-hke 4 (granuphihn-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


NM 080678 


Homo sapiens NEDD8-conjugating enzyme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RJKEN cDNA 2610036L13 (MGC163S6), mRNA 


NM_080666 


Homo sapiens similar to RJKEN cDNA 2600001 Al 1 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC 16943), mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RJKEN cDNA 0610006H10 gene (MGC9740), mRNA 


NM_080656 


Homo sapiens similar to RIKEN cDNA A430101B06 gene (MGC13017), 
mRNA 


NM 080651 


Homo sapiens similar to RJKEN cDNA 1810038N03 gene (MGC9890), mRNA 


NM 080650 


Homo sapiens similar to RJKEN cDNA 5730421E18 gene (MGC1479S), mRNA 


NM 080604 


TT • j-Ij* j" » * A f -t 1\ /rii 111 >| \ T* *K T A 

Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VTAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 015570 


Homo sapiens autism-related protein 1 (KIAA0442), mRNA 


NM 015132 


Homo sapiens sorting nexin 13 (SNX13), mRNA 


NM_022457 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 

/"I - »T T "t f~\ A 1 f* "VTA 

(FLJ10416), mRNA 


NM_030658 


Homo sapiens putative ankynn-repeat containing protein (DlsJ?ZF5o4D16o), 

_T» -v T A 

mRNA 


NM ODozzy 


Homo sapiens F-box only protein 32 (FBX032), mRNA 


NM 058188 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA 


1N1V1 UJO lO / 


riomo sapiens cnromosome zi open reaumg irame oj ^^ziono^j, nuviN/v 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (JNGl-like), rrJRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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NM 054108 


Homo sapiens H-revl07-like protein 5 (HRLP5), itlRNA 


NM 020794 


Homo sapiens densin-180 (KIAA1365), mRNA 


NM 054032 


Homo sapiens G protein-coupled receptor MRGX4 (MRGX4), mRNA 


NM 054031 


Homo sapiens G protein-coupled receptor MRGX3 (MRGX3), mRNA 


NM 054030 


Homo sapiens G protein-coupled receptor MRGX2 (MRGX2), mRNA 


NM 054023 


Homo sapiens utero glob in-related protein 1 (UGRP1), mRNA 


NM 054024 


Homo sapiens melanoma inhibitory activity protein 2 (MIA2), mRNA 


NM 031946 


Homo sapiens centaurin, gamma 3 (CENTG3), mRNA 


NM 052860 


Homo sapiens kruppel-like zinc finger protein (ZNF300), mRNA 


NM_053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 


X^IXYX VJJUJJ 


Homo saniens SPT3 -associated factor 42 CSTAF42') mRNA 


NM OS304K 

J. > 1VJL UJJV^O 


Homo saniens hvnothetical nrotein MGC16384 fMGCl 63841. mRNA 


NM 0S1047 

XNJLVx \JJD\J*-Tf 


Homo Qpniprx; hvnothetiral nrotein MGC1 6063 fMGCl 6063 i mRNA 


XN 1Y1 UJJ \J t -T\J 


Homo saniens PNAS-123 (T 0085028"* mRNA 


NM 0^1039 


Wnmn Qanif*nQ T ITjP alvnoQvl transferase 2 familv nolvnentide B28 rtJGT^B28^ 

mRNA 


NM 053001 


Homo saniens odd-slcinned-related 2A nrotein TOSR21 mRNA 


NM 052997 


Homo saniens breast cancer antieen NY-BR-1 CNY-BR-1\ mRNA 


NM 052971 


Homo saniens liver-exoressed antimicrobial Dentide 2 (XrEAP-2\ mRNA 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


NM 052942 

XNXVX V »^ i~ £-t 


Homo ^aniens onanvl ate bindinff nrotein 5 ^GBP5^ mRNA 


NM 0S2931 

XNXVX \J ^) J -J X 


Homo Qani^n<; ar.HvatiTio' NTC recentor rtCAI.Ti mRNA 


NM 0S2879 

XNXVX VJw'^O / -7 


PTomo QanipnQ r-A/Tnl bin din o - nrotein (1 .ClC 1 ] l^^Sl^ mRNA 


NM 030978 


T-T/-\mr\ cnnipnc T^jN^A Tf^rilipation fapfOT* ^'{^'Tj'TI^ mRNA 

XTJLUillV/ OCXjJlWllO l_/X>I^V lS^yi.lK/aH\JLl IdLlUl ^V^-X^ A X^ 3 XlXXVXNxlk. 


NM_025185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 

IXXXN-XNxx, 1 


NM 015179 

X Nl-VJL \J U X / ^ 


Homo saniens KTA A0690 nrotein fKTAA0690^ mRNA 


NM 033626 

X^iiYX V/J J 


Homo QanipnQ TA/fl 1 nrotein (T1VT 1 1^ mRNA 

XlV/lllVJ OCXL^lwXlO JXVXX X I^IV/L^XIX y_JlVXl X J} lllXVllXi. 


NM 02271 5 


TTomo Qaniens: crnlcri nbo<?nlionrotein 1 TGOT>PHl^ mRNA 


NM 033547 


Homo saniens hvnothetical eene MGC16733 similar to CG12113 (MGC16733), 
mRNA 


NM 032268 


Homo sapiens nerve injury gene 283 (N1N283), mRNA 


NM 016167 


Homo saniens retinoic acid renressible nrotein HRA^RG-1^ mRNA 1 

JL X \J X X XV*/ O CX X Vp/l I O i vllllviV (IV 1V1 1 vL/1 vOwl vlv pi vl'Vill \ Xxl *XV\J x / j hu.va x 


NM 033414 


Homo sapiens hypothetical protein MGC17552 (MGC17552), mRNA 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 03^17 

XNXVX \J^JJ X / 


Homo saniens hvnothetical pene 7D5^F10 fZD52F10^ mRNA 


NM 033266 


Homo saniens FR to nucleus ^ipnallinc 2 TERN2^ mRNA 


NM 011955 

XNXVX \J -J 1 y *J *J 


Homo saniens NYD-SP1 2 nrotein nsTYD-SP12^ mRNA 


NM 033210 


Homo saniens hvnothetical nrotein FLJ14855 CFLJ14855^ mRNA 


NM 033211 


Homo sapiens hypothetical gene supported by AF038182; BC009203 
(LOC90355), mRNA 


NM 033194 


Homo sapiens small heat shock protein B9 (HspB9), mRNA 


NM 032122 


Homo sapiens dystrobrevin binding protein 1 (DTNBP1), mRNA 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


NM 033115 

XNXVX v/J J XX—' 


Homo saniens hvnothetical nrotein MGC 1 6 1 69 ( MGC 161 69^ mRNA 


NM 0311 17 

XNXVX \s+J J XX/ 


Homo saniens hvnothetical nrotein MGC2734 fMGC2734 > i mRNA 


NM 033103 


Homo sapiens rhophilin-like protein (LOC85415), mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_014001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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NM 032932 


aauhiu oapiv^ua Aiypuiiic 11 Ual protein IVlVjr^l id lO ^AVIvjrv_/A ID lOJ, 1TU\JN/V 


NM 032930 


aauuiu oapicno iiypuiiicuocu proiem ivAvjv^iou^tu ^iviov^i ju^fuj, nixvlN/v 


NM 032918 


xxuiiiu sapiens AVrt.k3-iiKc, estrogen-reguiatea, growtn-inniDitor (KJirCvj), niKJNA 


NM 032916 


xauiiiu sapiens iiypoineucai proiem aViov^ioz {lvixjv^ioz /y), nfiKJNA 


NM 032907 


xiumu sapiens ny pomencai protein iviOv^iH^fZi ^iViLi^iH^fZi j, nixviNA 


NM 032904 


xT.umo bdpienb nypoLneticai protein JVlo^i44o3 (1X40^14403), niRNA 


NM 032900 


riomo sapiens nypoinencai protein JVLvjLyl4Zjo (Avl(jrL,14z3oj 3 niRNA 


NM 032895 

A'IAta V/ w/ x« Uy J 


numu sapiens nypoineucai protein ivWjk^i^d /o ^AVHjrL/143 /oj, niKJNA 


NM 032888 


numu sapiens xsJLrt^vio /u proiein (JvlAA.1 5 /Uj, niKJNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 




nomo sapiens nypotnetical protein MCjC158S2 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563), mRNA 


IN J.Y1 v/ J Z o / .} 


Homo sapiens hypothetical protein MGC 15482 (MGC 15482), mRNA 


1N1V1 UjZo /^f 


Homo sapiens hypothetical protein MGC15438 (MGC15438), mRNA 


AJA4" fi'37S77 
1NaYI_U jZo /z 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFC1), 
nuviN/v 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 
(llNJTAVor lyis), mKJNA 




nomo sapiens nypotnetical protein PLJ14957 (FLJ 14957), mRNA 


NM 037860 

±>IAVA V/JLOUU 


xiomo sapiens nypotnetical protein 1^1^114909 (FLJ14909), mRNA 


NM 037R5R 

A^l AVA V/-J^.O*/0 


nomo sapiens nypotnetical protein rLJl4904 (FLJ14904), mRNA 


NM 0378^7 

A>1±Ya V/J^OJi 


womo sapiens AU 1-liKe 1, cysteine endopeptidase (S. cerevisiae) (AUTL1), 

IIIXVIN r\. 


NM 037S48 


nomo sapiens nypotnetical protein rU 14827 (FLJ14827), mRNA | 


NM 032845 


nomo sapiens nypotnetical protein rL,jiHh\o (rJLJ 14816), mRNA 


NM 032835 

A > AVA 


nomo sapiens nypotnencai protem rLJ 14761 (FLJ 14761), mRNA 


NM 032824 


nomo sapiens nypotnencai protein r.LJ14ool (rJLJ 14681), iiiRNA 1 


NM 032873 


nomo sapiens nypotnetical protein rUl4675 (FLJ 1 4675), mRNA 


NM 032827 


numo sapiens nypometicai protein ri^J 14ooo (rLJ14oo8), mRNA 


NM 032818 


xauiiiu sdpiens nypotnencai protein rl^J 14o4z (rJ-J 14o4z), itIavInA 


NM 032804 


nomo sapiens nypotnencai protein rJLJ 14j4/ (FLJ 14547), mRNA 


NM 032795 


nomo sapiens nypotnencai protem rLJ 144V4 (JrLJ 144y4), mRNA 


NM 037783 

A^IAVA \J JL, 1 OJ 


nomo sapiens nypotnetical protein rLJ 14431 (FLJ 14431), mRNA 


NM 032766 

A^IAVA \J ~J 1 \JKJ 


nomo sapiens nypotnetical protein MGC16179 (MGC16179), mRNA 


NM 032763 

A t( AVA W >J ^ / \^ J 


nomo sapiens nypotnetical protein MGC16142 (MGC 16 142), mRNA 


NM 0377S6 


nomo sapiens nypotnetical protein MOC1566S (MGC15668), mRNA 


NM 032744 


nomo sapiens nypotnencai protem MCjC1zJ35 (M(jC12335), mRNA 


NM 032738 

A t X VA V w/Z. / ^ O 


nomo sapiens nypotnetical protein MGC4595 (MGC4595), mRNA 


NM 032773 


nomo sapiens nypotnetical protein MvjrClZ /o0 (MCjC 1276U), mRNA 


NM 032720 

A tAVA V J it / L*\J 


nomo sapiens nypotnencai protein aYLvjCIO/24 (aV1CjC10724), inRNA 


NM 032715 


xxuino sapiens nypometicai protein AVlvjrC4o43 (iVlvjL/4o43), mRNA 


NM 032712 


nomo sapiens nypotnencai protem JVLvjC13170 (MOUIJI /0), niRNA 


NM 032711 


nomo sapiens nypotnetical protem IVlvjCIiUyu (MCjCliuyU), mRNA 


NM 032706 

A^IAVA \J+JZ* / \J\J 


nomo sapiens nypotnetical protein MGC 12966 (MGC 12966), mRNA 


NM 03^705 


jxuiiio sapiens nypotnetical protem 1VLvjC14oU1 (JV1vjC14oU1), mRNA 


NM 037694 


nomo sapiens nypotnencai protein lVLvjClzy3j (MvjClzy3!>) 3 mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC10646 (MGC10646) niRNA 


NM 032681 


Homo sapiens hypothetical protein MGC 10977 (MGC 10977), mRNA 


NM 03267S 


Homo sapiens hypothetical protem MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protem MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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NM 032631 


Homo sapiens hypothetical protein MGC2641 (MGC2641), mRNA 


MM 032601 


Homo sapiens methylrnalonyl Co A epimerase (MCEE), mRNA 


NM 032596 


Homo sapiens testes development-related NYD-SP22 (NYD-SP22), mRNA 


NM 032593 


Homo sapiens PKCI-1 -related HIT protein (HIT- 17), mRNA 


NM_032586 


Homo sapiens testis transcript Y 8 (TTY8), mRNA 


NM 032582 


Homo sapiens ubiquitin specific protease (NY-REN-60), mRNA 


NM 032580 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


NM 032558 


Homo saniens hvoothetical nrotein FT J14753 (TLJ147531 mRNA 


NM 032557 


Homo saoiens HP43 8KD nrotein CHP43 8KD1 mRNA 

X X KJ A 1 1VJ OapiwllO X JLJL ~ — ' » U1\X-/ LXlVJll'lil ^XXX i ~) . Ul\ 1 J Jy lllXvii/X 


NM 03^553 

X^JXYX \J ~J ^**J *J 


Homo QamPTm mitative TYiirinercrip rf*ppr*tnr fRTCSG7Ql mT? TsJ A 


NM 032545 


Homo sarnens rrvntic genp fCR YPTTC1 nVR "NT A 


NM 020963 

J- > xvx v. / ^ u y vj j 


TTomo Qfinipn^ A/fovl 0 Molonpv 1 ri iVptyii ?i viniQ 10 Vinmnl ncx fmniiQf^i /TMi~Y\/101 

llUlllv ouLJlWllO 1V1U V J. vy j lsr±\Ji\Jil\*y IC-lXiYVilllCl Vll UD A Uj IJLV-flllVJi vJ \X1IULI0C' I 1 1YX\_/ V IV lj 

mRNA 


NM 032522 


Homo saniens hvoothetical nrotein MGC26?9 (MGC26291 mRNA 

AAV/illU OupiwllO Uj L/w U1W 11 VUl L/l Vlvlli 1TJ,\J VwuMy \1t1\J Vmvv/ Jy I 1 1 1 X 1 X / \ 


NM 032507 


Homo saniens cerebral orotein-4 rHUCEP-41 mRNA 


NM 032499 


Homo saniens hvoothetical nrotein HH1 14 fHHl 141 mRNA ' 

AAVJlllv uUpivllO lljr p W UlvUVUl piUIVlll XXX-L1. A T ^iliil X y ^ 11U.V1 11 K. 


NM 032494 


Homo saniens zinc fint?er nrotein fLOC845 < ^41 mRNA 


NM 032492 


Homo saniens hvoothetical nrotein GL009 (GL0091 mRNA 

iiv/iiiw kiuuiviiu 11 y pv Mivuvni uiuiwiii vJ x~j\j \j s \ vjxjvw-/ jy iiiivlixl 


NM 032487 


Homo saniens actin related nrotein TVT1 ( ARRM11 mRNA 

11V111V uupivllu UwlUl 1 vlUVvU piUlvlll 1VX X ^iUVl IVl X J 3 1111V1 ii L 


NM 032486 


Homo saniens dvnactin 4 fMGC324Sl mRNA 

XlvlllV OCl^/lV^llO VJJf 11C1V/L111 T ^lVlVJ V/J i*TU y j illlVLlil 


NM 032445 


Homo saniens MEGF1 1 nrotein fMEGFl 11 mRNA 


NM 030898 


Homo saniens hvoothetical nrotein FLJ21673 (TTJ2 16731 mRNA 

AAV111U JUl/lVllg 11 Y UwUlVUVUl Ui Vkvlll X J_i J u 1 V / »y IX JL/if^lV / J / j llliVlli L 


NM 032412 


Homo saniens nutative nuclear nrotein ORF1-FL49 fORFl-FL491 mRNA 


NM 032411 


Homo saniens esonhapeal cancer related apne 4 "nrotein rRCRG-41 mRNA 

AlVlllVJ OUL/lvllO VOvpilUgwCl,! VUllVvl IvldlvU gvllv ~ pivLvlll y J_/ ^/1\.VJ / ) lllLVllxl 


NM 015247 


Homo saniens cvlindromatosis f turban tumor svndromel ( CYTT)! mRNA 


NM 032330 


Homo saniens hvoothetical nrotein MGC12536 fMGC125361 mRNA 


NM 032384 


Homo saniens hvoothetical nrotein FLJ23 1 83 (TLJ23 1 83^ mRNA 


NM 032372 


Homo saniens hvoothetical nrotein MGC 16186 (MGC 16186^ mRNA 


NM 032367 


Homo sapiens hypothetical protein MGC15435 (MGC15435), mRNA 


NM 032354 


Homo saniens hvoothetical nrotein MGC 10744 CMGC 107441 mRNA 


NM 032347 


Homo saniens hvoothetical nrotein MGC1 3250 nVTGCl 32501 mRNA 

JL IVylllVl OUUlVllO r U-lvUWOl L-/1 \J Lwlll IVlVJV^l JV IITIVJV X \J fy llllVL 111 


NM 032344 


Homo saniens hvoothetical nrotein MGC 13 045 nvTGC13045 1 mRNA 


NM 032342 


Homo saniens hvnothetical nrotein MGC 12992 HVIGC 129921 mRNA 

11V111V OUplV/llO llj pv/UlvLlUUl piULVlll lYJL\J\_rlLFyy^ ^1V1\JV_/ l^y 1AXXVX ^1 JTl. 


NM 032340 


Homo saniens hvoothetical nrotein MGC14S33 CMGC148331 mRNA 


NM 032338 


Homo saniens hvnothetical nrotein MGC 1 48 1 7 fMGCl 481 71 mRNA 

-1 X KJ 1 1 lu O CI I V>1 1 0 1 l_y Ul IV LI ul pi WLV^lll 1V1\JV>X~0 1 / ^IVlVJ^ltOl / J 3 11X1 VJ. > IX 


NM 032333 


Homo saniens hvoothetical nrotein MGC4248 CMGC42481 mRNA 

*AViiiV OU^/iVlilJ ii Y UvtiiwliVUi pi VlVili iTA\J Vr' rtt"v ^iTlVJW I A« T \J J ^ iliXvL X 


NM 032327 


Homo sapiens hypothetical protein MGC2993 (MGC2993), mRNA 


NM 032325 


Homo sapiens hypothetical protein MGC1 1 102 (MGC1 1 102), mRNA 


NM 032324 


Homo saniens hvoothetical nrotein MGC 13186 f MGC 131 861 mRNA 


NM 032323 


Homo saniens hvnothetical nrotein MGC13102 CMGC131021 mRNA 

11WU1W uUpiVllO llj pULllv^LlwUl pi vtVUl lVlVJV^ 1 J 1 IITINJVI J 1 V** llllVl 111 


NM 032320 


Homo sapiens hypothetical protein MGC 13007 (MGC 13007), mRNA 


NM 032318 


Homo saniens hvnothetical nrotein MGC12945 HVfGCl 29451 mRNA 

llwlilU OupiV^l lo 11 V yjyj LllC< \.L\J Cll piVJLVlll JLVX VJ V .• 1 y \ XVXVJ\_^ X £mJ~~J Jy XlXlNJ. X Zl. 


NM 032317 


Homo saniens hvoothetical nrotein MGC 1^943 (MGC 129431 mRNA 

llV/lllv OC1JL/1 vllu IIV pV/lllvllvUl pi V/IVU1 1V1VJ V„/ 1 ^^~»^ IIYIVJVji lZ<y~J llllVllll. 


NM 032316 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


NM 032305 


Homo saniens hvnothetical nrotein MGC3 200 v(MGC3 2001 mRNA 

X IWlllv OC4 I V^l 1 l3 lljr {JClllvllwtll j_/l \_F 1,^111 IVXVJ J \J\J V ^XVXVJ \^rJ£*\J\J Jy 1 1 IX VX N XX 


NM 032293 


Homo sapiens hypothetical protein DKFZp761 J1523 (DKFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221) 5 mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121) 5 mRNA 


NM_032288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514) ? i 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 
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NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), niRNA 


JNM 03226/ 


Homo sapiens hypothetical protem JL>isJrz,p4j4Jciioy (^JKJ H Zp434r!,ioyj, mrUN/v 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D 177 (DKFZp434D 1 77), mRNA 


NM_032261 


Homo sapiens hypothetical protein UivrZ.p434JN0o50 (DKrZp434iN0oz>0) 5 

mKJNA 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 

mKJNA 


NM_032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920) 5 

___T> XT A 

mKJNA 


NM 032250 


Homo sapiens hypothetical protein DKrZp434A171 (DJ<LbZp434A171), mKJNA 


NM_03224y 


Homo sapiens hypothetical protem DKrZp434J7i5l9 (DKrZp434r 1 e ly), 

W T>\T A 

mKJNA 


JNJVL_032Z45 


Homo sapiens hypothetical protein JJisJrZp434r 1 / ly (JJJso<Zp4341 H 1 / ly), 

mKJNA 


iNiVl UJZZ40 


Homo sapiens Hypothetical protein ujsJrZ/p4j4juoi / ^iJJvri6p4o4Juoi / ) 9 nicsJN/\. 


XTA/f AOOO/1^ 
JN1V1 \JjZAHD 


Homo sapiens hypothetical protein ujsj zp434i i y i o ^ujsjt z,p4^4i 1 y i o ) , itlkin a 


kt\a nioooi 


Homo sapiens nypotneticai protein rJLJZZ4Z/ ^r-LJzZ4Z/ > ; 5 miviNA 


JNJVL 03ZZUy 


TT„ r,ni>.Ia«n Vinnn+liaf innl *M*/\faim "CT TO 1 T77 /TTT TO 1 TT~7\ tV»D XT A 

Homo sapiens hypotneticai protem rLJZi / / / vrJ^JZi///j, hikina 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


JNM 0321 11 


Homo sapiens hypothetical protein bLS 13 iy3 (b L,J 13 ly3), itikjna 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


"KTTV K ATI 1 /" 1 

NM 032161 


TT _ • T a a 1 O^A a ; i r X7' T A A 1 C7A\ ^.tivt a 

Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


NM_032151 


Homo sapiens hypothetical protein DKFZp566K1946 (DKFZP566K1946), 
mRNA 


NM_03214b 


Homo sapiens hypothetical protein DKrZp434K0427 (DKFZr434K042/), 
mRNA 


JNM__032139 


Homo sapiens hypothetical protein DKrZp434L07l6 (DKFZF434L071b), 
mRNA 


"X TTV /T ATM O O 

NM_032138 


Homo sapiens hypothetical protein DKFZp434E23 1 8 (DKFZP434E23 1 8), 
mRNA 


NM_03213o 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L1717), 

__^T) XT A 

mKJNA 


XTJV yf f\1 O 1 O C 

JNM_032125 


Homo sapiens hypothetical protein DKrZp564D0478 (DKrZF564D0478), 
mRNA 


JNM_032120 


Homo sapiens hypothetical protem DKrZp564O0523 (DKrZr564O0523), 
mKJNA 


XTTv/f flOfkQOl 

JNJV1 OZOyZl 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


JNJV1 U2044 1 


Homo sapiens nypothetical protein JJis^rZp/oZiioo (JJlsJ^Zr /021100), mKJNA 


XTTV /T ni 0710 

jnjvi_oio / iy 


Tl An ». 1-.-. r^y-v+"U^.+~."^^.l ~*+.*-l4-**1+* r\VU7r%7^0T AO 1 1 /T"\T/"C r 7**0/^OT All 1 A 

Homo sapiens hypothetical protein jJiv-rZp /O2L03 1 1 (l-'KJrZp /ozL03 1 1 ), 

mp XT A 


IN1V1 UOOjU 


nomo sapiens JLJisJrz^±^ooorziZ4 proiem ^j^xsJrzLrr^DOO-rziz^^, mr\JN/\ 


XTTV/T H 1 ^ AO 1 
1NJVJL U1jO/1 


nomo sapiens j-JIsj^ ^1:4^4^1 / 1 protein yLJisAr ^ithdhk^ i / ij, miviN/\ 


1N1V1 UlJJiO 


nomo sapiens J^isjrz^x434iji40 proiem ^1^1^07^1:^^341^140^, niiviN/\ 


INiVl UlD4yO 


nomo sapiens J_/JSJrZ < r4j4li 10 protein ^uisjc 1 /Lr^fjHil loj, mKJNA 


NM 015471 


Homo sapiens DKFZP56601646 nrotein CDC8) mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), inRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 1 


NM 032042 


Homo sapiens hypothetical protem DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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NM 032030 1 


Homo sapiens FKSG83 (FKSG83), mRNA 


NM 032028 


Homo sapiens serine/threonine kinase FKSG81 (FKSG81), mRNA 


NM 032025 


Homo sapiens CDA02 protein (CDA02), mRNA 


NM 032021 


Homo sapiens AD031 protein (AD031), mRNA 


NM 031944 


Homo sapiens Mix-like homeobox protein 1 (MILD1), mRNA 


NM 031920 


Homo sapiens ARG99 protein (ARG99), mRNA 


NM 031480 


Homo sapiens hypothetical protein AD034 (AD034), mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


NM 011477 

±>JxVx UJ It/ / 


TTnmn <;anien<? hvnothetical nrotein MGC10500 fMGClOSOO). mRNA 


NM 011476 i 


Homo <?»r>ien<; hvnothetical nrotein DKFZn434B044 (T)KFZP434B044^ mRNA 


NM 01147? 


TTnmn <;ar>ipTi<s hvnothetical nrotein MGC1 1 134 fMGCl 1 134i mRNA 


NM 011471 

ANxVX V/J A*~r / 1 


Homo <;anien<; hvnothetical nrotein MGC 10966 fMGC 10966") mRNA 

X JLU A A 1U oCAJJA&AAO AAjr \J \J Ulvllwul JJ1 vlvlll ITlVJVlvyvU ^iij.vjviv/vuyj nuu ^y. x 


NM 0114S7 

XNAVX \JJ ltJ / 


TTnmn <;anipn<; mpmhraTie-^nanrririi? 4-domains subfamilv A member 8B 

X XVJ A 1 Ivy OUUl^llO Ulwl AAL/A allv OL/CAJLAA AAAAg I \-L\J 1AACAAAAO , O IXlAjr *-j HlvlllUVl l - J - i — ' 

fMS4A8B f mRNA 


NM 031450 


Homo s aniens hvnothetical nrotein n5326 (T5326 /. mRNA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


1N1VA vy J 1 1*T»>0 


TTnmn <;anien<; hvnothelica] nrotein DKFZn761I172 CDKFZP761I172 > ) mRNA 


TsJPul 011414 


TTnmn Qarn^nc "hAn^intViptiral nrntein MGC5442 (MGC5442 i mRNA 


NM 031418 


Homo sapiens chromosome 11 open reading frame 25 (CI lorf25), mRNA 


TvJN/f A1 C/1Q7 


liOino sapiens jLyJSJr z^ir ^dh-vjz.v/z,z, pi u lciii ^l/a\x /ja j irrvj /- ^ ? aiaxvln xx. 


NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 


"NTM" Oil 90S 


TTnTnn cam'pTic TiA/nnfhpfira 1 nrnfpin PP1976 TPP1 276 i ml^"MA 


"NA/T 011901 
INivi \JD I jLy l 


TTnmn conipnc "hvnnth^tifal nrntein DTCF7n4^4*NT1 7^ S nDl<CF7P4^4N1 215^ 

mRNA 




TTnmn <mrn>r»<5 Tivnnthetiral nrntein DKF7n434Kl 1 72 rDKFZP434Kl 172> 
mRNA 

A A AA.VA. > VTi. 


NM 011970 


Homo <5arrien<; PRO! 596 nrotein <TR01596 > > mRNA 

AAU111U odLJAt/AAo A A\Vy 1 jyu yjL vy L^llA A\W A -y S \J J y 1 l J - L *- L x v 


>sTM 01196S 


Hnmn <;anien<; PRO0461 nrotein rPRO046n mRNA 

A. A \J A A AvJ Ou-LvA^AAo A AVvy V/"U A f-Jl W LA_ 1 J 1 yA. l\vv~ul / j AAAJ.X-L ^ix*. 


NM_031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKPZP434G2226), 

A AAAvl>( Tri. 


INlVx \J 1 JJJO 


TTnmn canipriQ npntirivlaroinine fieimina , ;e tvne T rhPATD-colonvl 0 1 mRNA 

AALyAllU od-LJA^'llO IJwLy LlV_Ajr ACAA ^AAAAAlv/ VX^'AAAAAAACIOV' \,y VJ\s X ^lli nxy VyvyAV/Aljr A Vf »j llALVl^l 1 


NM 0100^0 


Hnmn «?anien<; hvnothetical nrotein FLJ12671 CFLJ12671 ) mRNA 

X AVyl 1 Avy Ou|yiv/Ho AA_y LyWUAAw LlV_/di LyA \J Al A X X^»F X^V^/ X yx X_>«7 A ^— vy / A / j liiAVA ixi 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


NM 0100S1 


Hnmn <;ar>ien<! hvnothetical nrntein DKF7t)761E21 10 fDKFZP761E21 101 

X lvJil AvJ oCALJAt-AAo lAjr LJVylxAvvLAVydl LJA UIWIAA AyAVl Z_i Ly / W A JL_r-£* A A vy yx-^x"\j. Z_<X /uiaja<a 1. \J J y 

mRNA 

AAAXVA lii. 


NM 010Q41 


TTnmn <;flr)ieii<; exomiclea<?e T^JFP-^n fT>OG 81691^ mRNA 

X A vy A A Avy Z> CI L./ 1 V— 1 1 o v^yVv^'AA LAVv Av^CAO A^IX-»X O Ly ^A—zV—/ u iuy A / j aaxxvj-^j. »■ 


NM 01001Q 


TTnmn ^aniens hvnothetical nrotein FT J12619 rFLJ12619) mRNA 

A. Avy A 1 AvJ OCAJJAvwAAo AAJT JJVJ Lilt tlOCLL IJAvJLv^AAA X AjJ lZ«Uly ^X AjJ l^Viy^j AAAXVA. "^A^X 


NM 010018 

l^J 1VX__U JW7JO 


TTnmn cflniptiQ IiVpIv nrtTinlna nf* rat vaninlp mpmhrane nrotein 1 TViVTPl i 

11 U A 1 Avy OCllJlVllO AAAvt/Aj/ vJA UlV/lvlK vJ A 1 ill V flt LAVy A Vv AAAVvAAAiyA GUiv piuiviil A Y 1Y1A X /j 

mRNA 


NM 010012 

A tXYX \J ~J\J *J j— . 


TTnmn saniens dianhanous homoloe 3 fDrosonhila^ fl3lAPH3 mRNA 


NM 030927 

J. ^1 AY J. UJv/l> / 


Homo sapiens hypothetical protein MGC1 1352 (MGC1 1352), mRNA 


NM 030925 

X^IXVX \J ~J \J ~/ 4**J 


Homo saniens hvnothetical nrotein FLJ12577 CFLJ1 2577V mRNA 


NM 030918 


Homo sapiens hypothetical protein My014 (MY014), mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


NM 030899 

x iivx vy — ' vy kj ^/ ^ 


Homo saDiens hvnothetical nrotein FLJ23407 (TLJ23407 V mRNA 


NM_0 18657 


Homo sapiens myoneurin (MYNN), inRNA 


NM 030818 


Homo sapiens hypothetical protein MGC 10471 (MGC 10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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mRNA 


NM 030802 


Homo sapiens C/EBP-mduced protem (LOC81558), mRNA 


NM_030800 


Homo sapiens hypothetical protein DKFZp56401664 (DKFZP56401664)., 
mRNA 


NM 030799 


Homo sapiens hypothetical protein Ar 140225 (Ar 14022!)), mKJN A 


NM 030793 


Homo sapiens hypothetical protem SP329 (SP329), mRNA 


NM 030792 


Homo sapiens hypothetical protein PP1665 (PP1665), mRJNA 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


NM 030674 


■WW • « • -i s-\ /-\ t t / ft T y""l ft A + \ T» "VTA 

Homo sapiens solute carrier family 38, member 1 (SLC38A1), mRNA 


NM 030672 


Homo sapiens hypothetical protein FLJ10312 (FLJ10312), mRNA 


NM_024947 


Homo sapiens hypothetical protem FLJ12729 (FLJ12729), mRNA 


NM 024963 


Homo sapiens hypothetical protem FLJ1 1467 (FLJ 11467), mRNA 


NM_0 17600 


Homo sapiens hypothetical protein DKFZp434M0331 (DKFZp434M0331), 
mRNA 


NM 030652 


Homo sapiens NG3 protein (NG3), mRNA 


NM 030651 


Homo sapiens chromosome 6 open reading frame 31 (C6orf31), mRNA 


NM 020444 


Homo sapiens KIAA1 191 protein (KIAA1 191), mRNA 


NM 024055 


Homo sapiens hypothetical protein MGC5499 (MGC5499), mRNA 


NM 025154 


Homo sapiens KIAA0810 protein (KIAA0810), mRNA 


NM 017515 


Homo sapiens novel protein (HSNOV1), mRNA 


NM 024924 


Homo sapiens hypothetical protein FLJ12985 (FLJ12985), mRNA 


NMJ)30579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 
M), mRNA 


NM 022068 


Homo sapiens hypothetical protein FLJ23403 (FLJ23403), mRNA | 


NM 025179 


•WW * 1 ♦ A /l\T -w T A T» "VTA 

Homo sapiens plexm A2 (PLXNA2), mRNA 


NM 014033 


Homo sapiens DKFZP586A0522 protem (DKFZP586A0522), mRNA 


NM 006468 


Homo sapiens polymerase (RNA) EI (DNA directed) (62kD) (RPC62), mRNA 


NM 025263 


Homo sapiens CAT56 protem (CAT56), mRNA 


NM 025262 


Homo sapiens G5C protein (G5C), mRNA 


NM 025261 


Homo sapiens G6C protein (G6C), mRNA 


NM 025260 


Homo sapiens G6B protein (G6B), mRNA 


NM 025259 


Homo sapiens NG23 protein (NG23), mRNA 


NM 025258 


Homo sapiens NG37 protein (G7C), mRNA 


NM 025231 


Homo sapiens hypothetical protein FLJ 22 1 9 1 (FLJ 22 1 9 1 ), mRNA 


NM 025226 


Homo sapiens MSTP032 protem (MSTP032), mRNA 


NM 025211 


Homo sapiens protein kinase anchonng protem GKAP42 (GKAP42), mRNA 


NM 025201 


Homo sapiens hypothetical protem PP1628 (PP1628), mRNA 


NM 025192 


Homo sapiens hypothetical protein FLJ23071 (FLJ23071), mRNA 


NM 025188 


Homo sapiens hypothetical protein FLJ13181 (FLJ13181), mRNA 


NM 025174 


tt * i . i a • i t^t r\ a r\ y ■ » t o a /\ n tx "x t a 

Homo sapiens hypothetical protem FLJ23040 (FLJ23040), mRNA 


NM 025165 


Homo sapiens hypothetical protein FLJ22637 (FLJ22637), mRNA 


NM 025160 


TT ' 1 , 1 . • 1 , T^T 1 /\ 1 y" /T" 'T M T /\ 1 TT» "X T A 

Homo sapiens hypothetical protem FLJ21016 (FLJ21016), mRNA 


"x Tx >f* /\^x c t r 

NM 025153 


Homo sapiens hypothetical protein FLJ21477 (FLJ21477), mRNA 


NM 025151 


Homo sapiens h^othetical protein FLJ22622 (FLJ22622), mRNA 


NM 025149 


Homo sapiens hypothetical protem FLJ20920 (FLJ20920), mRNA 


"VTA vT /"VO C 1 >l vl 

NM 025144 


Homo sapiens hypothetical protein FLJ22670 (FLJ22670), mRNA 


J.N1YI l/ZJ 1 Jo 


xiomo sapiens nypoinencai protein rj-j izooi v,-r- L *' 1^001 )> ixitsj.n/\ 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FLJ13263 (FLJ13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22170 (FLJ22170), mRNA 
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NM 025098 


Homo sapiens hypothetical protein FLJ22644 (FLJ22644), mRNA 


NM 025097 


Homo sapiens hypothetical protein FLJ21 106 (FLJ21 106), mRNA 


NM 025095 


Homo sapiens hypothetical protein FLJ23558 (FLJ23558), mRNA 


NM 025086 


Homo sapiens hypothetical protein FLJ22596 (FLJ22596), mRNA 


NM 025080 


Homo sapiens hypothetical protein FLJ22316 (FLJ22316), mRNA 


NM 025079 


Homo sapiens hypothetical protein FLJ23231 (FLJ23231), mRNA 


NM 025077 


Homo sapiens hypothetical protein FLJ13949 (FLJ13949), mRNA 


NM 025076 


Homo sapiens hypothetical protein FLJ23591 (FLJ23591), mRNA 


NM 025072 


Homo sapiens chromosome 9 open reading frame 15 fC9orfl 5V mRNA 


NM 025070 


Homo sapiens hypothetical protein FLJ22242 (FLJ22242), mRNA 


NM 025058 


Homo sapiens hypothetical protein FLJ23229 (FLJ23229), mRNA 


NM 025055 


Homo sapiens hypothetical protein FLJ23168 (FLJ23168), mRNA 


NM 025044 


Homo sapiens hypothetical protein FLJ22476 (FLJ22476), mRNA 


NM 025043 


Homo sapiens hypothetical protein FLJ22404 (FLJ22404), mRNA 


NM 025041 


Homo sapiens hypothetical protein FLJ22173 (FLJ22173), mRNA 


NM 025034 


Homo sapiens hypothetical protein FLJ21290 (FLJ21290), mRNA 


NM 025032 


Homo sapiens hypothetical protein FLJ21272 (FLJ21272), mRNA 


NM 025029 


Homo sapiens hypothetical protein FLJ14346 (FLJ14346), mRNA 


NM 025005 


Homo sapiens hypothetical protein FLJ133 15 (FLJ133 15) mRNA 


NM 024998 


Homo sapiens hypothetical protein FLJ12704 (FLJ12704) mRNA 


NM 024994 


Homo sapiens hypothetical protein FLJ12595 (FLJ12595), mRNA 


NM 024977 


Homo sapiens hypothetical protein FLJ12078 (FLJ12078), mRNA 


NM 024976 


Homo sapiens hypothetical protein FLJ1 1996 (FLJ1 1996), mRNA 


NM 024956 


Homo sapiens hypothetical protein FLJ23375 (FLJ23375), mRNA 


NM 024944 


Homo sapiens chromosome 21 open reading frame 68 (C21orf68) mRNA 


NM 024942 


Homo sapiens hypothetical protein FLJ13490 (FLJ13490), mRNA 


NM 024941 


Homo sapiens hypothetical protein FLJ1 36 11 (FLJ13611), mRNA 


NM 024938 


Homo sapiens hypothetical protein FIJI 1383 (FLJ1 1383) mRNA 


NM 024935 


Homo sapiens hypothetical protein FLJ13687 (FLJ13687), mRNA 


NM 024920 


Homo sapiens hypothetical protein FLJ14281 (FLJ14281), mRNA 


NM 024919 


Homo sapiens hypothetical protein FLJ22615 (FLJ22615), mRNA 


NM 024917 


Homo sapiens hypothetical protein FLJ12687 (FLJ12687), mRNA 


NM 024914 


Homo sapiens hypothetical protein FLJ13262 (FLJ13262), mRNA 


NMJ)24911 


Homo sapiens hypothetical protein FLJ23091 (FLJ23091), mRNA 


NM 024909 


Homo sapiens hypothetical protein FLJ13158 (FLJ13158), mRNA 


NM 024908 


Homo sapiens hypothetical protein FLJ12973 (FLJ12973), mRNA 


NM 024906 


Homo sapiens hypothetical protein FLJ21032 (FLJ21032), mRNA 


NM 024S97 


Homo sapiens hypothetical protein FLJ22672 (FLJ22672) mRNA 


NM 024889 


Homo sapiens hypothetical protein FLJ23537 (FLJ23537) mRNA 


NM 024886 


Homo sapiens hypothetical protein FLJ14280 (FLJ14280), mRNA 


NM 024882 


Homo sapiens hypothetical protein FLJ1 3 1 89 (FLJ1 3 1 89) mRNA 


NM 024880 


Homo sapiens hypothetical protein FLJ23556 (FLJ23556) mRNA 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 (FLJ22578), mRNA 


NM 024853 


Homo sapiens hypothetical protein FLJ13385 fFLJ13385^ mRNA 


NM 024848 


Homo sapiens hypothetical protein FLJ1 3941 (FLJ13941) mRNA 


NM 024847 


Homo sapiens hypothetical protein FLJ21240 (FLJ21240) mRNA 


NM 024841 


Homo sapiens hypothetical protein FLJ14213 (FLJ14213) mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FLJ22638) mRNA 


NM 024837 


Homo sapiens hypothetical protein FLJ21472 (FLJ21472) mRNA 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZK1), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494), mRNA 
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XNIVL UZhoU 


jtiomo sapiens nypoinencai protein ri-j xjld\j yrx^j ij> i juj, itijxin/y 


xttv/1 AO AC 1 1 
IN1V1 UZ4o 1 1 


Homo sapiens nypoineucai protein tlj izDzy v"-^ iz.->zyj, mKJNA 


XTTV/T AO/1 Q 1 ft 
JNIVI UZ4olU 


xiomo sapiens nypoinencai proiem J7Ljzouio ^rLjzjuio), ijikjna 


JN1VL UZ4oUy l 


Jtiomo sapiens nypotnencai proiem rL,j izy / d yri^j iz? / jj, rnxsJN/\ 


JNIV1 UZ4oUo 


riomo sapiens nypomeucai proiem jri->Jzzoz £ f ^ri^jzzoz^f injtviN/\ 


xttv yf no yl Q AO 
JNJVL UZ4oU/ 


xiomo sapiens nypoinencai proiem Jri^J i^oy^ t^rjoj looyj j, ititviN/v 


NiVL UZ46UO 


Jriomo sapiens nypoinencai proiem x^j^jzodj^- ^ri^jzojo^j, tiixvin/v 


xttv/t no/tooo 


riomo sapiens nypoinencai proiein ri^j i^zz4. ^rjuj i jzz4j, rnrviN/v 


XTA/f AO/100£ 

JNJVL UZ4/yo 


riomo sapiens nypotnencaL proiem rL,JZzojy {r JLJZZojyj, itlkjn/V 


IN 1V1 UZ4 / o y 


nomo sapiens nypoinencai proiem ruzzjzy ^jri^jZiiJZi/j, nirviNA 


JNIVI \JZ4/o4 


TTAmo conianc V»x rt-krt+'Uia+i r»o1 +•*»■!•»-» TTT T0 1 'i QO /HE7T TO^^OO^ w»T?XTA 

nomo sapiens nypoinencai proiem ruzjjyz ^riwjzjoyz^, mivrN/\ 


1N1V1 UZ4/OU 


nomo sapiens nypoinencai proiem tjlj iDDyj ^pj^j i d Dyj), iru\A\/\ 


xnvyr AO/10T2 
JNJVL UZ4 / /3 


riomo sapiens nypotneticai protein ri-J i^ iy<s ^rJLJ i j /"o), mKJNA 


TVTTVyT AO/IOOO 

JNJVL UZ4//Z 


TT r>r»«4^«^i-i ^—^-f^J— . T7T TO *i 1 ^1 /"CT T0 1 1 < 1 \ mO XT A 

riomo sapiens nypoinencai proiem rLJZ^ id i ^ri^jzo id i j, misjN/\ 


JNJVL Uz4/ / L 


riomo sapiens nypotneticai protein rU 13o4o ^ri^J L3o4csj, mKJNA 


XTTV/T AO/iO/C2 

JNJVL UZ4/o3 


Homo sapiens nypotnencai protem ri^jzoizy (ri^JZJizy^ ttlkn/v 


XTTVyf AO/IO^/1 

JNJVL UZ4/j4 


riomo sapiens nypotneticai protein JrJLJ iZ!>yo ^ri^J iz^ycsj, itikna 


xttv/T ah ac\ 
JNJVL UZ474y 


Jdomo sapiens nypotneticai protem rL,J lzjvd (r*u izdVd), txiKJNA 


JNJVL UZ4/40 


riomo sapiens nypotneticai protein rLJ ioo40 ^rJLJ 1 Jo4uj, mKJNA 


TvTTV /f AO /ITS') 

JNJVL 0z47iz 


Homo sapiens nypotneticai protein t JLJ 143M (JhJLJ 143M), mJKJN A 


XTTVif AO/1711 

JNJVL UZ4/31 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44), mRNA 


XTTV 4" AO/IOOO 

JNJVL UZ4/Z/ 


TTrt^ ^ _ _„4 _ „ _ V,^ ^^x+'Urt+J ^^.1 --.—^x^,^— TTT TOOO^A /"CT TO IOC 0\ w«"DXTA 

Homo sapiens nypotneticai protein r.LJZ3Zi>y {rLJZ3ZDy), mlvNA 


xta/t AO/iooo 
NM U2472Z 


Homo sapiens hypothetical protein ^LJliJzz {rL,J 133ZZ), mKNA 


XTTV >f AO /lin 

JNJVL UZ4/1/ 


TT ^ 1.TMn4-tta4-inAl -v««>n4-A-I«o CT TO OH /I A /~CT TO O Q /l /I "\ *wD\T A 

Homo sapiens hypothetical protem rl^JZZ344 (JTLJZZ344), mKJNA 


XTTV If AO ylTl c 

NM 024715 


tt : ^ 1_ ^ ^1 *J ^ ^ 1 ^,_^x„.' T?T TOO /TO C /CT TO O /TO C\ ^.TJ\T A 

Homo sapiens hypothetical protein rLJzzozD (rJLJzzoZD), mKNA 


XTA X AO/IOAA 

JNM 024709 


T T T - _ v_ xT_ A X- — — 1 ____ a~ - — T~?T T1 /II A /"CT T1 / 1 >1 iC\ ____ TT "TvT A 

Homo sapiens hypothetical protein bLJ 14146 (Jb Jul 14146), mKJNA 


XTTVVT AO /I OA C 

NM 024705 


Homo sapiens hypothetical protem rJLJ1363y (Jr JLJ 1363V), mKJNA 


xttv/t ao a nc\i. 
NM 0Z4/03 


U/v™^ ' ^ t__ _ _ ^ —j.^ 1 CT TOO C Ar2 /CT TOOCA*2\ mDXT A 

Homo sapiens hypothetical protein bLJZZjyi (riJ zzc>y3;, nutCNA 


XTTV/T AO A OA 1 
JNJVL UZ4 /U 1 


Homo sapiens ankyrin repeat and SOCS box-containing 13 (ASB13), mRNA 


XTTv/r AO/1 OA A 
JN1VL UZ4 /UU 


Homo sapiens Smad nuclear interacting protein (SN1P1), mRNA 


XTT\/T AO/IAQ^ 
IN IVL UZ4010 


nomo sapiens nypoinencai protem r jlj iiyyj \r i lyyo », mrvrNA 


IN IVL UZ4oy^ 


UnrMrv oanionc Viirt-*rt+V»ofir»ol r\rAtoin CT TO AO AO /CT TO AQAQ^ -»>-»T? XT A 

Jtiomo sapiens nypoinencai proiein Jri-jzuyuy {rjujzyjyyjy), mrsJNA 


IN IVL UZ4 O o 5 


nomo sapiens nypoinencai proiein ilj iouj i ^-F-lj i ovj i », iiijvina 


XTTVyf AO/IACA 

NM 024OOO 


TT - ~ nn«-iQ«fi VtimnfltAfinnl m-v>a4-a«-«» CT TOOAOO /CT TO'iAOO^ rwDXTA 

Homo sapiens hypothetical protein JrUZ3033 vJrJLJZ3033j, mKJNA 


XTA/T AO/I/£OQ 

NM 0Z4O/0 


Homo sapiens hypothetical protein JrJ_JZ344i (tjljz3441 », itikjna 


INIVL UZ40/J 


riomo sapiens nypotnencai protem rLJZioio ^rj-rjzioio), itikjna 


XTTVyT AO A /COO 

NM 0Z40/Z 


T T — ^ n«*-k-i&«-n-l Uimnflta^nnl CT TOOOOA /CT TO m A\ mD\TA 

Homo sapiens hypothetical protem ri^MDDZy) ^Jri^JZ33Z0), mKNA 


XTTV/F AO/1/£/£< 

NM 0Z4OOO 


Homo sapiens hypothetical protein JrJLJl 1 doo ^ri^J t loooj, ttikna 


NM 024654 


Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 


XTTV/T AO/I/CCA 

NM UZ4COU 


TT^.__ rt«r%ia.-ift UnviA+lia^rtnl CT TOO CO 1 /CT TO O CO 1 \ t«D\TA 

Homo sapiens hypothetical protein rL,jZ2,ji l ( w r.LJZZ03 1 ), mKJNA 


XTA A AO /I O 

NM UZ4o4y 


Ua»i/\ nn«ia«P UlrnAfl>a4-<nn1 ____ + _*„ CT TOTCAA /CT TO0CAA\ •*-*-» "O XT A 

Homo sapiens hypothetical protein rl^JZ3 jyo (rJLJZ3l>yoj, mKNA 


NM 02404/ 


Homo sapiens hypothencal protem tLJ l3Zo / (^r J-J l3Zo /), mKJNA 


XTTV/T AO/1/C/1A 

NM 024640 


Homo sapiens h^othetical protein rLJ2347o (JrJLJ2347o), mKJNA 


NM_ f J24o3o 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 

„4 _ ,J «*.rt+/a^n /CT TOO 1 C3\ wiD\TA 

relatea protem ljz3 1D3J, mKNA 




T-Tomn Qar»ieri<i TivnAtripfiral r^rntRiTi FT TO'nl TFT TO^l RR^ m"R T\TA 

XXvJ.lli.v_J odJJlVwllo liy JJ^JtllCLUvCll (JlULClil 1 \LJZ,J lOO ^rijJ^J 1 OO IIJJTVJ- >j(V 


NM 024627 


Homo sapiens hypothetical protein FLJ21125 (FLJ21125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FU22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23186 (FLJ23186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FLJ21308), mRNA 
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NM 024613 


Homo sapiens phafin 2 (FLJ13 187), mRNA 


NM 024610 


Homo sapiens hypothetical protein FLJ22623 (FLJ22623), mRNA 


NM 024609 


Homo sapiens hypothetical protein FLJ21841 (FLJ21841), mRNA 


NM 024606 


Homo sapiens hypothetical protein FLJ1 1756 (FLJ1 1756), mRNA 


NM 024605 


Homo sapiens hypothetical protein FLJ20896 (FLJ20896), mRNA 


NM 024602 


Homo sapiens hypothetical protein FLJ21 156 (FLJ21 156), mRNA 


NM 024595 


Homo sapiens hypothetical protein FLJ12666 (FLJ12666), mRNA 


NM 024585 


Homo sapiens hypothetical protein FLJ22160XFLJ22160), mRNA 


NM 024584 


Homo sapiens hypothetical protein FLJ13646 (FLJ13646), mRNA 


NM 024580 


Homo sapiens hypothetical protein FLJ131 19 (FLJ131 19), mRNA 


NM 024570 


Homo sapiens hypothetical protein FLJ1 1712 (FLJ1 1712), mRNA 


NM 024565 


Homo sapiens hypothetical protein FLJ14166 (FLJ14166), mRNA 


NM 024556 


Homo sapiens hypothetical protein FLJ21 103 (FLJ21 103), mRNA 


NM 024552 


Homo sapiens hypothetical protein FLJ12089 (FLJ12089), mRNA 


NM 024546 


Homo sapiens hypothetical protein FLJ13449 (FLJ13449), mRNA 


NM 024534 


Homo sapiens hypothetical protein FLJ12684 (FLJ12684), mRNA 


NM 024532 


Homo sapiens hypothetical protein FLJ22724 (FLJ22724), mRNA 


NM 024526 


Homo sapiens hypothetical protein FLJ21522 (FLJ21522), mRNA 


NM 024523 


Homo sapiens hypothetical protein FLJ22035 (FLJ22035), mRNA 


NM 024522 


Homo sapiens hypothetical protein FLJ12650 (FLJ12650), mRNA 


NM 024516 


Homo sapiens hypothetical protein MGC4606 (MGC4606), mRNA 


NM 024514 


Homo sapiens hypothetical protein MGC4663 (MGC4663), mRNA 


NM 024507 


Homo sapiens hypothetical protein MGC10791 (MGC10791), mRNA 


NM 015288 


Homo sapiens KIAA0239 protein (KIAA0239), mRNA 


NM 024419 


Homo saniens Phosphatidyl rfvceronhosnhate Svnthase fPGSl^ mRNA 


NM 024345 


Homo sapiens hypothetical protein MGC 10765 (MGC 10765), mRNA 


NM 024340 


Homo sapiens hypothetical protein MGC4179 (MGC4179), mRNA 


NM 024330 


Homo sapiens hypothetical protein MGC4365 (MGC4365), mRNA 


NM 024326 


Homo sapiens hypothetical protein MGC1 1279 (MGC1 1279), mRNA 


NM 024321 


Homo sapiens hypothetical protein MGC10433 (MGC10433), mRNA 


NM 024312 


Homo sapiens hypothetical protein MGC4170 (MGC4170), mRNA 


NM 024308 


Homo sapiens hypothetical protein MGC4172 (MGC4172), mRNA 


NM 024307 


Homo sapiens hypothetical protein MGC4171 (MGC4171), mRNA 


NM 024295 


Homo sapiens hypothetical protein MGC3067 (MGC3067), mRNA 


NM 020062 


Homo sapiens SLC2A4 regulator (SLC2A4RG), mRNA 


NM 018491 


Homo sapiens COBW-like protein (LOC55871), mRNA 


NM 024116 


Homo sapiens hypothetical protein MGC5306 (MGC5306), mRNA 


NM 024114 


Homo sapiens hypothetical protein MGC4827 (MGC4S27), mRNA 


NM 024113 


Homo sapiens hypothetical protein MGC4707 (MGC4707), mRNA 


NM 024099 


Homo sapiens hypothetical protein MGC2477 (MGC2477), mRNA 


NM 024092 


Homo sapiens hypothetical protein MGC5508 (MGC5508), mRNA 


NM_024084 


Homo sapiens hypothetical protein MGC3196 (MGC3196), mRNA 


NM_024072 


Homo sapiens hypothetical protein MGC2835 (MGC2835), mRNA 


NM_024067 


Homo sapiens hypothetical protein MGC2718 (MGC2718), mRNA 


NM_024063 


Homo sapiens hypothetical protein MGC5347 (MGC5347), mRNA 


NM_024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


NM_024036 


Homo sapiens hypothetical protein MGC3 103 (MGC3103), mRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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XTA K A 1 A f\ A C 

NM 014U4j 


Homo sapiens i^JsJ^Ar jo4Liy4U protein ^jjjsTZ;rjo^i7Hu;, nutuN/Y 


InM 015533 


Homo sapiens JLJJ^ZJtOoob loz 1 protein (L/jsj? z,r3oor> ioz i j, hikin/v 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FLJ21313), mRNA 


NM 023923 


Homo sapiens hypothetical protein FLJ 131/1 (r LJ 1 3 1 / 1 ), mKJNA 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


NM 023070 


Homo sapiens hypothetical protein (LOC65243), mRNA 


NM 023015 


xt i _ . -t » • -1 i - TO 1 A 1 A /T7T TO 1 A 1 A\ »v,D\T A 

Homo sapiens hypothetical protem FLJ21919 (FLJziy iy), mKJNA 


NM_022899 


Homo sapiens likely ortholog of mouse actm-related protem o homolog (b. 
cerevisiae) (FLJ12934), mRNA 


NM_022836 


Homo sapiens DNA cross-link repair IB (PS02 homolog, b. cerevisiae; 
(DCLRJE1B), mRNA 


NM 022831 


Homo sapiens hypothetical protein FLJ 12806 (FLJ 12806), mKJNA 


NM 022828 


TT * t .1 , • i _ i T7T TO 1 A yl A /T?T T0 1A/1A\ -^.T>TvT A 

Homo sapiens hypothetical protein FLJ 2 1940 (FLJ21940), mRNA 


NM_022822 j 


Homo sapiens hypothetical protem FLJ12387 similar to kmesm light chain 

/T7T Ti ^f) 0*7\ T> TV.T A 

(FLJ 123b/), mRNA 


NM 022784 


Homo sapiens nypothetical protein rLJ lz4/o (rLJ iz4/oj, mKJNA 


NM 022783 | 


XT ~ _^ * ^ 1 . ■ r.-. -.41-. r-.4-'. nr1 .-. .- ^. 4- q T?T T1 I/IIO /T7T TIO/IOON -r*-»"0*KTA 

Homo sapiens hypothetical protein FLJ 1242b (rLJ 1242oJ, mKJNA 


NM 022774 


Homo sapiens n^otnetical protein rLrJzi 144 (r i****), mKJN/v j 


NM 022765 


T T • „ „ -i i T7T TI 1 nn /T?T TI 1 A*2 *7\ w»T>*N.T A 

Homo sapiens hypothetical protem FLJ 1 193 / (rLJ 1 193 / ), mKJNA 


NM 022764 


T t „„ : ^ „ -i , _ xT«. _4_j _ _ 1 ^^-<-«-w J^, T7T TI OAAO /T?T T1 O A A 0\ rwDTiTA 

Homo sapiens hypothetical protein JhLJ 1299o (rLJ l299o), mKJNA | 


NM 022758 


TT " _ _ i u.1 i' -I *_ T?T TOO 1 AC /T7T TOOlAC\ «-»^"D"MA 

Homo sapiens hypothetical protem rLJ22195 (FLJ2219^), mKJNA 


NM 022753 


Homo sapiens hypothetical protein FLJ12903 (FLJ12903), mRNA 


NM 022749 


Homo sapiens retmoic acid induced 16 (RAH 6), mRNA 


NM 022746 


tt t . i , ■ i , • -t~«T T^ll AA /T~»T T^11AA\ TJ XT A 

Homo sapiens hypothetical protein FLJ22390 (FU22390), mRNA 


NM 022728 


Homo sapiens neurogenic differentiation 6 (JNEUROD6), mKJNA 


NM 022496 


Homo sapiens nypothetical protein FLJ13433 (FLJ13433), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ13390), 
mRNA 


NM 022484 


Homo sapiens hypothetical protein FLJ 135 /6 (FLJ 13d /o), mKJNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM 022473 


Homo sapiens zinc finger protem 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FLJ13057 similar to germ cell-less 
(FLJ13057), mRNA 


NM 022463 


TT 1 T 1 /xTiT-k t\ T>"KT A 

Homo sapiens nucleoredoxm l (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FLJ 1 403 3 similar to hypoxia inducible factor 

<*» 1 1 1 • /T tiii o A "\ ri\T A 

3 ? alpha subunit (HIF-3A), mRNA 


NM_022461 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene 2 (FLJ21939), mRNA 


NM 022453 


Homo sapiens ring finger protein 25 (RNr25), mKJNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protem 2 (FLJ23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NM_022369 


tx • 1 . t , ■ -i , -|— 'T T1 or /I 1 _ : * 1 j rtj y*" /"T7T T1 OC^ 1 \ 

Homo sapiens hypothetical protein FLJ12541 similar to Stra6 (FLJ12541 ), 

T"i "X T A 

mRNA 


NM_022367 


Homo sapiens hypothetical protein FLJ 122 87 similar to semaphorins 
(rLJ lzzb/;, ixiKJNA 


-MTV/f AOO^^O 

JN1VI UZZO 3 y 


nuuiu bapiens similar to rat myomegaiin ^i^v-z^-uHiozr^, iiijaj.n/a. 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LDECG3), mRNA 
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NM 022147 


Homo sapiens 28kD interferon responsive protein (IFRG28), mRNA 


NM 022140 


Homo sapiens erythrocyte protein band 4.1-like 4 (EPB41L4), mRNA 


NM 022133 


Homo saniens sorting nexin 16 fSNX16^ mRNA 


NM 022126 


Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate 
phosphatase (LHPP), mRNA 


NM 022097 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928), mRNA 


NM__022094 


Homo sapiens hypothetical protein FLJ20871 similar to FSP27 (FLJ20871), 
mRNA 


NM 022090 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920), mRNA 


NM 022074 


Homo sapiens hypothetical protein FLJ22794 (FLJ22794), mRNA 


NM 022071 


Homo sapiens hypothetical protein FLJ20967 (FLJ20967), mRNA 


NM_022063 


Homo sapiens hypothetical protein FLJ13188 (FLJ13188), mRNA 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


NM 022034 


Homo sapiens estrogen regulated gene 1 (ERG-1), mRNA 


NM 021945 


Homo sapiens hypothetical protein FLJ22174 (FLJ22174), mRNA 


NM 021944 


Homo sapiens hypothetical protein FLJ12154 (FLJ12154), mRNA 


NM 021941 


Homo sapiens hypothetical protein FLJ21324 (FLJ21324), mRNA 


NM_02192S 


Homo sapiens hypothetical protein FLJ22649 similar to signal peptidase 
SPC22/23 (FLJ22649), mRNA 


NM 021927 


Homo sapiens hypothetical protein FLJ13220 (FLJ 13220), mRNA 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


NM 021825 


Homo saniens hvnothetical nrotein MDS0^5 rMDS02^ mRTSTA 


NM 01562? 


Homo saniens CGI-43 nrotein (1,0051622^ mRNA 


NM 021639 


Homo saniens hvnothetical nrotein SP192 (SP192 > > mRNA 


NM 021637 


Homo saniens hvnothetical nrotein FLJ 140 84 (FLJ 14084^ mRNA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 2 (KCNN2), mRNA 


NM 021182 


Homo saniens minor histocomoatibilitv antigen HB-1 HTB-1^ mRNA 

XXV/lllv/ OU^|ylvllu7 11111 Iwl 1UO \*\J VV/ll XJ^/Ut 1*1 I^/IJ. L l-Jr vllll-l^Vll XJUU' X ^JL JLJLJ J- J y Jllilvi lil. 


NM 021170 


Homo sapiens bHLH factor Hes4 (LOC57801), mRNA 


NM 021146 


Homo sapiens angiopoietin-like factor (CDT6), mRNA 


NM_005146 


Homo sapiens squamous cell carcinoma antigen recognised by T cells (SART1), 
mRNA 


NM 021079 


Homo sapiens N-myristoyl transferase 1 (NMT1), mRNA 


NM 021046 


Homo sapiens UHS KerB (LOC57830), mRNA 


NM 021018 


Homo sapiens H3 histone family, member I (H3FI), mRNA 


NM 006643 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3), mRNA 


NM 017569 


Homo sapiens transcription factor (p38 interacting protein) (P38DP), mRNA 


NM 015239 


Homo sapiens KIAA1035 protein (KIAA1035), mRNA 


NM 014977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


NM 014610 


Homo sapiens KIAA0088 protein (KIAA0088), mRNA 


NM 015516 


Homo saniens hvnothetical nrotein estradiol-induced fE2IG4^ mRNA 


NM 015388 


Homo sapiens DKFZP566C243 protein (DKFZP566C243), mRNA 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


NM_0 14409 


Homo saniens TAF5-like RNA nolvmerase IT n300/CBP-a«?«;ociated factor 
(PCAF)-associated factor, 65 kD (TAF5L), mRNA 


NM 014368 


Homo sapiens LIM homeobox protein 6 (LHX6), mRNA 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NMJ)12414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP 150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM_007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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XTA/T (\(\1(\1A 


Homo sapiens coronin, actin binding protein, 1 A (COROIA), mRNA 


iNivi__uuoyz / 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
siaiyrransierasej (oi/vi^oj, mKJNA 


J.NJY1 UU0601 


Jtiomo sapiens KArJJD, memoer KAo oncogene family (KAB35), mKJNA 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


JNJVl UUj / 1U 


Homo sapiens polyglutamine binding protein 1 (PQBP1), mRNA 


JNJVl UUDlOO 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 


NM_004492 


Homo sapiens general transcription factor HA, 2 (12kD subunit) (GTF2A2), 
mRNA 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM_003969 


Homo sapiens ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


XTTV JT i"\ /"\ o '"T 1 1 

NM_0027ll 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1 A), mRNA 


NM_002004 


Homo sapiens famesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NM_019111 


Homo sapiens major histocompatibility complex, class n, DR alpha (HLA- 
DRA), mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class II, DO beta (HLA-DOB), 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class II, DM beta (HLA- 
DMB), mRNA 


NM_002125 


Homo sapiens major histocompatibility complex, class n, DR beta 5 (HLA- 
DRB5), mRNA 


"VTA X All ftOO 

NM_021983 


Homo sapiens major histocompatibility complex, class II, DR beta 4 (HLA- 
DRB4), mRNA 


NM_022555 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 
DRB3), mRNA 


NM 0U5962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 2, mRNA 


XTTV K AOAAOO 

NM_0b0923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


XTTV >T AOArtl^ 

NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


XTTl Jf f\Ci AAA 1 

NM_08092 1 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


NM_130386 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant I, 
mRNA 


NM_030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant n, 

T>XT A 

mRNA 


JNiVI_l I/o 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant short, 

m X> XT A 

mKJNA 


NM_000494 


liuniu aapiciit) uuiiagcn, Lypeyvvii, aipnd i ^^v^/j—i //\ij 9 cranscripL variant long, 
mRNA 


NM_001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1, mRNA 


NM_1 30390 


Homo sapiens tripartite motif-containing 34 (TRJM34), transcript variant 3, 
mRNA 


NM_130389 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2 
mRNA 


NM_021616 


Homo sapiens tripartite motif-containing 34 (TRJM34), transcript variant 1, 
mRNA 


NM 030950 


Homo sapiens ret finger protein (RFP), transcript variant beta, mRNA 


NM_130785 


Homo sapiens TPTE and PTEN homologous inositol lipid phosphatase (TPIP), 


NM_1 30784 


Homo sapiens hypothetical gene supported by AY027807; AY027808 
(LOC93426), mRNA 


NM 1307S3 


Homo sapiens similar to neuronal tetraspanin (LOC90139), mRNA 


NM 130782 


Homo sapiens regulator of G-protein signalling 18 (RGS18), mRNA 


NM 130781 


Homo sapiens (RAB24), mRNA 1 


NM 130772 


Homo sapiens S100Z protein (S100Z), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA 


NM 130767 


Homo sapiens cytosolic acetyl-CoA hydrolase (CACH-1), mRNA 


NM 130773 


Homo sapiens caspr5 protein (caspr5), mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NM_033554 


Homo sapiens major histocompatibility complex, class II, DP alpha 1 (HLA- 
DPA1), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


NM 032035 


Homo sapiens MSTP031 protein (MSTP031), mRNA 


NM_017882 


Homo sapiens ceroid-lipofuscinosis neuronal 6 late infantile variant (C 1 ! "NJfft 
mRNA 


NM 006983 


Homo sapiens matrix metalloproteinase 23B (MMP23B), mRNA 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 
(PTPRCAP), mRNA 


NM 004659 


Homo sapiens matrix metalloproteinase 23A (MMP23A), mRNA 


NM 025091 


Homo sapiens hypothetical protein FLJ13330 (FLJ13330), mRNA 


NM 130759 


Homo sapiens immunity associated protein 1 (HVLAP1), mRNA 


NM_0 19841 


Homo sapiens transient receptor potential cation channel, subfamily V member 
5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldehyde reductase (aldose reductase) like 6 (ALDRL6), mRNA 


NM 017436 


Homo sapiens alpha 1 ,4-galactosyltransferase (A4GALT), mRNA 


NM__006480 


Homo sapiens regulator of G-protein sienalline 14 (RGS14^ mRNA 


NM 013357 


Homo sapiens purine -rich element binding protein G (PURG), mRNA 


NM_016155 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17) 
mRNA 


NM_002813 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 9 
(PSMD9), mRNA 


NM 024549 


Homo sapiens hypothetical protein FLJ21 127 (FLJ21 127), mRNA 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM^O 15409 


Homo sapiens El A binding protein p400 (EP400), mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM_0 15530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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NM 005873 | 


Homo sapiens regulator of G-protein signalling 19 (RGS19), mRNA 


NM 130469 


Homo sapiens Jun dimerization protein 2 (idp2), mRNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA J 


NM_130463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
(ATP6G), mRNA 


NM 130459 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 


NM_021070 


Homo sapiens latent transforming growth factor beta binding protein 3 (LTBP3), 
mRNA 


NM_020865 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 36 (DDX36), 
mRNA 


NM 016304 


Homo sapiens 60S ribosomal protein L30 isolog (LOC51187), mRNA 


NM 130443 


Homo sapiens dipeptidylpeptidase IE (DPP3), transcript variant 2, mRNA 


NM_005700 


Homo sapiens dipeptidvlpeptidase III (DPP3), transcript variant 1, mRNA 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orf 12), mRNA 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM_000775 


Homo sapiens cytochrome P450, subfamily IIJ (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NM_053056 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


NMJ 12090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 1, mRNA 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


NMJ)15839 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV3, mRNA 


NMJH5838 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV2, mRNA 


NM_015837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV1, mRNA 


NM 002003 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 1 (FCN1), mRNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPB1), mRNA 


NMJU6328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1, mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV0, mRNA 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


NM_130396 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 2, mRNA 


NMJ)03SS0 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 1, mRNA 


NM 003881 


Homo sapiens WNT1 inducible signaling pathway protein 2 (WISP2), mRNA 


NM_080838 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 2, mRNA 


NM_003882 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 1, mRNA 


NMJ)00651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant S, mRNA 


NMJ)00573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, mRNA 


NM_130385 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (TOPK), mRNA 


NM_002462 


Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 
protein p78 (mouse) (MX1), mRNA 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLP0L), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPL10L), mRNA 


NM 032236 


Homo sapiens FLJ23277 protein (FLJ23277), mRNA 


NM 032784 


Homo sapiens thrombospondin (FLJ 14440), mRNA 


NM_080731 


Homo sapiens intermediate fdament-like MGC:2625 (DKFZP586I2223), 
transcript variant 3, mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOV1), mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


Homo sapiens AD24 protein (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide-binding protein SRI (FENS-1), mRNA 


NM_033630 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, 
mRNA 


NM_016558 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1, 
mRNA 


NM_015438 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 1, mRNA 


NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NM_005031 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


NM_021902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 


NM_014164 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5), 
mRNA 


NM 002463 


Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) (MX2) 5 mRNA 


NM 014577 


Homo sapiens bromodomain containing 1 (BRD1), mRNA 


NM_021004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR) 
mRNA 


NM_020399 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TC 1 0 (PIST), mRNA 


NM 017935 


Homo sapiens hypothetical protein FLJ20706 (BANK), mRNA 


NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44), mRNA 


NM_016100 


Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NATS), 
mRNA 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-binding (NONO), mRNA 


NM 002438 


Homo sapiens mannose receptor, C type 1 (MRG1), mRNA 


NM 015092 


Homo sapiens PI~3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA) 
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transcript variant 2, mRNA 


NM_002836 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 1, mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 (GPR87), mRNA 


NM_003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 
(SHC1), mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NMJH6020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM_0 14475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens signal-regulatory protein beta 1 (SIRPB1), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protein 1-like (HSPA1L), mRNA 


NM_004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNSl),mRNA 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQA1), mRNA 


NMJ)06442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM 080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)80916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_0S0915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)01929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080815 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM_080813 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


NM_OS0812 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NMJ)80811 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


NM_080810 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 14, 
mRNA 


NM_080809 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM_080807 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 11, 
mRNA 
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J. >1VJL l/OUOvU 


Uritnn cam'pnc r*r\l 1 a rrf n •H.m< : » "V^TTT a1-r\lno 1 ( (^(~\T 1 "3 A 1 \ frpncr>rtnf x/oT-i cj-r»t" 1 C\ 
XXU1I1U bapiCllo ouil dgcil, type ./VXX1, dipnd 1 ^v/L»1jA1 J 9 UdlloCXipt Vd.lid.IlL III, 

mRNA 


NM 080K0S 


nomo sapiens coiidgen, type .ajjj., aipna i ^v^uiji or\i j 9 tidxiscript variant 
mRNA 


NM 080804 

±>1VX UOI/OUt' 


nomo sapiens coiiagen, type yviii, aipna 1 ^^vjj_/i-3rvi j, txdnsenpt variant o, 
mRNA 


MM" 08080^ 

IN 1VJL_ y OUOUj 


nomo sapiens conagen, type .ajai, aipna 1 ^uLij/\i transcript variant /, 
mRNA 


NM 08080? 

1NXVX UOUOUZ 


nomo sapiens collagen, type -ajjj., aipna i ^v^i_/i^ i o/\ 1 j, Transcript variant o, 
mRNA 


NM A80801 


nomo sapiens coiiagen, type ami, aipna l {vajjli transcript variant d, 
mRNA 


1N1V1 UOUoUU 


xiomo sapiens couagen, type yviii, aipna i \\s\jl,ljJ\l ) 9 transcript variant 4, 
mRNA 


in ivi_u o u / y y 


Homo sapiens collagen, type XHT, alpha 1 (COL13A1), transcript variant 3, t 

lTUSJ.N/\ 


NM 0R07QK 

XNXVX OOVJ/.7 0 


nomo sapiens conagen, type ajlll, aipna 1 ^vjijIjai iTanscript variant z, 
mRNA 


nm on^on^ 


nomo sapiens conagen, type .aim, aipna 1 ^v_/^ji^i^/\i transcript variant i, 
mRNA 


NM 004^05 

1N1VX KJKJHDyD 


nomo sapiens ureorin i ^ivoini ), transcript variant i, nixviN/v 


NM 080881 


Homo sapiens drebrin 1 (DBN1), transcript variant 2, mRNA 


lNiVt__U5U / zfz. 


Homo sapiens brain-inmiunoglobulin-like molecule with tyrosine-based 
activation motifs (BIT), mRNA 


lNxVi_U oU o 1 0 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 2, 


NM 018SS6 

XNXVX \J L OJJD 


jcionio sapiens signai-reguiatory protein oeta z ^oixvJr dzj, transenpt variant 1, 
mRNA 


NM 0007S7 


T-TnTviA c^"oi Rn Q HonPiTniTiR lr\Ar1 rnY\^1 ocp ^rlrvnQTninf* Kpfa -mnn fin\^;optia cp^ 

(DBH), mRNA 


NM 080426 


T-Trimn ^flrvipnQ rrN^ASl Prtmnlpv InpnQ ^r^rN^A^I^ frnn crrirtt varinnt *7 mPTsJ A 

llvIltU aa.JJlt.lJlo vJl > jtvO ^/Ullipiv/A ^VJINxt-O/, 11 CllioL/1 1JJI VaildllL Z,, HJU\_LNxx 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


NM 000^16 

XNXVX UUVJ IO 


nomo sapiens oin/vo complex locus v^J-^^-^ y> transcript variant i , iuxUN/y 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


NTM n^no?^ 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC96610), mRNA 


IN 1V1__U OU7Z4 


nomo sapiens nypotneticai protein similar to L.Lri-o/ protein (j^wi^yiziyj, 
mRNA. 


NM OROQ?<i 


nomo sapiens nypotneticai protein similar to topoisomerase ^ijin/\; hi oeta yrx. 
sapiens) (LOC 129020), mRNA 


NM 080Q14 

XNXVX__UOv~ i*+ 


nomo sapiens asiaiogiycoprotein receptor z ^/vooivz ^, transcript variant 
mRNA 


NM" 08001^ 

IN XVI _UQU7 1 J 


nomo sapiens asiaiogiycoprotein receptor z {/Yocrxvz transcript variant z, 


NM 080Q1? 


nomo sapiens asiaiogiycoprotein receptor z ^/vooixzj, transcript variant nz , 
mRNA 


NM_001181 


Homo sapiens asiaiogiycoprotein receptor 2 (ASGR2), transcript variant 1 , 
mRNA 


NM 001671 


Homo sapiens asiaiogiycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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NM 052868 


Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), mRNA 


NM 032782 


Homo sapiens hypothetical protein FLJ14428 (TIM3), mRNA 


NM 032309 


Homo sapiens chromosome 2 open reading frame 9 (C2orf9), mRNA 


NM_021625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
4 (TRPV4), mRNA 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
(HTVEP3), mRNA 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9or£16), mRNA 


NM_015192 


Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCB1), 
mRNA 


NM_022481 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains-containing protein 3 (ARAP3), mRNA 


NM_021634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 
(LGR7), mRNA 


NM_013305 


Homo sapiens sialyltransferase 8E (alpha-2, 8-polysialytransferase) (SIAT8E), 
mRNA 


NM 019069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


NM_016179 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


NM_016592 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


NM_0 12471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


NM_012459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMMSB), mRNA 


NM_004621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
6 (TRPC6), mRNA 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 (TRPC1), mRNA 


NM_002124 


Homo sapiens major histocompatibility complex, class H, DR beta 1 (HLA- 
DRB1), mRNA 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


NM_130384 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 6, 
mRNA . 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 
mRNA 


NM_032166 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 
mRNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFG1), mRNA 


NM_033629 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 4, 
mRNA 


NM_033628 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 3, 
mRNA 


NM_016381 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 1, 
mRNA 


NM 031892 


Homo sapiens SH3-domain kinase binding protein 1 (SH3KBP1), mRNA 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, rnRNA 




Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gdi in iid 7 v j. f\\s i ), transcnpt variant gaimiia, mtviN/\ 




numo sapiens lacnyKinm, precursor i ^suosiance iv, suos tance x% neuroKimn I , 
ixc/ui ujviixui z., iicuioiiicuiii ju, iicui uiviiiiii aipiid, iicui upcpLiLic iv, neuropeptiae 
gamma) (TAC1), transcript variant alpha, mRNA 




ijlui iiu cxipicns vj proiem-coupiea receptor, iamny group i 3 memoer Jd 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SF1), mRNA 


1N1Y1 \jyj\JZj\J 


Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA 


1\I1V1_UU j 1 OD 


±lomo sapiens 1 Ai<4 KJN A polymerase 11, 1 A 1 A box binding protein (TBP)- 
associated factor, 1 35 kD (TAF4), mRNA 




Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gaiiiinaj ^ i l uranscnpi vanani oeta, mKJN/\ 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 




Jtlomo sapiens zinc metalloprotemase (!Slli24 nomolog, yeast) (ZMPS1E24), 
mRNA 


1N1VI__UU0 1 y)j 


nomo sapiens WAr iour-aisuliiae core domain 2 (WFDC2), transcnpt vanant 1, 
mRNA 




Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 2, 
mRNA 


NM 05*07^ 


xiomo sapiens w/vr iour-aisuinae core domain {\v rij\-,2) 9 transcnpt vanant d, 




nuiiiu s>dpicn& w/yi^ lour-aisuiiiue core aomam z ^vvri^v^zj, iranscnpt vanant 4-, 


NM_08O733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 


NM 021 197 


xiuiiiu cxipiciia w rAjr njuL-uiouiiiLic core uomaiii i ^wri/Li ) y mi\JtN/v 


NM 0071 28 


xjajuhj oapiciib pic-jj lyinpiiooy ic gene i ^ v l xsjild l ), mJKJ.N/\ 


NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


NM 003 10S 


xauinu s»<ipiciii> boriiiin-reiauea recepior, jl^ul-jk. ciass ) j\ repeats-contammg 
TSORT 1^ mRNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


NM 0^91 ft 


xiumu t>apiciib vroiu aomam recepior proxem ov^ivv^o i ^ovjivv^ol J, nuvlNA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (S ACM2L), 

froncprmt ^rari ant O -ml? "NT A 
LLcHlot/lipL VdrialH Z, IIlXviN jtV 


NM 004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 


IN IV1__U O \J D O^t 


xiomo sapiens o/vl^z suppressoi 01 actm mutations z-hke (yeast) (oACJVLZL), 
transcript variant 1, mRNA 


NM 006711 


nomo sapiens ivin/v Dinoing protein ol, senne-ncn aomam (KJNJrol), transcnpt 
variant 1, mRNA 


NM 0R0SQ4 

I N XVx V OvJyt 


nomo s>£ipicnt> ivin/v omomg proiem oi, senne-ncn aomam ^xsJNFoi), transcnpt 
variant 2, mRNA 


NMJ 00486 j 


Homo sapiens W^V domain-containine: adanter with a coilpd-coil remnn fWAH 
transcript variant 3, mRNA 


NM_100264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NMJ) 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1, mRNA 
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NM 005701 


Homo sapiens RNA, U transporter 1 (RNUT1), mRNA 


NM 014810 i 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo sapiens KIAA0943 protein (Apg4B), mRNA 


NM 020235 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


NM 016312 


Homo sapiens WW domain binding protein 1 1 (WBP1 1), mRNA 


NM 018706 


Homo sapiens KIAA1 630 protein (KIAA1 630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1, 
mRNA 


NM_015542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2, 
mRNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENT1), mRNA 


NM_002833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 3, mRNA 


NM_080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), ! 
transcript variant 1, mRNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 
mRNA 


NM_014369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) 
(PTPN18), mRNA 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 (PTPN14), 
mRNA 


NM_002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN12), 
mRNA 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA 


NM_080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 2, mRNA 


NM_002834 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 1, mRNA 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (BA'l'Jb), 
mRNA 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (BATS), transcript variant 
NG36/G9a, mRNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


NM_004639 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 
mRNA 


NM_080703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 
mRNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 


IN IVI U U Hr OH \J 


TJr\m^ canipnc TTT A _R a ccrw-»is>tf»H rraricrri-nt 1 rRAT1^ trarKCrint Variant 1 
xlOrriU ScLpiCUS n JL>/A. X3 aoiULlaLCU UaUowl XlJi. i ^JJii. -L i/j uaiiowipi voiiaui i } 

mRNA 


IN 1VL_U 0UJ70 


T-JVvmr* camVnc "HT A JR q ccr\r»i nt<*H trnncr/rmt 1 rBATI^ transerint variant 2 

ITIOIXIO Sapiens lii-i A. D doSUL/ldlCU- ildlicvoi iljl i ^JJ-rv x. jl j y uaiiovupL vaiiam 

mRNA 


!NlVl__UoU /y 1 


T4r\mrk caniprtc Hf*ath accnr-mtpri fran<;crintion factor 1 fDATFl^ transerint variant 

J, IIUtVlN .r\_ 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
z, rnj\j.N/\ 


NM_022105 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

1 ttiPXTA 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA i 


IN iVL_U oU/OU 


TJn-rvir* car\ipno rl«ar«V>cV\iir»rl Virvmr»lr*cr /TYrncnWhilfA (T~} A f^T-T^ tranccvrint variant 2 
xiomo sapiens cidcnsnunti nuiiionjg ^j-/nj&upniia.^ yi^x^\^xri.j } uaiiauiijji vai iam. 

mRNA 


inivi_uou / jy 


%Xr\t-r\r\ canipnc rl«ar»TicVm«/^ linmnlna rOrr\cnrVhi 1?A CT} A f^T-O fran<jnrint variant 1 
xioino sapiens aacnsnunu. nomoiog ^j^rusupiiiid^ yi-j r\\^x± j , u.aii2>i^iApt vaiiam. x, 

mRNA 


JNivi ULRoyz 


Unmrt oo-nipnc /^or»V\cV»i VifMTir\1ncr rr^t*r»crir^V»i1 fT^Af^T-T^ tran^nrint variant ^ 
riomo sapiens udcnbnuiiu nomuiug ^jL/rusopiiiid^ ^/\^n j , ndiiovyiipt vanain 


NM_005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 

•rvkPXT A 

rnJKJN/\ 


NM_0 16569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 

ImxlN/V 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NMUoU / UI 


xiomo sapiens inree prime repair exonuciease z yi j&jzs^c,), udiisoiipi vaiwui t, 
mRNA 


xnvvf Acmnn 
JNM_Uc>U /UU 


UnwA oonl^no -fl-i ■»-/=» o -rvr-irvi/a Yvanai-r PYAnnplpQCA 0 fTT? P "V^^ t'T*5ITlCf , TTr\t VPTI Pfl t A 

xiomo sapiens tnree prime rep<iir eAonuoicd.se ^ 1 x\jL>yv^- j , uaixoonpL vanaiu ? 
mRNA 




xiomo sapiens inree prime repair exonuciease z. ^unjz^^v^^, ixciiisdipL voiiaiiu z,, 
mRNA 


INJV1__U 1 / D 1 O 


xi-Omo sapiens inree prime repair ca-oiiul/ icd.se z, injz«zvx/^, uiaiiooiipt vaiiain ^ 5 
mRNA 


JN1V1_UU / ZIO 


T-Inmrk conipnc t\~trf*f* nrimp Tf>r\nir F»vr\r»l l r*l f=»^ CF 4 9 ^HTP P'^'^^ trflnQPtHnt Variant 1 

jriomo sapiens tnrcc prune repair caoiilioiccisc z» ^ 1 jvlax ^ , 110110^11^1 vouam x 3 
mRNA 


IN 1V1_U oU O j Z 


TlAmr\ corki #=»-n c cimilar trv \rf»x ct T Tr\"T^ \/QT*i ant R /TTPV^T^^ tranQriTint variant 1 
xiomo sapiens similar 10 yeaoi upu, vdiidiii j-> ^ujt i/jjj^, uana^iipi. vanaixi j., 

mRNA 


1N1VJL_UZ^U 1 U 


tlrimn canipnc cirr-iilo-r tn ct T TttP^ variant TPP"}T^ tranQCrint Variant 2 

xioino sapiens simiiai 10 yeasL \jyiD y vaiidiit ji> jij>j^ licuiovii^/u vanom 

mRNA 


JNM_UoUoo / 


xiomo sapiens similar to yeast upio, vd.ri<±iiL r\ {urrDr\.j, iidiis^iipt vdiiani z-, 
mRNA 


JNM_UZoU 1 1 


Wr\mr» cQnipnc cimilar tr\ \rp>a ct T TttP^ variant A /T TPT-*"^ A ^ tran^orint variant 1 

xiomo sapiens similar to yeasi upij, vdridnL^v yvjirr jrvj, udii&unpL vanaiu ±, 
mRNA 


IN ±VL__U o\) O J u 


T-Trvmr^ cqt>i p»n c r»r\11cirr^n +\rr\/> "VT alr>n5i 1 ^<^OT 1 1 A 1 ^ tranQP.'ri'nt Variant 

jTLOino sapiens coiiagen, type ai, dipiid i ^uli ij^\i ^ 5 uan&uupL vonam 

m D>JA 

nixviN/\ j 


IN 1V1_U 


T-Tnmr* cam'friQ rrkllaapn hmp "5^T nlnnn 1 Tr^OT 1 1 tran^crint variant B 

mRNA 




Homo saniens collagen tvne XI alnha 1 rCOLllAlV transcrint variant A, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


NM_0 14481 


Homo sapiens apurinic/apyrimidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080649 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 3, mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA 


NM_001641 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 1, mRNA 


NM 080839 


Homo sapiens similar to gamma-glutamyltransferase 1 (LOC91227), mRNA 


NM_080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein (ESDN), mRNA 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


NM 080920 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE) like (RARL), mRNA 


NM_080842 


Homo sapiens hypothetical gene similar to gamma-glutamyltransferase-like 
activity 1 (LOCI 29026), mRNA 


NM_031460 


Homo sapiens potassium channel, subfamily K, member 17 (TASK-4) 
(KCNK17), mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


NM 03351S 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BAT5), mRNA 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3 A), mRNA 


NM_016310 


Homo sapiens polymerase (RNA) m (DNA directed) polypeptide K (12.3 kD) 
(POLR3K), mRNA 


NM_031991 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
3, mRNA 


NM_031990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
1, mRNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NMJ)22454 


Homo sapiens SRY-related HMG-box transcription factor SOX 17 (SOX 17), 
mRNA 


NM_004652 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 1, mRNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 6A 
(MS4A6A), mRNA 


NM 022122 


Homo sapiens matrix metalloproteinase 27 (MMP27), mRNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 
mRNA 


NMJ306918 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fiingal)- 
nice (pUDJJL;, mKJNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC3SA2), mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 (TRPM1), mRNA 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


NMJ)06758 


Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1 (U2AF1), 
mRNA 


NMJ306264 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(FasVassociated phosphatase) (PTPN13), transcript vanant 2, mRNA 


NM__006055 


Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) 
(LANCL1), mRNA 


NM_005716 


Homo sapiens regulator of G-protein signalling 19 interacting protein 1 
(RGS19IPl),mRNA 


NM 005149 


Homo sapiens T-box 19 (TBX19), mRNA 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


NM_000275 


Homo sapiens oculocutaneous albinism II (pink-eye dilution homolog, mouse) 
(OCA2), mRNA 


NM_001384 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


NM_000062 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (CI inhibitor), 
member 1, (angioedema, hereditary) (SERPING1), mRNA 


NM_003307 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
2 (TRPM2), mRNA 


NM_003807 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 14 

/rrrv 1 1' » <"» I - * 1 (t\ T\ "VTA 

(TNFSF14), mRNA 


NM 002984 


Homo sapiens small inducible cytokine A4 (SC YA4), mKJNA 


NM 002105 


Homo sapiens H2A histone family, member X (H2AFX), mRNA 


NM 005331 


tt ' 1 11* i.V x 1 /TTD/M \ T> "XT A 

Homo sapiens hemoglobin, theta 1 (HBQ1), mRNA 


NM 000558 


TT • -i 11* 111 /TTT1 A 1 \ T1 \T A 

Homo sapiens hemoglobin, alpha 1 (HBA1), mRNA 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


NM 012262 


Homo sapiens heparan sulfate 2-O-sulfotransferase 1 (HS2ST1), mRNA 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


NM 018960 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 


NM 017807 


Homo sapiens O-sialoglycoprotem endopeptidase (OSGEP), mRNA 


NM_0 16732 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 1, mRNA 


NM_0 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 
mRNA 


NM 012320 


TT 1 1 11" O /T T 7T)T A O \ T"> "X T A 

Homo sapiens lysophosphohpase 3 (LYPLA3), mRNA 


NM 000184 


tt • 1 11 * . _ . /""li /T |T\ /*^i *"% "\ T^l T A 

Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


NM_007367 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 2, mRNA 


NM 005332 


TT 1 1 1 * _ j „ /TTn"7\ "r>XT A 

Homo sapiens hemoglobin, zeta (HBZ), mRNA 


NM 005438 


TT T»,/""vn 1 "1 jJ ^„ "1 /T7AXOT 1 \ - _ T* "K T A 

Homo sapiens FOS-like antigen 1 (FOSL1), mRNA 


NM_000158 


Homo sapiens glucan (1,4-alpha-), branching enzyme 1 (glycogen branching 
enzyme, Andersen disease, glycogen storage disease type IV) (CjJobl), mKJNA 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


NG 000007 


Homo sapiens genomic beta globin region (HBB@) on chromosome 1 1 


InCj 000006 


Homo sapiens genomic alpha globin region (HB A@) on chromosome 1 6 


KM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisiae) (MCM1U), mKNA 


NM_0 18593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 10 (SJLG16A10), mRMA 


NM 018240 


Homo sapiens kin of IEJCE like (JJrosopnnaj gsJ±<J<±!,L) 5 mKJNA 


NM 016004 


Homo sapiens chromosome 20 open reading trame 9 (C20ori9), mKJNA 


NM 006841 


Homo sapiens solute earner family 38, member 3 (SLC3SA3), mRNA 


NMJ)03725 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
dehydrogenase; 3 -hydroxysteroid epimerase (RODH), mRNA 


NG 000009 


Homo sapiens genomic small histone family cluster (HFS@) on chromosome 6 


NM 080878 


Homo sapiens endothelial lectin HL-2 (rlL-z), mKJNA 


"VTA >T AOAOT/f 

NM 080876 


Homo sapiens protein phosphatase (SKRP1), mRNA 


NM 080874 


Homo sapiens ankyrin repeat and SOCS box-containing 5 (ASB5), mRNA 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASB1 1), mRNA 


NM 080872 


Homo sapiens KIAAl/77 protein (Unc5h4), mRNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxm 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankynn repeat and SOCS box-containing 16 (ASB16), mRNA 


NM_080862 


Homo sapiens SPRY domain-containing SOCS box protein SSB-4 (bSB-4), 
mRNA 


NM_080S61 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM 080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


NM_004170 


Homo sapiens solute carrier family 1 (neuronal/epithehal high affinity glutamate 
transporter, system Xag), member 1 (SLC1 Al), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NM_025220 


Homo sapiens a dismtegrm and metalloprotemase domain 33 (ADAM33), 
mRNA 


NM 018548 


Homo sapiens down-regulated m lung cancer (HLCJLXjr 1), mKJNA 


NM_080740 


Homo sapiens similar to Ovis aries Y chromosome repeat region OY1 1.1 
(3 UY1 1.1), mKJNA 


"XTA K f\ "1 '"l 1 /TO 

NM 012163 


Homo sapiens F-box and leucine-rich repeat protein 9 (FBXL9), mRNA 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


NM 012160 


Homo sapiens F-box and leucme-nch repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 


NM 012158 


tt ♦ T*' t IT* * 1 J. j ' *y A /*TVT ■> "\T"T •**> A \ - T*\ *X T A 

Homo sapiens F-box and leucine-rich repeat protein 3 A (FBXL3 A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


tt ■ T-" t IT* * T j * S~ ST^TTI "V7"T X"\ J , I A, 

Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 2, mRNA 


NM_012162 


T-r * T-» 1 "IT " "T . _ j " f / infVT.T'T S~\ -i- ! j 

Homo sapiens F-box and leucine-nch repeat protein 6 (FBXL6), transenpt 
variant 1, mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 2, mRNA 


NM_012161 


tt ' T-N i "IT - t A. i * r- /~r— »T"x "X TT C \ j " 

Homo sapiens F-box and leucine-nch repeat protein 5 (FBXL5), transcript 
variant i, itikjl\i/\ 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 




Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 4 5 mRNA 


1N1VI \JDZ,yjJ 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 3, mRNA 


in ivi__u d zsjjz. 


TTnmn Q?mipn<; Williams Beuren svndrome chromosome region 14 (WBSCR14), 
transcript variant 2, mRNA 


NM_032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
tran^crint variant 1 mRNA 


Mf, 000008 


Homo sapiens genomic cytochrome P450, subfamily LTA (phenobarbital- 
inducible^ ( CYP2 A) on chromosome 1 9 


NM 030809 


Homo sapiens chromosome 12 open reading frame 22 (C12orf22), mRNA 


"NTM 004426 


Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDR1), 
mRNA 


NM 020244 


Homo sapiens choline phosphotransferase 1 (CHPT1), mRNA 


NM 019074 


Homo sapiens delta-like 4 (Drosophila) (DLL4), mRNA 


NM 018990 


Homo sapiens chromosome X open reading frame 9 (CXorf9), mRNA 


NM 017833 


Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA 


NM 018255 

X ^ XT X V X \J +s 


Homo sapiens elongator protein 2 (ELP2), mRNA 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NM 014927 


Homo sapiens connector enhancer of KSR2 (CNK2), mRNA 


NM 012164 


Homo sapiens F~box and WD-40 domain protein 2 (FBXW2), mRNA 


TsJTVT 019947 


Unmn Qanipn<5 <5p1eninm donor nrotein fSPSi. mRNA 


INIYI. U1Z1 D-> 


Unmn sarnenq F-box and WD-40 domain nrotein 3 (FBXW3), mRNA 


NM_00719S 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
mRNA 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mPNA 


J.N J.YJ. UUJO / H 


TTnmn «?ar»ien«; Tine finder nrotein 239 fZNF239\ mRNA 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-110 (Drosophila) (DLG2), 
mRNA 


"MM" onn^4^ 


Unmn QnnipnQ amvln-1 6-&luco<vidase 4-alnha-elucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
6, mRNA 


In 1VI__\J W \J O H- J 


Unmn <:anipn<: amvlo-1 6-alucosidase 4-alDha-elucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
5, mRNA 


TsTIVT CsC\(\f*AA 
IN 1V1 ^v/UVJ 0*+*+ 


Wnmr* <:arn>TiQ amvlo-1 6-elucosidase 4 -aloha- elucano transferase (glycogen 
debranching enzyme, glycogen storage disease type IH) (AGL), transcript variant 
2, mRNA 


IN IVx v/ \J \J UH .3 


TTnmr* «;arvien<; amvlo-1 6-fflucosidase 4-aloha-elucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
3, mRNA 


xnvf nnn^49 

In Ivl VJUU OH-Z 


*PTr\mo cnnipnc nmvln-1 6-alnm<;ida«;e 4-alnha-fflucanotransterase ( glycogen 
H^KranrViincr pn 7vme plvcopen storage disease tvne LED (AGL), transcript variant 
1 mRNA 


NM 000028 


Homo sapiens amylo-l 3 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HT) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orfS7), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44) 5 mRNA 


NM 080823 


1 Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM_0 17662 


Homo sapiens transient receptor potential cation channel, suDiamiiy M, memoer 
6 (TRPM6), mRNA 


NMJ)80744 


Homo sapiens scavenger receptor cysteine rich domain containing, group B (4 
domains) (SRCRB4D), mRNA 


NM_000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 
(COL10A1), mRNA 


NMJ357096 


Homo sapiens cytochrome P450 polypeptide m [y, x r transcript vanam o, 
mRNA 


NM 014578 


Homo sapiens ras homolog gene family, member L> (AKHJJ), mKJN A 


NMJ)2070S 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 
5 (SLC12A5), mRNA 


NM 016093 


Homo sapiens nbosomal protem L26-like 1 (RPL26L1), mRJNA 


NM_057095 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant z, 
mRNA 


NM_022820 


Homo sapiens cytochrome P450 polypeptide 43 (CirJA^;, transcript variant i, 
mRNA 


NM_052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading trame oU ^zuorrou ), mKiN/v 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 


NM 021029 


tt -1 i . TO/''— ST% TIT o y A "\ . -, -i T> \T A 

Homo sapiens nbosomal protein L36a (RPL36A), mRNA 


NM_001001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 


NM_033645 


Homo sapiens F-box and WD-40 domain protein IB (FBXW IB), transcript 
variant 1, mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 2, mRNA 


NM_012300 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 3, mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20ort5l), mKJN A 


NMJ)1495S 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 
mRNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


NM_030876 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (OR5Y1), 
mRNA 


NM 031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


NM_006462 


Homo sapiens chromosome 20 open reading trame 18 (CzOorilo;, transcript 
variant 1, mRNA 


NM_031229 


Homo sapiens chromosome 20 open readmg trame 18 (CzUortlo), transcript 
variant 2, mRNA 


NM__031228 


Homo sapiens chromosome 20 open readmg frame 18 (C20ortl8), transcript 
variant 3, mRNA 


NMJ)31227 


Homo sapiens chromosome 20 open reading frame 18 (CZOortlo), transcript 
variant 4, mRNA 


XTTV/T C\"X 1 AO A 


TTnmn Q^nipnc rVimmnQome 90 nr>en reading frame 5*5 TC20orf55^ mRNA 

JJt.tJlJ.lVJ o&fJldlo Ivill vJIJIIUoVJIIIC aC\J KJ\Jy^yL i v_-u.vj.iAig > u. nAxxv-/ «^ ^v^wii^^yj nuu v » 


NM 0005 IS 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair 1C (PSQ2 homolog, S. cerevisiae) 
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^ J_J v_^X->X\JL/ 1 1±1X\J. >l 11 


MM 07709Q 


Homo sanipns chromosome 70 onen reading frame 51 (C20orf51 ), XllRNA 


NMJ)00668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 

mRNA 
i i ix vi n rv 


NM 071Q43 


Wnrnn canipnQ tf»QtiQ pvnrfQQp H Qpniipnf.P 77 (' 1 "hvX"77 1 TttRlN A 

XXUillU £>apiwllo IVdLlO VvA.pi CodVU SfcLJ LH/lllv Vv «_ / ^ X 1j/V^ / J, iiu.\j.ix x. 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), iriRNA 


XN 1V1 UZ X Z 1 »> 


TTnmA CQtiip>nc <*»1^iv\YYir»o/vr*-4#» 90 rkT\f>n Tf*cxf^\riGr "Ftotvif* 77 I f 70orr77l ml^NTA 
nUniU Sapiens will UIIlUoUIIlC opcil XCatllllg name / / \\^>^\J\Ji L / I ) 9 iiiivi>n. 


xnv/r 01 9 1 41 
1N1VI__U 1 Z 1 *t 1 


XlOIuU oapiCIlo UriALZ/n ^^bp~VJlU-/A.ld.-^Vbp/xxl£>^ UUA p^vP^pil^v ^X-/A-/-/v-fi*u^, 

mRNA 


xnvr 09199*; 

1N1Y1 UZ 1 ZZD 


xxomo sapiens proline -ncn i ^x ssxjjli l ) 9 itiivin/a. 


"mtv/t oo^or 


xxomo sapiens regenerating loie i-u.cn vcu~iijvc3 paiiuica-Lio aiiJiic piuicin 
paiiuicatiu Liircd-U. piuiciu-iiivc yitiij ^xvxZ/vjx^ y ? iijx\j.n/a. 


xnvr 090^£ 

IN 1V1 UZvjjO 


UrvmA conipnc r»1rrr\Tyi/^Ci^m^ 90 r^Ti^n Tf*c»r1lTi or "Itejttif* ^7 ^r~ 1 70o7"T^7 l TTlT?'NtA 
XXOIllvJ Sapiens CnrUIIlUoUIIlC ZAj open lCatalllg llallic ~j Z, ^v^^vy\Ji x_JZ*y 5 a i ixvi > r\. 


"MA/T 090^£Q 
IN 1V1__U ZUjD7 


nuiiiu Sapiens lasem nomuiug at/tiii-uu.iiu.iiiig piuLein, ic^Liouiai 
rSktrAncrvlrvppTitrntnQ •niirnn ratlin i rF'S(^ , N3 i mT^NA 


nm 020145 


Homo ^anien^ SH3 -domain GRB2-like endonhilin B2 CSH3GLB2^ mRNA 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


MM 01Q095 
IN IVx w i y\Jz* D 


TTrvmr\ caniptic pl>minncnmp 70 nnpn rpfiHirnr framp 16 r(" , 70oT'F1 6 i mPT^JA 

XXUAilvJ o tip 1 Clio L/lli VJllUJbvJlllC upcil lwauulg Xiaiil^ 1. VJ ^vUl 11 v/j iiixn-lx^v 


NM_0 18679 


Homo sapiens t-complex 1 1 (mouse) (TCP 11), mRNA 


XTA/T 017^RQ 
1N1V1 Ul /Do? 


riomo sapiens r>-ceii iransiocauon gene h yxo lkjh), jju\i\j-y 


IN lvl UloOiJZ 


riomo sapiens enromosome zu open reaamg xrame i / ^v^zuurn / j, iilinj.>i^v 


iMivi_u i ooy / 


xionio sapiens LaiiL laniiuiouc synmeiasc Lumpuncin ^ nivc ^ua^ieiiai^ 

H AXTPT 9^ rnBMA 
^xw-rvlNV^-x^Z^, inivlN/A. 


TsJM 01R677 


TJattia oanipnc ckf*t*'t\A f^r\f>r\ r 7~\rme* A c\ m tVi /=>i"Q cf> 9 ( ATiT^ fnrmin^ T A A 7 j 

xiumo Sapiens aL/Ctyi-v^ucnioyiric x\. syiiLiicLasc ^ ^-tx_l/i njiiiimg,^ ^nvnuw y , 
mRNA 

lllXV-L^t -ti. 


NM 01 8431 


TTomo QantpnQ plirnmn^nmp 70 orvpn rpaditio - frame 1 80 rC]20orf*lS0i mRNA 

X 1 KJ 111 VJ oujJivllo will UlllwOUlllw x»v vj-'^/ll 1 x^ClvllJll^ Udlilv l Uv J. i u v iiuvi.ii i 


NM 018725 


TTnmo QarnprtQ intprlpnlrin 1 7Ti rpppntnr (T\ 17RR i mRNA 

XX^illL/ Ou|JIwlJ& 111 ttl lt-UllVill i / XJ lV/VV|Jlvl 1 t X / ■UlVyj X I JUL X-i ^1 ii 


NM 01 8474 


TTomo Qanipn*; rlirnmn^nmp 70 nnpn rpadino - frame 1 Q (CV^Oorf^ 9 1 mRNA 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


XTlV/f n 175? 74 
1N1V1 Ul /O /*t 


xiomo sapiens enromosome zu open reaoing name z / ^zwunz. / ) 9 iiu\A>f\. 


IN lvl Ul IQDzf 


xiomo sapiens uname Kinase-iiKe i ^ijivrvi-, i j, iiiivin/\ 


XfA/F 0177QQ 
INlVl Ul / / Vo 


xiomo sapiens enromosome zu open reauing rrame z i ^\^zuunz 1 ^, iiiivi>-rv 


xnv/f oi 77CQ 

IN1V1__U1 / /07 


riomo sapiens sema aomam, lmmunogiouuiin uomam ^ig,;, ir<iiisinemDranc 
uonidin \^xivi.^ dnu snuit L-y lopiasimu iiiJiiiam, ^seniapiioiiii^ '-tv^ ^oA-*ivi^v.*+v^y, 
mRNA 

lllXVl^xi. 


NM 017714 

X y X VX V/ X / / 1 *T 


Homo saniens chromosome 20 onen reading frame 13 fC20orfl3 f mRNA 


NM 017671 

X XV JL \s X 1 \J 1 X 


Homo <?ai liens chromosome 20 onen reading frame 42 fC20orf42 )« mRNA 

AXVlllv OvlL/lVXlJ V1XX Tl/XX1\JOV/1X1v Z^ \J vL/vll X wU-vllXlC XilUAiW » ^ \ v^^^vx^i^ • / ^ tiu>u ^ ■* *■ 


NM 018384 


Homo ^aniens immune associated nucleotide 4 like 1 fmouse^ fIAN4Ll\ mRNA 


NM 018354 


Homo saniens chromosome 20 onen reading frame 46 ^C20orf46\ mRNA 

i.lUXlXv/ fcJCAL/XwAXCJ wliX \/lXX\/Uv/Xllw ZW \/ UUwXX 1 VUUIiiC} XI U1A1V 1 V-» » j Hixvi i* *■ 


NM 018347 


Homo saniens chromosome 20 onen reading frame 29 fC20orf29^ mRNA 


NM 018327 

1 N 1VX u 1 O JL / 


Homo saniens chromosome 70 nnpn rpaHincr frame 38 fC20orf38 1 mRNA 

11U111V/ 0(1|J1v11ij vlU v/lllV/oiJlllv/ jLi\J \J\J\*/XX 1 vu.vlU.lg U ttliiv ~s \j ^^^wii^uyj 11U.VI i* *. 


NM 018282 


Homo saniens narasnerlclp nrotpin 1 fiPSJPl^ mRNA 

x AVJinvy oayiviio l/cu uou^ vxviv/ piwt.wiii x ^x ox x j , nnviu »- 


NM 018270 


Homo saniens chromosome 70 onen reading frame 20 fC20orf20 1 mRNA 

XXVJXllV/ O Ci. yj 1 VllO VlU VlllWOVlllv *-i \J \J\J\j1.X 1 V/UU111^ -l-X UIAAV ^*\J \^**r^* \J lliXvl IX X. 


NM 018757 

AN IVX UlOl>J / 


TTomo saniens ehromosomp 70 nnpn rpadincr frame 36 rC20orf36i mRNA 

XXvJLll*-' SClL/lvIlu Will vlllUJV/lllw £*\J UL/U11 1 wtlUlllg 11 till AW ^\/^v\/l JL./V/^ llUVLii i 


NM 018197 


T-Tomo saniens 7inc fintrpr nrofpin 64 riomolop - Tmouse i TZFP64 i mRNA 

1 1VJ1 1 l\J DupiVriio £j!11v llllgbl ^1 KJ Lwll 1 yJ*^ H\\JXXX\J lug iiiiuuowy \* — ^ ■ y , imviin. 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15 f -dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NM_016319 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7A 
(Arabidopsis) (COPS7A), mRNA 


NM 015985 


Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


NM_015834 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(ADARB1), transcript variant DRADA2c, mRNA 


NM_015833 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(ADARB1), transcript variant DRABA2b, mRNA 


NM 014036 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 014012 


Homo sapiens RAS (RAD and GEM)-like GTP-binding (REM), mRNA 


NM_0 14841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 
(SNAP91), mRNA 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHX1B), mRNA 


NM_015313 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 12 (ARHGEF12), 
mRNA 


NM_014784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEF1 1), 
mRNA 


NM_0 14862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 


NM 014054 


Homo sapiens chromosome 20 open reading frame 40 (C20orf40), mRNA 


NM_0 15629 


Homo sapiens PRP31 pre-mRNA processing factor 31 homolog (yeast) 
(PRPF31),mRNA 


NM 015417 


Homo sapiens chromosome 20 open reading frame 28 (C20orf28), mRNA 


NM_0 14625 


Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocin) (NPHS2), 
mRNA 


NM 014592 


Homo sapiens Kv channel interacting protein 1 (KCNTPl), mRNA 


NM_0 14140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a-like 1 (SMARCAL1), mRNA 


NM 013442 


Homo sapiens stomatin (EPB72)-like 2 (STOML2), mRNA 


NM 013248 


Homo sapiens NUTF-like export factorl (NXT1), mRNA 


NM 013316 


Homo sapiens CCR4-NOT transcription complex, subunit (CNOT4), mRNA 


NM_0 13348 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 14 
(KCNJ14), mRNA 


NM 013279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lorf9), mRNA 


NM_012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
(Strongylocentrotus purpuratus) (FSCN2), mRNA 


NM 012201 


Homo sapiens golgi apparatus protein 1 (GLG1), mRNA 


NM 000519 


Homo sapiens hemoglobin, delta (HBD), mRNA 


NM 006999 


Homo sapiens polymerase (DNA directed) sigma (POLS), mRNA 


NM_006719 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-m, 
mRNA 


NM_002313 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-1, 
mRNA 


NM 007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


NM 007184 


Homo sapiens nischarin (NISCH), mRNA 


NM_006720 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM_006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (COPS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog 
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of LI) (CHL1), mRNA 


NM 006410 


Homo sapiens HIV-1 lat interactive protein z, ku jjhli aiitzj, ituuna 


NMJ)06432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


NM 006348 


Homo sapiens golgi transport complex l ku suounitj (ou,uil,i j, m±uNy\ 


NM 006408 


Homo sapiens anterior gradient 2 homo log (Aenepus laevis; (AUrKzj, niKiN a 


NM 006106 


Homo sapiens Yes-associated protein l, oj kjj (YAti), mKJNA 


NM 006096 


Homo sapiens N-myc downstream regulated gene 1 ^iNUKijri;, mjsJNA 


NM_006071 


Homo sapiens polycystic kidney disease (poly cy sun ) ana khj (sperm receptor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


NM 006092 


Homo sapiens caspase recruitment domain tamily, member 4 ^aku^j, itikjna 


NM 005748 


Homo sapiens YY1 associated factor 2 (YAF2), mRNA 


NM 005715 


Homo sapiens uronyl-2-sulfotransferase (USl), mRNA 


NM 005622 


, , . i 1 t / i\ /o A TT\ ^T"l "\.T A 

Homo sapiens SA hypertension-associated homolog (rat) (SAH), mRNA 


NM_005733 


Homo sapiens RAB6 interacting, kmesm-hke (rabkmesmo) (RAB6KIFL), 
mRNA 


NM_005668 


Homo sapiens sialyltransferase 8D (alpna-2, 8-polysialytransterase; ^lAiou;, 
mRNA 


NM 005606 


TT 1 _ _ • __ /"r /^Ti yOV"T\ -__T> XT A 

Homo sapiens legumam (LGMN), mRNA 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


NM 005469 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTbl), mRNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


NM 005108 


Homo sapiens xylulokmase homolog (H. influenzae) (XYLB) ? mRNA 


NM 004610 


Homo sapiens t-complex 10 (mouse) (TCP10), mRNA 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 
(MAP4K2), mRNA 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 
(COCH), mRNA 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


NM_004902 


Homo sapiens RNA-bmdmg region (RNP1, REM) containing 2 (RNPC2), 
mRNA 


NM_004353 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 1, (collagen binding protein 1) (SERP1NH1), mRNA 


NM_004317 


Homo sapiens arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 
(ASNA1), mRNA 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
function) (ENTPD6), mRNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 
mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBP1), mRNA 


NM_003098 


Homo sapiens syntrophm, alpha 1 (dystrophm-associated protein Al, 59kD, 
acidic component) (SNTA1), mRNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
sialytransferase, GD3 synthase) (SIAT8A), mRNA 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
(SHB), mRNA 


NM 003579 


Homo sapiens RAD54-hke (S. cerevisiae) (RAD54JL), mKJNA 


NM_002669 


Homo sapiens pleiotropic regulator 1 (rRLlnomoiog, /vraoiaopsis; ^rLKuij, 
mRNA 


NM_000139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (COPS3), mRNA 


NM_000083 


Homo sapiens chloride channel 1, skeletal muscle (Thomsen disease, autosomal 
dominant} fCLCNl), mRNA 


NM_000691 


Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 
mRNA 


NM_001112 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 nomolog rat) 
(AD ARB 1), transcript variant DRADA2a, mRNA 


NM.004370 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 
mRNA 


NM_080645 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant short, 
mRNA 


NM_080681 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 2, 
mRNA 


NM_080680 


Homo sapiens collagen, type XI, alpha 2 (COL1 1A2), transcript variant 1, 
mRNA 


NM_080679 


Homo sapiens collagen, type XI, alpha 2 (COL1 1A2), transcript variant 3, 
mRNA 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 


NM_000638 


Homo sapiens vitronectin (serum spreading factor, somatomedin B, complement 
S-protein) (VTN), mRNA 


NM_080682 


Homo sapiens vascular cell adhesion molecule I (VCAMl), transcript variant 2, 
mRNA 


NM_001078 


-wt 1 11 11* 111 /"X 7" A X >T T \ -i . _ _ _ -i lr _ _ . _ * _ .-,4- 1 

Homo sapiens vascular cell adhesion molecule 1 (VCAMl), transcript variant 1, 
mRNA 


NM 006115 


Homo sapiens preferentially expressed antigen in melanoma (PRAME), mRNA 


NM 000175 


Homo sapiens glucose phosphate isomerase (GPI), mRNA 


NM- 020526 


TT ' _ t? i a O /"T7T>TT A 0\ ^.DXT A 

Homo sapiens liphAo (JkiJrHAo), mRNA 


NM 002109 


XT * i * j*i i i.T)\T * a 1 - a. /TT A Ty O \ vnDXl A 

Homo sapiens histidyl-tRNA synthetase (HAKs»), mKJNA 


NM 012208 


XT * t ' ~2- ' J .1 iT)XT A ■ T _ _ _ 1 J 1 /TT AT)CT \ T) ~\T A 

Homo sapiens histidyl-tRNA synthetase-hke (HAKlSLj, mKJNA 


NM 004608 


Homo sapiens T-box 6 (TBXo), transcnpt variant 1 , mKJNA 


NM 080758 


Homo sapiens T-box 6 (TBXo), transcnpt variant mKJNA 


NM 080718 


Homo sapiens T-box 5 (TBX5), transcnpt vanant 2, mJt<JN A 


NM 080717 


TT ' rp 1 ^ /'I'll "V 7 " ^ \ 4 . . ■-. ■ n r, I .-. 4- _ ■ i .i Z jt. *5 «V\D\T A 

Homo sapiens T-box 5 (TBX5), transcnpt vanant J, mKJNA 


NM 000192 


Homo sapiens T-box 5 (TBX5), transcnpt vanant 1, mKJNA 


NM 080832 


Homo sapiens poly(A) binding protein, cytoplasmic d (rAbfCD), mKJNA 


NM 080824 


Homo sapiens cliromosome 20 open reading trame lUo ^zuortiuo), mKJNA 


NM 080822 


Homo sapiens candidate tumor suppressor UVtAi (Ovv^Aki), mKJNA 


NM 080821 


Homo sapiens chromosome 20 open reading trame 10b (CzUortlUo), mKJNA 


NM 080820 


Homo sapiens chromosome 20 open reading rrame 6b (Uzuorieo), mKJNA 


NM 080818 


Homo sapiens G protein-coupled receptor b0 (CrrKbU), mKJNA 


NM 080817 


Homo sapiens G protein-coupled receptor 82 (GFKoz), mKJNA 


NM 080794 


xx _1_ ^ J * 1 "|_ _ 1 _^ _a _ '„ T OA /TV ^ 11 T5T O A\ T) "KT A 

Homo sapiens mitochondnal nbosomal protem L39 (JVLKJ^JLiy), mRNA 


NM 020973 


Homo sapiens cytosolic beta-glucosidase (uLUt), mKJNA 


XTK iT AC j! 1 1 ^ 

NM 054H2 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM 052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


NM 014145 


Homo sapiens chromosome 20 open reading frame 30 (Czuori30), mKJNA 


XTA/T fiQIzLfkQ 

jNivi ujj^-uy 


riomo sapiens cnromosome zu open reaumg irdiiic ^yuuj'tj, iiixsj.n^-\. 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NM_024021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 1 Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


NM 024960 


Homo sapiens chromosome zu open reaomg irame *+o ^zuorF+o;, itlivin/\ 


NM 024893 


Homo sapiens chromosome 20 open reading frame 39 (C20orf39), mRNA 


NM 024299 


Homo sapiens chromosome zU open reaomg irame my ^zuoiriHyj, mtsj.N/\ i 


NM 024077 


Homo sapiens SJbClS binding protein z (brSrZj, mKJNA 


NM_022730 


Homo sapiens GOPy constitutive pnotomorpnogenic nomoiog suDunii id 
(Arabidopsis) (COPS7B), mRNA 


NM 022574 


Homo sapiens postmeiotic segregation increased z-UKe iz (rm<A«Ji niKJNA 


NM_022568 


Homo sapiens aldehyde denyrdogenase a iamily, member ai (jM^utioAi), 
mRNA 


NM 022477 


Homo sapiens NDRG family member 3 fNDRCo), mKJNA 


NM_022082 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59), mRNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 10 (SLC4A10), mRNA 


NM 021230 


Homo sapiens myeloidAymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM_021145 


Homo sapiens cyclm D binding myb-hke transcription factor 1 (DMTF1), 
mRNA 


NM_005238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETS1), mRNA 


NM 020465 


Homo sapiens NDRG family member 4 (NDRG4), mRNA ! 


NM_0 14227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 
member 4 (SLC5A4), mRNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NM_015665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A^ ( AAAS), mRNA 


NM_021950 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 
fragment of IgE, high affinity 1, receptor tor; beta polypeptide) (m£54Ai mKJNA 


NM_005589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), 
mRNA 


NM_000533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
jparaplegia 2, uncomplicated) (PLP1), mRNA 


NM 016252 


Homo sapiens baculoviral IAP repeat-containing 6 (apollon) (BIRC6), mRNA 


NM 014351 


TT • i /■» /- f> "1 /I A 1 1 /pTTT ^TP A A 1\ _-D\T A 

Homo sapiens sulfotransferase family 4 A, member 1 (SULT4A1), mRNA 


NM_012323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 

S ' "V it A '■ 11 IX T"» "VTA 

(avian) (MAFF), mRNA 


NM_006600 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


NM_006145 


Homo sapiens DnaJ (Hsp40) homolog, subfmaily B, member 1 (DNAJB1), 
mRNA 


NM_005120 


Homo sapiens trinucleotide repeat containing 1 1 (IHK-associatea protem, z3U 
kD subunit) (TNRC1 1), mRNA 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosyntnesis-like 1 (S. cerevisiae) (DPH2L1), mKJNA 


xt\ vr rvrv 1 oo'7 

NM 0U1J2/ 


Homo sapiens cancer/testis antigen 1 (CiAtJij, mKJNA 


NM 0c>0/50 


Homo sapiens chromosome Zi) open reading rrame 143 {K^z\jonm^) y ixusina 


NM 032S19 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 


NM_0 17895 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 | Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEW), mRNA 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


NM_080732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FLJ22393), 
mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, S (EDG8), mRNA 


NM_0 16069 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP31 (SMAP31), mRNA 


NM 032556 


Homo sapiens interleukin-1 HY2 (IL1HY2), mRNA 


NM_014331 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 1 1 (SLC7A1 1), mRNA 


NM 017564 


Homo sapiens stabilin-2 (STAB2), mRNA 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


NM 015356 


Homo sapiens scribble (SCRUB), mRNA 


NM 030648 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA 


NM 018488 


Homo sapiens T-box 4 (TBX4), mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20ql3.1 1 


NM_080722 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondm type 1 motif, 14 (ADAMTS14), mRNA 


NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20ortl33), mRNA 


NM 080674 


Homo sapiens chromosome 20 open reading frame 86 (C20orf86), mRNA 


NM 080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA \ 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM 080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


NM 020633 


Homo sapiens VIR-like 1 (V1RL1), mRNA 


NM 007259 


Homo sapiens vacuolar protein sorting 45 A (yeast) (VPS45 A), mRNA 


NM_080631 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2, 
mRNA 


NM_0 14396 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 
mRNA 


NM 018668 


Homo sapiens vacuolar protein sorting 33B (yeast) (VPS33B), mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33 A), mRNA 


NM 003610 


Homo sapiens RAE1 RNA export 1 homolog (S. pombe) (RAE1), mRNA 


NM 014061 


Homo sapiens APR-1 protein (MAGEH1), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


NM_001867 


Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene 
encoding mitochondrial protein, rnRNA 


NM_001866 


Homo sapiens cytochrome c oxidase subunit VHb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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JN1V1_UU 1 ODD 


W/^Tnrt citnipnQ rvtnpVirnmp r oxidase subutiit Vila polypeptide 2 (liver) 
(COX7 A2), nuclear gene encoding mitochondrial protein, mRNA 


xnv/i noi r^a 


Wrvmn earners rvtnchrorne c oxidase subunit Vila polypeptide 1 (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 




"HVvmn Qnnipn<i rollertin sub-familv member 10 (C-tvpe lectin) (COLEC10), 
mRNA 


IN ivi__u O U 3 *t*+ 


Unmn onnipnQ rr»1lncrf>n-1ilce tail subunit fsinele strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VIE, mRNA 


JNJVL_UoUj4J 


TTrvmr* cat-ti<=»nc nc\W n crp-n -1 i Vp tail «nihiinit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VII, mRNA 


XTTv/f AOO^/IO 

]NM_UoUD4Z 


tinmrt conipTic r»nll ck crf*n-1i1rp tail Qiibnnit f single strand of" homotrimer} ot 

XlUinU odplCllO L/VjllClgt/ll LC3.11 OLLl/UUll ^OllX^AV^ OUUllU u*«M.y v*. 

asymmetric acetylcholinesterase (COLO), transcript variant VI, mRNA 


JNJVL^UolO^l 


T-i^TYirk caniAnc rr^lla cy^n-liVp tail subunit f single strand of homotrimer) ot 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


JNM^UolO^U 


u nrnn ca-nipnc nollaapn-lilre tail subunit Tsinele strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


JNM_UoUj Dy 


■pT/vrv^ cor^i^nc f-r»l1 ^ ctp-ti-It tail ^iibiinit ( single strand of homotrimer ) of 
asymmetric acetylcholinesterase (COLQ), transcript variant IE, mRNA 


JNM_UoU0Jo 


Tjrtmn noTM^nc r»oil a crp«_1i Vp tail Qiibiinit f 'sino'le strand of homotrimer^ of 
xiomo sapiens cuiidgcn -nivc lo.ii ouuuuii ^011151^ »>uouu uuuiwuii"^/ 

asymmetric acetylcholinesterase (COLQ), transcript variant n, mRNA 




U/-im^ ponipnc ^>r»iiorr^n liVp t?ai1 ciiViiinit ^Qinorlp strand of homotrimer 1 of 
irxomo sapiens coiiagen-iiivc tan iuuuiui ^amgit 3 u ° iiu wx AAv/nrv^u.AXii\^Ay 

acxrmTYiPtrif- 5if>pt^/lpVirklinp<;tprac;p fCOT transcrint variant I. mRNA 


xT\/f fifing oo 

IN 1V1_U 5U J y L 


TTr\mn car»ipn<s arir*ntn«;is related r»rotein APR- 3 (APR-3), transcript variant 2, 
mRNA 


NM_0 16085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 

rvVPKFA 

rnrsJ-N-rv — 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


"KTTV/T Afil '7/1 C 


tlrvtvirt cortipnc r«c»lr»inm moflnlatino - ll trpTl H ( C~l A TVT I ^Ct p niRNA 

jnLomo sapiens ud.ivviiiiii iiiuu.uia.Lnig ugcaiiu. v x v - , - r *- l - v - L, -' vj / ? 11 ^ ^ *• 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
nirkA A\\\^tAr-r\r\r-r\tckC:f> ff* 1 ATW miplpar trprip pneodinff mitochondrial protein. 

3.XXQ Cnny tirOOl UldoC IV^jVJL/y,, HUL/lCal gCllw ulvvuuig iiuiuvnwi«uj.i"* ^aww***., 

mRNA 


IN ivl__U j ZH y 3 


"HVvmr* cani^nQ a Hnntnr-r elated nrotein comolex 1 mu 1 Subunit (AP1M1), 

mRNA 


IN1V1__UU1 IZ5 


TPTrkmrk cor*ipnc aHantnr-related nrotein comnlex 1 ffamma 1 SUbunit (A_PlCi*l ), 

mRNA 


IN lvl_y o U »> *t D 


"HVvmrk canien<: adantor-related nrotein complex 1. gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


rNivi_uu^y i / 


ij nrnA cQ-rvipnQ ndantor-related nrotein comolex 1 eamma 2 subunit (AP1G2), 
transcript variant 1, mRNA 


IN lVI_U 6U J *\ y 


u^^^ conipnc T^t-rit^i r> tvTT^cinp nVioQnbata^e non-recentor tvoe 6 (r I a In O ). 

ilOIUO odpiCnb U1ULC1H l^lV/OlllC JJlllJoLJllClLclOV^, IIWII ivuvpivi ujrj^w v/ ^- j- 

transcript variant 3, mRNA 


JN 1V1_U oU 3 H 6 


UAmA coniprtc r-iri^tpir* t\/Tocinp "nlio^inViata^e non-recentor tvue o (PjLJtInoK 

XXOlllO SapiCIlo IJI yj LCill Ljrlvloiiic Lyiiv/o^JiiciLciiav-/, ±l\jxi. i^^^v^ivyx ir V ^ w / 5 

transcript variant 2, mRNA 


IN1VI_UUZOO 1 


tJ/-vty-i/> com'pnc -nrofpirt t\/roQinp nbo^nViata^e n on -receiptor tvoe 6 (PXPNoK 

JTlOITlO odpiCllb IJI \J LClll Lji'lV/OlllC LJllV^o^llClLClOVv, null wjr^w v y^- ■«- 

transcript variant 1, mRNA 


IN 1VX__U OJ>\J 


TJrvmr* oc»-r*ip»r»c Y^rr\tein rvro^ine nbo^nbata^e non-recentor tvpe 4 

JlOXnC) odUlCllo UlUlvlll LVl V/Olllw- pFllV^OL^lldLClOW, null iv/vv^/i-vi -j 

(megakaryocyte) (PTPN4), mRNA 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, mRNA 


NM_002828 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 1, mRNA 


NM_002827 . 


Homo sapiens protein tyrosine phosphatase, non-receptor type l (PTPNl), 
mRNA 


NM_014241 


Homo sapiens protein tyrosine phosphatase-hke (proline instead of catalytic 
arginine), member a (PTPLA), mRNA 


NM_003479 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 1, mRNA 


NM_080392 j 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 3. mRNA 


NM_080391 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 2 9 mRNA 


NM_080591 


•w-»- • ,11* i "i * i i x j i j ■ _ /r t 

Homo sapiens prostaglandm-endoperoxide synthase 1 (prostaglandin Cj/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 2, mRNA 


NM_000962 


Homo sapiens prostaglandm-endoperoxide synthase 1 (prostaglandin Cj/li 
synthase and cyclooxygenase) (PTGS1), transcript variant 1, mRNA 


NM 004058 


Homo sapiens calcyphosme (CAPS), transcript variant 1, mRNA 


NM 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


NM_006380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 (APPBP2), mRNA 


NM_003905 


Homo sapiens amyloid beta precursor protein binding protein 1, 59kD 
(APPBPl),mRNA 


NM_005783 


Homo sapiens ATP binding protein associated with cell differentiation 
(APACD), mRNA 


NM_080600 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 2, 
mRNA 


NM_002361 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 1, 
mRNA 


MM 005994 


Homo sapiens T-box 2 (TBX2), mRNA 


NM 0SO647 


Homo sapiens T-box 1 (TBX1), transcript variant C, mKJNA 


NM 080646 


Homo sapiens T-box 1 (TBX1), transcript variant A, mRNA 


NM 080675 


Homo sapiens sperm associated antigen 4-hke (SPAG4L), mRNA 


NM 080617 


Homo sapiens cerebellin precursor-like 1 (CBLNL1), mRNA 


NM 080611 


Homo sapiens dual specificity phosphatase-hke 15 (DUSP15), mRNA 


NM 080610 


Homo sapiens cystatm 9-like (mouse) (CST9L), mRNA 


NM_080602 


Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kD) (ARPC3B), 
mRNA 


NG_000011 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.3@) on chromosome 19 


NM 016649 


Homo sapiens chromosome 20 open reading frame 6 (C20orf6), mRNA 


NM 080597 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1 A), mRNA 


NM_080605 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
6 (B3GALT6), mRNA 


NM_058169 


-r-r t n i • ■ 1 /-\ _1 . i 1 /"T ATT 1 / ">/"-'T> 1 \ 

Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (LOH12CR1), 
mRNA 


-v TT\ K AC O 1 /I A 

NM 058164 


Homo sapiens oltactomeam z (UJ^riviz;, mivi>i/\ 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class III complement gene cluster (MCGC@) on 
chromosome 6 



234 

BNSDOCID: <WO .03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



iNivi vzuyot 


XJnmn cfl-nipnQ nnrlear reeentor coactivator 5 fNCOA5V mRNA 


Tsnvr 0^044 


Homo saniens microtubule-actin crosslinkine factor 1 (1VLACF1), transcript 
variant 3 mRNA 


isJM 0^094 

JL> 1VJL \J JJw-lI 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 2 mRNA 


TsJH 000017 


Homo sapiens genomic protocadherin beta cluster (PCDHB@) on chromosome 5 


"NM 01SR64 

±>l 1V1 Ul JO VJ*T 


Homo sapiens chromosome 6 open reading frame 32 (C6orf32), mRNA 


KTIVf 0391 £R 


Homo saniens hi stone acetvltransf erase MYST1 fLVTYSTl), mRNA 


vy 030776 


TTomo saniens chromosome 20 onen reading frame 183 (C20orfl83), mRNA 


mm 09401 R 


Homo sapiens chromosome 20 open reading frame 172 (C20orfl72), mRNA 


Tsjv/f 09dR19 

1N1V1 UZ-H-O 


Womo saniens brain and acute leukemia cvtonlasmic (BAALCT), mRNA 


>JM 094777 


Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 


TsFM 0947SS 


Homo saniens amiatinase fFLJ23384\ mRNA 


TsTM 094641 


Homo sapiens mandaselin (FLJ12838), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21) 5 mRNA 


"MA/T 094301 


Unmn Qflriipn«; fukufin -related nrotein TFKRPV mRNA 


INJVL UUj / Oj 


UfttYirv csmipn*; aminnarlinate-^emialdehvde svnthase fAASSi, mRNA 


"KTK/T 09303*1 


PTatma corvipnQ rhromoinme 90 onen readinii frame 116 fC20orfll6#, mRNA 




T4nmr\ Qnni^nQ "PTT^ interarrinff nrotein ( ^erine-aroinine ricW 2 fFUSIP2}, mRNA 


NM_014555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 


iNlvl UUUjj / 




In IVL U 1 OO J Z. 


TTnmn <:anien<; Prn crooked neck-like 1 CDrosoohilai fCRNKLl), mRNA 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


JNM_UU 1 y o / 


XTr\-»-«/~i conipric pnVor\;ntir "hra-n cl 5» H nn initiarinn factor 4 A lSOtorm 2 1 ■CfJj t 4A^2 1. 

xiomo sapiens cuKdrytHit/ iidiioicitujii liiiLiduvjiA ianui < wuiunu v 
mRNA 




u ATV1A c -r, n ; pn r; T_ro a li^ctr\-np familv member Y9 CH7AFY21 mRNA 
xiomo sapiens r\.£jr\. iiioloiic idiiiiijy, iiiciiiuci x z. ^n-ru x *-}■> uuvi^j x 


XTA/f n 1 ^ 1 AO. 
JNJVL U ID 140 


ti nrY1A canipnc PAC Hr^msiin rnntainin o - <5erine/tbreonine kinase TPASKV mRNA 


NM_0 17902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIF1AN), 


"MN/T fll S9fi^ 
IN1VJL_U I oZoj 


"W/-4n-»rk e*ai-»i^Tic rlirrkmrtCAmp 1 S nnpn reading frame 12 fC15orfl2\ nuclear £ene 

XiOlTlO odplCIlo U1U VJlIUJoL/lllC XJ VJ^Jt/l 1 tt-ciiaiiig) xxaiiiw ^vi^wiiii*;) iAX -* VA o 

p , r»r > r\Hi"n o mitnebonrlrial rvrntein mRNA 


"MA/T 018967 


Wnmn <;anien«j H9 A histone familv member J fH2AFJ\ mRNA 


NM_017555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 
mRNA 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


Kf\A 01 <nQQ3 


tTr\mr* conipnc r\l a ^mnlinin rPA/fT mRNA 


"MA/T 01403 £ 
IN1VL 


WrvTnn cnniVnQ A/fl v interactnr HVT ONDO A ^ mRNA 


NM_014948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 

i*Tit^rcjr>fi* tict nrotein S rTTRPF7TPS^ mRNA 


NM_014016 


Homo sapiens SAC1 suppressor of actin mutations 1-like (yeast) (SACM1L), 


1N1V1 UIjIjO 


Hnmn ^anienq RFST corenressor fRCORi mRNA 


KT\A 013337 
JNIVI UIjjj / 


Wrvmn cnnien<? translocate of inner mitochondrial membrane 22 homolos fveast) 
(TIMM22), mRNA 


KTN/T HI 3933 


u nTMA oc»r*ient: serine threonine kinase ^9 rSTE20/SPSl homoloe veast^ 

XKJillU odL/lwllo oCl 1LI& till WUilXlAW IvJ-tlClOt. -J s \\j x. is** v/ **vinv;iv/g) j x-'i-i-u t,j 

CSTK39), mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), mUNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 
(yeast) (TIMM17A), mRNA 


NM_006420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 

At _f* 1 J * A i • . J\ / A T"l T"?/'-'* T"?T"?'"> \ T> "K, T A 

(brefeldin A-inhibited) (ARFGEF2), mRNA 


NM 005992 


Homo sapiens T-box 1 (TBX1), transcript variant B 5 mRNA 


NM_005834 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog B 
(yeast) (TTMM17B), mRNA 


NM_000385 


Homo sapiens aquaponn 1 (channel-forming integral protein, 28kD) (AQP1), 
mRNA 


NM_002891 


Homo sapiens Ras protein-specific guanine nucleotide-releasing factor 1 
(RASGRF1), mRNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA I 


NM_002792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 
(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM_001402 


Homo sapiens eukaryotic translation elongation iactor 1 alpha 1 (EJbr 1A1), 
mRNA 


NM 080677 


XT ' J -| - i , i r\ /tm _ T> XT A 

Homo sapiens dynem light chain 2 (Dlc2), mRNA 


NM 080672 


XT • _ _ r~\ attjI r-w-i a -I --j /TT1 T71fl\ T"> XT A 

Homo sapiens Q9H4T4 like (HI 7739), mRNA 


NM_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 

Arr/^XTT 1 A"\ XX XT A 

(KCNE4), mRNA 


NM 080670 


Homo sapiens similar to RIKEN cDNA 261UU3UJlo gene (JVLUC2D41), rnKJNA 


NM 080669 


Homo sapiens similar to RIKEN cDNA 1 1 10002C08 gene (MGC9564), mKNA , 


NM 080667 


xx * ' 1 j_ ■nTT/"n"KT txX T A /I f\1 1 /f O OTv 1 A _ /x jr/~*f~^ 1 c /i ATX __.T) "N.T A 

Homo sapiens similar to RIKEN cDNA 4931428D14 gene (MGC154U7), mRNA 


NM_0S0665 


Homo sapiens similar to RIKEN cDNA B23G1 18G17 gene (MoC 19604), 

^T> "KT A 

mRNA 


NM 080664 


Homo sapiens similar to RIKliN cJJNA 4y3UD /Qrvo gene (JVLvjrv^yy izj, nuciNA 


\t» jr AO A/f 

NM 080662 


TT „ * „ : ■ 1 T> TT/ r T77vT ^,T~\TvT A 1 01 1 /vn« ^ /TV Af~2,r^A O Q 1 \ T> XT A 

Homo sapiens similar to R 1 K hN cJJNA lolUU22r 1 1 gene v JVlvjrC>4zo l), mKJNA 


\TTl AT f\C> i~\ Si f\ 

NM 080660 


Homo sapiens similar to KJJsJbN cDINA izUUUi^N lo gene tiVivjrUi4Zoyj 3 mreiN/v 


NM 0b06jy 


Homo sapiens similar to K i K kn cjjna z3 iuuoUvjuo gene ywi\jt\- LHODy)> mjKJN/\ 


NM OoOoDV 


Homo sapiens vipirin (cig5), mRNA 


NM 080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC17337), mRNA 


NM 080654 


Homo sapiens NY-REN-41 antigen (NY-RbN-41), mKNA 


XTX JC AOA/T O 

NM 080653 


Homo sapiens similar to RIKEN cDNA 493050UC14 gene (JvlCjUy34 1), mKJNA 


NM 0S0652 


tt_ • • -| j _ T)iT r T?\T _TxTvT A CT3ACTOXTAO > /TV^"PP1 ClA7\ ___T>"K.T A 

Homo sapiens similar to RTKhN cDJNA 5730o7oNOo gene (IvlLrd!>39/), mKNA 


NM 004296 


Homo sapiens regulator ot G-protein signalling o (KObo), mKJNA 1 


NM_J)14234 


Homo sapiens FabG (beta-ketoacyl-[acyl -carrier-protein] reductase, E coli) like 

/Tj _ _1 '\ /T7 A DPT \ wi'DTvTA 

(^±i. COll) (JrAJDvjrL), mKJNA 


NJVl UZ4//D 


xiomo sapiens gemm o ^oJiivjuiNoj, niKiN a 


NJVl UoUoZo 


riomo sapiens r>Ki3 Dinamg protein v oKi-?r5Jr), mKJNA 


X TX If ACAA'X 

NJVl UoUoZD 


Jtiomo sapiens cnromosome zu open reaaing irarne iou ^v^zuornouj, mjKJLN.rt. 


NJVl UoUolO 


xiomo sapiens cnromosome zu open reaaing irame i iz ^zuoni izj, nuviNA 


NM UkUolz 


Jtiomo sapiens UvJo/vjat) iamiiy memoer d (uAdj j, mKiN a 


NM UoUoU/ 


Homo sapiens chromosome 20 open reading frame 102 (C20orfl02), mRNA 


lNiVl VOuOUj 




NM 032019 


Homo sapiens histone deacetylase 10 (HDAC10), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orf 126), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04) 5 mRNA 
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NM 022104 


Homo sapiens chromosome 20 open reading frame 67 (C20orf67), mRNA 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


TOM 015511 

-L >i J. VX V/ i. ~> *J x 1 


TTnmo saniens chromosome 20 ot>en reading frame 4 (C20orf4), mRNA 


NM 002116 


Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA 


NM 023017 


Homo sapiens phosphoinositide 3 -kinase enhancer (PIKE), mRNA 


"NTK/f OOflQ'*'} 

iNivi uzuy^j 


TJnmn cor\iAnc r 7\x\r > "fincr^r TvrrktPin 1 7 C/ \I 1 7 1 TT"I Tv XJ A 

xionio octpiciio z»inc linger piuiein ji / v z-»i>xr j ± / jxixxx^-rx 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 

mP MA 


JN1V1 U 1 5ZU0 


Ur^r-nr* coniAtic Tjopi i/x1 or fvtwf'PiYi cnrhno *\ S i "v/p^cj el" i i VrS t i i TTlR^IA 
xxOmO Sapicnb VdOUUldl jJlLRCill bUIlIIlg ^yea-Sty V v -*- y> iiUM>irv 




Wnmr^ oanipnc FiF ATi/Tf f A cn-niii- Ala- Asn/Wis i box nolvnentide 38 fDDX38l 
xiomo sapiens LJHir\xJl xl ^/YSp-Olu-z^ld-^ap/irix:*/ uwa puiy ptpiivxc; jo \j_yx^v-> ujy 

mRNA 


IN iVL_UU OH H D 


T47vmr\ canipnc "pX> "DQ rvrf»_m T? XT A rvmp PCQincr "Factor 8 VlOTTinloC* ( VPa ST^ ("PRPFRi 
XxOmO Sapieilb rjvro piC-IIlxxxN.Tx pujucooiiij^ xavuxi o iiuiiiAJiug yy\*>aa\,j \x xxx j. vj^ 3 

mRNA 


IN1VL UUoo/D 


U/-4rv%r\ ooni f*-r~k c i~%.fe^ -rviT? T\T A -i-\-rr\ r» e o i -r» rr "FciP'fYYr 1 R fT*T?T^1 R 1 TYlT? TxT A 

xiomo sapiens pre-iiiixxN/TL pruuc&Miig id^uxi 10 ^uvr ±0)? iiixvin^x 


NM 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


Xnv>r (\(\aih A 

NM_0U43 /4 


JnLomo sapiens cytocnrome c oxidase suduiiil vie ^v_/vJ-a.ov^^ 5 nuuicai gene 
encoding mitochondrial protein, mRNA 


JNJV1_UU 1 bo3 


xiomo sapiens cytocnrome c oxidase suounii vid ^uaddj, nucie<ir gene 
encoding mitochondrial protein, mRNA 


vrN/f Afi<oo< 
iNJVL__UU!>zUj 


riomo sapiens cytociirome c oxidase suDunii v id. puiypcpuu-e ^ \\^\jj\x>jr\^) y 

ni ir»1 por rrj^-r^ja *=»ti r»/^r1in rr mi rxTlHri q1 nrTitPlrl TTiP'inJA 

nucicar gene cntouiiig iiiiujuiiuiilxiicii jjujieixi, 1 1 jx vj. ^ 


NM_004373 


Homo sapiens cytochrome c oxidase subimit Via polypeptide 1 (COX6A1), 
nucicdr gene encuu.irig iiiiiijuiiuiiuiicii jjivjiein, iiixvx^-rv 


IN iVl__U J ZOUy 


T-TnmA cQnipnc r , \/tr»f ViTr^m** f* r^YiH^QP QiiViimit T\f l^ofoTTTI *) ((~ICY)C4-X'2. 1 nnclear 

XXUIIIU odUieilo V LUwIliUIllC C UAlLldoC DUUUU1L XV XOUivilll 1* ^V^V-X-/V-T"J-tr /, iiuvivui 

gene encoding mitochondrial protein, mRNA 


XTN^ 030/lfcQ 


xiomo sapiens acrosin Dinuing proiem ^av^jvdi j, nissi^irx 


NM_080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


JNJV1 UoU4/j 


riomo sapiens vjr/\i/v Dinoing proiem d i jt\j nTxviN/\ 


NM_002121 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 

T\T>n 1 \ rv»T?XTA 

\Jrr> 1 ), mi\JN/\ 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX15), nuclear gene encoding mitochondrial protein, transcript variant 1, 

m p\TA 

mx\JN/\ 


XTA/T C\(\A1K 

JNJVl_UU4j / D 


xiomo sapiens \^\JJ\. i i nomoiog, cytocnrome l> UAiud^c dabemuiy piuLcin ^ycaa^ 
^L_AA/vi i nuciear gene encoding miiocnoiiuridi piuicm, uuviNn 


lNiVl_UU I jU^ 


TTaitia earvipmc C\ST 1 O V»rvmr\lr»cr r»\/f r\r*Virr\"mf* P Ovida^P QccpmTilv TTTntPITl V| PTT1P 

xiomo sdpieno uvjaiu noiriuiug, oynjoiixoiiie ^ uAiuasw aoct^iinjiy |jnjLt^iii, uwnv 
A /fQ-rnpc\/1frar»cfprncp ^x/^iact^ fYTY5f lOi miplear pene encodinp" mitochondrial 

r\fr»tpin mT? TxT A 

piUlCill, 111_LX_L>I^V 


NM 0S4028 


Homo aniens acvl-malonvl condensing enzrvme ( AlVLAC^ mRNA 


NM 0T?4R5 


Homo saniens chromosome 20 onen reading frame 154 (C20orfl54). mRNA 


NM 03^342 


Homo saniens trinartite motif-containinn 7 fTRHVIVV mRNA 


NM 03^421 


Homo saniens chromosome 20 onenreadine frame 161 fC20orfl61V mRNA 


NM 033197 


Homo sapiens chromosome 20 open reading frame 1 14 (C20orfl 14), mRNA 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 


NM 0398R3 


Homo ^aniens chromosome 20 onen readine: frame 100 fC20orfl00^ mRNA 


NM 032523 


Homo sapiens oxysterol binding protein-like 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 
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NM 025128 


Homo sapiens MUool enaonuciease (JYLUooIj, mrsJN/v 


NM 024958 


Homo sapiens chromosome 20 open reading irame yo (czuoriyo;, miu>i/v 


NM 024663 


xiomo sapiens ammopeptiaase-iike 1 ^iNJrJc/ri^ij, mt\iN/\ 


"KTJV AT rt^/lCO^ 

NM 024586 


Homo sapiens oxysteroi binding protein-UKe y {Kjox}rL,y), mjtsJN/\ 


XTiv jc AO /I 1 OA 

NM 024120 


Homo sapiens chromosome zu open reauing irame / ^zuori / ), itusjln/y 


NM 022776 


Homo sapiens oxysteroi binding protein-liKe i l (UM5r jl i i j, ixlkin J\ 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 022088 


Homo sapiens zmc finger protein 338 (ZNF338), mKJMA 


NM 021158 


Homo sapiens chromosome 20 open reaamg irame y / (CzOorty /), mKJNA 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 


NM 021220 


Homo sapiens zmc finger protem 339 (ZNF339), mRNA 


NM_021039 


Homo sapiens S100 calcium binding protein A14 (calgizzann) (S100A14), 
mRNA 


NM 020659 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 


NM_0 18972 


Homo sapiens ganglioside-induced differentiation-associated protein 1 
(GDAP1), mRNA 


NM 017921 


Homo sapiens hypothetical protein FLJ20657 (NPL4), mRNA 


NM 017784 


Homo sapiens oxysteroi binding protein-like 10 (OSBPL10), mRNA 


NM 017731 


Homo sapiens oxysteroi binding protein-like 7 (OSBPL7), mRNA 


NM 018209 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 
(ARF1 GAP), mRNA 


NM 018102 Homo sapiens zinc finger protein 334 (ZNF334), mRNA | 


NM 015891 


Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 


NM 016599 


Homo sapiens myozenin 2 (MYOZ2), mRNA 


NM 014962 


Homo sapiens BTB (POZ) domain containing 3 (BTBD3), mRNA 


NM 014835 


Homo sapiens oxysteroi binding protein-like 2 (OSBPL2), mRNA 


NM 014723 


Homo sapiens syntaphilin (SNPH), mRNA 


NM 014183 


Homo sapiens dynein light chain 2A (DNLC2A), mRNA 


NM_0 14055 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (C20orfl0), mRNA 


NM 012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03) 3 mRNA 


NM 013369 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3-like (DNMT3L), mRNA 


NM 012469 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1), mRNA 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


NM_006809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mRNA 


NM 006813 


Homo sapiens proline rich 2 (PROL2), mRNA 


NM_002509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 


NM_080474 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 12 (SERPINB12), mRNA 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUB A3), mRNA 


NM_003463 


Homo sapiens protein tyrosine phosphatase type IV A, member 1 (PTP4A1), 
mRNA 


NM 019888 


Homo sapiens melanocortin 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 3f, mRNA 


NM_079420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant If, mRNA 
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xnvr 00070^ 


"H"/vmr* conipnc /-I nr\ a m i n f» •n»r , ^n+r\T* T""l7 /TYI?T"^7'\ tT*a"ncr"rint variant 1 nVRXTA 
XT.OII10 odpiCIlo LLOpdllllllC ICOCpLUI X-^Z, \IJ jSA^J jL ) ^ II alloOl l]Jl VdllallL i, IIIXVIN^A. 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


XTA/f 07QQ17 
1N1V1_U IzfODl 


riomo sapiens Jt> i associaieu nuciear proiem ^d/iin r j, transcript variani z, 
mRNA 


XT1V/1 A17C£Q 


xiomo sapiens ±5 1 kjo associatea nuciear proiem ^o/yinjt,), transcript variani i 9 
mRNA 


iNivi_u j 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


XTN/T 07Q.A7/1 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscie v.ivi i jlo ), transcripi variant *t , tcuvtn/y 


XT\/f 07QA7 ^ 


xiomo sapiens myosin, ngni poiypepnae o, aiKan, smooin muscie ana non- 

mUoLlC \lvx I JL«0^, LlalldUXipL VallallL Z., lliXvlN-TA. 


XFM 09 1 01 Q 


nomo sapiens myosin, ngni poiypcpuue o, cukciii, amuom muscie anu non- 

IIlLloL/lC ^IVJL X LjKjj , LlalloC'IipL VdilallL 1, IIUVLN-TV 


MM 004^00 


ixuiiiu bapicxia or i lu nuL/icdi uuciy piuiciii \oxr i ii/j, iiaxidwiipL varidiiL d., iiuvln/a. 


XJX/T 080J7A 

1N1VX uou't-wH 


xjloitio odpienb or i iu nuuicdi uutiy piuicm ^ojti jlv/j, iidiiouiipL vdiidiiL u, iiiivj.N^rv 


MM OOzKIO 


XiOino sapiens %j± i iu niicicdi uociy proiem v.^-*- * udiioi/npi varidin u, iillvln/a. 


MM (\C\A^1A 


xxumo sapiens pcdnui-iiKe z ^x^rosupmia^ ^riNu ii^z.)^ irdnbcripi vd.nd.ni i, itun-ln/y 


MM 0R0A17 


numu sapiens peanui-iiKe z ^xyrusupmid^ ^jtimu li^zj, irdnsonpi vdridni *t, nixsj-N^v 


MM 0R0416 


T-Ti^TYir^ ctmiptio rvpani it—Ill/"^ 7 ^ 1 1"r/"*c/vr»Viil Ck\ /'T^'NJTT T 1 T 7"\ truncArmt -iro t*i dr\i~ *\ ml? "^T A 
XTLOIIIU SdpiCllS pCdJlUl-lliVC Z ^X^HJSOpillld^ ^riNUlJLij, LldllSl/Iipi Vdlldlll O, IllXVLN^A. 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


MM 007 1 1 7 

INlYX \J\J4* lit 


nomo sapiens mdjor nisiOL-ompdiioiiiiy L-onipieAK, c^idss x, v_- ^jnx->/\-v^ j, rnxviN/A. 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


INv_, UU 1 5U / 


Homo sapiens mitochondrion, complete genome 


XTTV/f HQOACQ 


riomo sapiens synoecan omaing proxein ^synieninj z (oUUDrzjj mJKJN/\ 


INiVl_UU 1 y y 1 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


XT\/f 0^7170 
l\lVi_U.> Illy 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-l (DERMOl), mRNA 


M\/T OOIOOR 


xiomo sapiens noosomai proiem x -liriKea ^jtvJroH x ^, iujvin/v 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 




Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 




Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA ! 


XTN/T AA1 CAA 

1N1Vx_UU I oUU 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


JNM_U/oOZO 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


XTA/f Anio^o 
JNiVl_UUlZOZ 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
^v^xyxsj.NZL.j, nranscopi vanani i, miviN/v 


MM 07&d.K7 


nomo sapiens cycnn-oepenaeni Kinase inniDixor zjd \jji d, lnniDiis k^ljjs^ 6 *) 

( r^F)T<r7VJ7R^ trancrririt variant 7 mT?>J A 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pl5, inhibits CDK4) 

( r^T~ll^7sJ7T^^ francr»ri-nt variant 1 -ml? XT A 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


NM 052945 


Homo sani^n«; RAFF recentnr (Tt AFFP^i m"R>JA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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NM_00474U 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 

Z, TIIKJN A 


NM_078471 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 

1, mKJNA 


NM 001852 


Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 


NM 0784&5 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), uanscnpt variant 2, mRNA 


NM 001851 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 1, mRNA 


X TTV K f\ C A f\^\ f 

NM_054026 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 2, mRNA 


XTTV Jf f\ 1 O ^ C A 

NM_013354 


Homo sapiens CCR4-NOT transcription complex, subumt 7 (CNOT7), transcript 
variant 1, mRNA 


NM_004064 


Homo sapiens cyclm-dependent kinase inhibitor IB (p27, Kipl) (CDKNIB), 
mRNA 


NM_000389 


Homo sapiens cychn-dependent kinase inhibitor 1 A (p21, Cipl) (CDKN1A), 
transcript variant 1, mRNA 


NM_078467 


Homo sapiens cyclm-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1A), 
transcript variant 2, mRNA 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 

TT XT A 

mRNA 


NM 004642 


Homo sapiens CDK2-associated protein 1 (CDK2AP1), mRNA 


NM 078481 


Homo sapiens CD97 antigen (CD97), transcript variant 1, mRNA 


NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


NMJ)80432 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2, 
mRNA 


NMJ320857 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 1, 
mRNA 


NM_080414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 2, 

TT XT A 

mRNA 


XTTV VT f\0 r\ A 1 O 

NM_080413 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 3, 
mKJNA 


NM_022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1, 

_,n\T A 

mKJNA 




Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS1 1), mRNA 


NM 005806 


Homo sapiens oligodendrocyte lineage transcription factor 2 (OLIG2), mRNA 


XTAvf A1 11 A£ 

NM 012106 


Homo sapiens binder oi Arl Two (BART1), mRNA 


NM_006095 


Homo sapiens ATPase, aminophospholipid transporter (APLT), Class I, type 8A, 

1 i / A T^TiO A 1 \ TTXT A 

member 1 (AlPbAl), mRNA 


NM 058241 


Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 


NM 001241 


Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA 


xtiv k f\r\ 11/iA 

NM 001240 


Homo sapiens cyclin Tl (CCNT1), mRNA 


NM_000474 


Homo sapiens twist homolog (acrocephalosyndactyly 3; Saethre-Chotzen 

1 ~\ n\»A«^»1 '1 - \ /TTITTCPN TT X T A 

syndrome) (Drosophila) (TWIST), mRNA 


NM_080475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

... ,. ■-■ ..^.TU r , .. 1 1 /CCDTJTXrn 1 1 \ TT XT A 

member 11 (SliKKlNBll), mRNA 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


X TTV If f\ 1 A £ E i\ 

NM 014550 


Homo sapiens caspase recruitment domain protein 10 (CARD 10), mRNA 


J.N1VI U 1 Zio / 


riomo sapiens centaunn, ueta z [\sc,\s i&Z) 9 itu\jn/\ 


NMJ307049 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 5 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 1 
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NM 004443 


Homo sam'ens FnhB3 CEYHBYl mRNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, iriRNA 


xnv/f 017449 

XN XYX \J 1 / 117 


Mnmn cnnipnc TntVhT^7 /^PT^T-TT^ 7 i tranQprint varinnt 7 ml? "NJ A 
xxuiliAJ octpiCllo ijpixOi^ ^xzxr xxxj—y, u. axicl/l ip l VallcU.lL- Z., llxlVXNriL 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


mm 006800 

1N1VX VJV/VJOv/L/ 


xxuixiu bdpicno niaic-opc^'ii.iv icuidi j> nivc i ^i^rooopniid^ ^ivxdjloxvI^, udiibvripi 
variant 3, mRNA 


MM 0786^0 

IN IV J. V7 / OUJ \J 


xiuinu bdpiciit) niaic-bpcwiiiu icuiai j>-iiivc i ^x^ruoupxiiid^ ^ivioJ-zOXvi ^j, udiiov/ripi 

variant 7 mRMA 
vaiiain 1 x ix vx n a 


NM 078629 


TTnmr\ car^ipnc Tnalp-cnpprnp. Iptnal l-lilrp 1 fT~Yrr*cp»TVlTi1a 1 fT\^ST IT 1 1 trflncptrnt 

XXWlllVJ oaUlCllo IJXCUw opt' WlJ.lv 1^/tllCll J l V^JL/HJ&UlyXllla. J ^IVlOJUJlvl LX CllloV^l 1 LJ t 

variant 1 mRNA 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 

variant 4 mRM^ 

V di l CLl 1 1 *~T ? 11XXVXN JTl 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


NM 0804^0 


XT.UXXHJ adpXCXlo oClCIlUpiULClll OClxYI ^Ox^JLflVL^, llXxvXN/A- 


MM OS9Q44 
XN IVl \J J z,yH*+ 


nomo sapiens puiaLivc souium-coupieu. coiransporxcr xvivo 1 1 ^xsivoi 1 ), rnxxiN-rv 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA61P), 

mPMA 

1 1 LtVXN 


nm o^oroi 


xxuiiiu adpicns soiuic caiTxcr idiiiiiy / ^C/dLiomt' drixiiiu aOiQ iTdixbponer 3 y • 
^vcitemi memhpr ^ /'ST P7A^ i mPN A 

ojrOlt^lllJj lllVrlllUd J yOXjV / AJ J 3 IIIXVI^XT. 


NM 080^8S 

XNXVX UOWJOJ 


TTomn cnnipnc pQT-Kr»Yvr><»r»tiHacp A ^ ( (~^T^ A tnT?lSlA 

XXUIIHJ oapiCllo L>al UlJAjf {JCJJLlLlCloC AJ ^V-^X / J 7, lllXXXNiA. 


NM 016476 

X > iVX \J 1 yj'-r 1 \j 


XxUlllU odpiCIlo s\JL \s X 1 dlldpllaoC piUlIlULlli^ WUlIipiCA oUUUllll 1 1 llOlIWJUJg ^yCdbl/ 

( AMAPi^l 1 i mRNA 


NM 080389 

XN1VX V0UJ07 


Hnmn QanipnQ HpflpnQin V>pta 4 ^TiFFR4 1 mRNA 

XlUillU oCtLJl^llO UWlWllOlll^ Utlfl *T ^X-/J-»X J_>*T 1, 1 i IX VX N 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM O0fi9?X 

x>ixvx \J\j\jyz*Kj 


XxUlllU odpiCllo bllVCl XlUlIlUlOg, t^IIlUUoC^ ^OJJUV LliIVXN/\ 


NM 080390 


Homo sapiens my048 protein (my048) ? mRNA 


NM 080188 

XnxVx UOUJOO 


TTrvmn co-nipnc nvnAtnptipal nrntpin \A(~±C^ 1 7^98 rjVAr^r^l 7*\9S \ tyiT?"MA 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), inRNA 


NM 080784 


xlUIllU bdpiCIlo Jt\ X x -DLQLllIlg OabbCLLC, bUO-lalTliiy x\ \r\±J\^ 1 ^, lllClIlUCr O 

(ABCA6), mRNA 


MM 080781 
1>J xvxi/OlJ^ o j 


xxomo sapiens /\ i r -uinuiiig cdbseice, suo-iamiiy /\. ^/ydv_, i memoer y 
fARPAOi mRNA 

^/VD^fl^ ^, IIxxVLN^V 


NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 10 

fARPAIOi mRNA 


NM 006S49 

X NXVX V/V/\J~J*"Tj' 


XXUIXIU odpiCIlb CalClUlIl/UdilllUuUllll~U.CpCIlU.CllL piULClll KiildoC i\XlldSC Z., UCld 

rrAMl<CK2i mRNA 

^ V_ x x\JL VXX^XVX» 111XVX 


NM 007200 

X^flYX \J\J 1 A*\J\J 


TTnmn <?anipn<5 A lnna<;p rPRTCA 1 anrhnr nrntpin 1 ^ ^ ATC API^^ mRNA 


NM 00^476 


Pftmn ^anipn^ mvn^in liclit nnlvnpnti Hp 4 alVali* atrial pmhrvnm c C\A^/~\ A.\ 

mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


NM 006001 

X N XV J. V/V/\JW 1 


XiUlIlvJ' DdpiCIlo lUUUllil, dipild Zr ^ X LJx3/TlZ^j LrdllaClipL Vdilam I, IllxvlNxA. 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


MM 006000 


xiomo sapiens uiouim, aipna i ^lesus specmcj urSAi ), itikina 


MM 004176 

IN XVX__lf U*-r J /U 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 

x ^ j 9 liUL/icdr gciic ciiC'Uuixig nil luoiionuridi proiem, ixanscripL variant 
mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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NM 013245 


Homo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 


NM_058240 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant b, mRNA 


NM_033262 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant a, mRNA 


NM 004869 


Homo sapiens suppressor of K+ transport defect 1 (SKD1), mRNA 


NM 078474 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 1, mRNA 


NM 025141 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 2, mRNA 


NM 078473 


Homo sapiens BBP-like protein 1 (BLP1), transcript variant 1, mRNA 


NM 031940 


Homo sapiens BBP-like protein 1 (BLP1), transcript variant 2, mRNA 


NM 020749 


Homo sapiens AT2 receptor-interacting protein 1 (ATIP1), mRNA 


NM_0 18672 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 5 
(ABCA5), mRNA 


NM 020177 


Homo sapiens feminization 1 homolog a (FEM1A), mRNA 


NM 002088 


Homo sapiens glutamate receptor, ionotropic, kainate 5 (GRIK5), rnRNA 


NM 006835 


Homo sapiens cyclin I (CCNI), mRNA 


NM 001239 


Homo sapiens cyclin H (CCNH), mRNA 


NM 014286 


Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


NM 006651 


Homo sapiens complexin 1 (CPLX1), mRNA 


NM_006463 


Homo sapiens associated molecule with the SH3 domain of ST AM (AMSH), 
mRNA 


NM 001850 


Homo sapiens collagen, type VIE, alpha 1 (COL8A1), mRNA 


NM_000094 


Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, 
dominant and recessive) (COL7A1), mRNA 


NM_000077 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 1, mRNA 


NM_058197 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 3, mRNA 


NM_058196 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 2, mRNA 


NM_058195 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 4, mRNA 


NM_0 14800 


Homo sapiens engulfment and cell motility 1 (ced-12 homolog, C. elegans) 
(ELMOl), mRNA 


NM 079834 


Homo sapiens secretory carrier membrane protein 4 (SCAMP-4), mRNA 


NM 019110 


Homo sapiens hypothetical protein PI p373c6 (P1P373C6), mRNA 


NM_022086 


Homo sapiens engulfment and cell motility 2 (ced-12 homolog, C. elegans) 
(ELM02), mRNA 


NM 058183 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 003103 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 030767 


Homo sapiens AT-hook transcription factor AKNA (AKNA), mRNA 


NM 058191 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM_0 15657 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 12 
(ABCA12), mRNA 


NM 020427 


Homo sapiens ARS component B (ARS), mRNA 


NM 021638 


Homo sapiens actin filament associated protein (AFAP), mRNA 


NM 005782 


Homo sapiens transcriptional coactivator (ALY)> rnRNA 


NM 031916 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA 


NMJ)24083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCR1), mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 



242 

BNSDOC1D: <WO 03074654A2_.I_> 



WO 03/074654 



PCT/US03/05028 



TvTTV/T AOIO'J^ 

fNJVl_UZ ibo J 


xiomo sapiens nomoiog oi mouse jdvo ^x5omDina vanegdui o tfujaj, pruiviiiciioiii x» 
precursor (BV8), mRNA 


XTTV/f A1 ^^QQ 


nomo Sapiens oreast cancer metastasis-suppressor i \x>isj.vxo i iili\j.n/^ 


INJYL UU/U/3 


xiomo sapiens diooq vessel epicarcnai suosiance \d \ hl>) 9 nuviN/\ 


JNJVL_JJ 1 / /Zo 


nomo sapiens proxem pnospnaiase 1, regulatory ^lnmuiiurj buuunu lhlj 


JNJVx_UUo4D 1 


xiomo sapiens poiy adenylate uinamg protein-interacting protein 1 ^jr/vLr i j 9 
mRNA 




xiomo sapiens ooa protein oooo ^oo-joj, mxviN^v 


JNJVL UoZolZ 


xiomo sapiens tumor enaoineiiai marKer /-related precuisor ^imvt/xvj, mrviN^v 


XTA/f AOOOMQ 
iNlVI UZZ/*-f5 


xiomo sapiens tumor enaotnenai marKer o ^inivioj, irirviNi'-v 


JN1V1 UJZ / / / 


xiomo sapiens tumor enQOineiiai maricer d precursor ^xxuvijj, iiir\j.N/\ 


TvTA/T AOO'77Q 

inivi__uzz / /y 


xiomo sapiens ljx^i\ui r± ^/\^p"vJiLi-/vici~-r\-op/ mt> ) uua puiypcptiuc ji x j } 
mrvlN/\ 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


INIVI U 1 0407 


xiomo sapiens uriQine d monopnospnate nyuruia&e 1 ^uivjlxxxi 7, nxcviN/-v 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1), mRNA 


"MTV /f f\1(\£Lf\£. 


rlomo sapiens nypotneucai protein r.LJZUZ3 / ^ri-jzuzD / miviNA 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM_003393 


Homo sapiens wingless-type MMTV integration site family, member 8B 
(WNT8B), mRNA * ^ ! 


NM_058244 


Homo sapiens wingless-type MMTV integration site family, member 8A 
( W JN 1 oA), transcript variant z, mKJN A 


JNM_05b238 


Homo sapiens wingless-type MMTV integration site family, member 7B 

WIN 1 /t> ), niKJN A 


NM_004625 


Homo sapiens wingless-type MMTV integration site family, member 7A 

rWJKTVI A \ •»-rt'D XT A 
( WIN 1 /J\)y TtusJSJ\ 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


INM UU->j)t>D 


rlomo sapiens Keratin ox5 (^KKiorJj, ttikjna 


NM 005554 


Homo sapiens keratin 6A (KRT6A), mRNA 


jNM_0582U7 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E, 
mRNA 


JNM_U:>oZUo 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant B, 
mRNA 


JNM_Udo2U3 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant C, j 
mRNA 


JNM_Ujo2U2 


Homo sapiens sperm associated antigen 1 1 ^orALri 1 )> transcript variant n, 
mRNA 


NM_058201 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant D, 
mRNA 


"MTV/T A-ZO^Ark 
JNJVl_U-)C>200 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant G, 
mRNA 


"MTV /T A1^C11 
JNM U 165 12 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant A, 
mRNA 


XTA Jf AC710A 

JNiVl^Uj / 1 oU 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 2 9 
mKJNA 


NM 016796 


TTrvmrv ctifrvi^'nc vafi iaIjit "nfAfpin cr\Ttin cr 0Q /'vP5»s;t > i ^VT'S^Qi tTan^f*'riAt VJ-JTiatlt 1 

mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
1-like (GNB1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3, mRNA 1 


NM_058216 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
1, mRNA 


NM_002876 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
2, mRNA 


NM.058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1, 
mRNA 


NM_021154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM_078469 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant C, mRNA 


NM_078468 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant B, mRNA 


NM_016567 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant A, mRNA 


NM_058177 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 2, 
mRNA 


NM_058176 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 1, 
mRNA 


NM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


NM 012181 


Homo sapiens FK506 binding protein 8 (38kD) (FKBP8), mRNA 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mRNA 


NM 004117 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 2, 
mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1, 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
1, mRNA 


NM_054033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
2, mRNA 


NM_000801 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12B, mRNA 


NM_054014 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12 A, mRNA 


NM_057175 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 1, 
mRNA 


NM_025085 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 2, 
mRNA 


NM 014708 


Homo sapiens kinetochore associated 1 (KNTC1), mRNA 


NM 058199 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 3, mRNA 


NM 014279 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 1, mRNA 


NM_057174 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 
mRNA 


NM 033118 


Homo sapiens myosin light chain kinase 2, skeletal muscle (MYLK2), mRNA 


NM 019117 


Homo sapiens kelch-hke 4 (Drosophila) (KLHL4), transcript variant 1, mRNA 


NM__005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 1, mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 2, mRNA 
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NM 017491 


Hnrno <?at>ien<? WD reneat domain 1 fWDRl^. transcript variant 1. mRNA 


NM 001862 


Hnrno «;aniens cvtochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 004255 


TTomo ^aniens cvtochrome c oxidase subunit Va fCOX5A\ nuclear ffene 
encoding mitochondrial protein, mRNA 


NM 057162 

X> 1YX \J ~s 1 1UZ/ 


TTomo «?anipn<5 lcelrh-like 4 fi~)ro<5onhilai fi£LHL4 1 transcrint variant 2 mRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


>JM 001700 


XJr\TYnrv coni f»ri c r»\/r»1i«_/'1^TM a n/"1p»Ti+ Vitiqc/* 7 ^A/f 1 S Tirvmolocr f*i~i r\m i c ln^vic rri k — 
JxLIIiiU odpiCrio Uy WllIl~UCpCIlUCIll itXllabC / ^1VX\_/U IiVJlllUiUg, yVdHJJJU.o i£twvlo 9 V^UXV 

activating kinase) (CDK7), mRNA 


imivi_ u j f\joy 


T-Irvrvir\ cortipnc aHontrvr.rpI off* A nrAtpin r*rv*rm1^Y 1 ciorriici 1 ci iVm it^i^ ( A 1 S«! 1 ^ 
XXUIIxU odpiCIlo ctUa.piUi~ICio.LCU. piULClXl CUHljJlCA 1, algllicl 1 oUUUlllL ^ni 1 u l^j 

transcript variant 2, mRNA 


xNiVl__UV I Zoj 


xxUIIlU bapiCIlb dUapLUl-rClalCU prUlCIIl CUUipiCA. I, blglila 1 bUUUIllL ^-rVJT 1 l> 1 
trnncprirvf variant 1 rnl^N^A 

LI CUlDvl XLJ L Vullaill X, 1 i IX VI > I\. 


NM_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1, 

mRlSJA 

IllXViNxV 


7MM 054035 


TTrvmri Qnni^nQ lirm-l 1 0 finmnlna (C* plpo^anci^ miSir^l 1 0^ tranQfrinit variant 

mRNA 


NM_0 17675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


NM 009401 


T-ffvmf* QatTiip'nQ mitAO'pn-aptivatpd "nrrttpin VinflQf* lrinn^f* VinaQf* *\ C\A AP^TC^ 

XlUllHJ odL^lCliO 1111 Lvgt/lldvU VCILC'U. LILULv/111 JVilluow rv 1 1 IcloC- Ivl 1 J cl o C ^1VXJ»_1. J1\J j ? 

mRNA 


NM 00377R 


J. 1UJ 1 1U odLJlCIIo U.li-'-J XlUIIlUlVig X> ^ wl> V-/-^ V-'^/j 11JULV1N ^i. 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 


NM 054016 

xNIVx vJnu 1 \J 


JTLUIIIU ooUlCilo lUu llllCI ClOlillg L/1ULC111 ^dCl 1X1C CL1 gllllUC UUl^ 1 y± UuJX 1 

transcript variant 2, mRNA 




xiuiiivj ddpiciio rvjo unci dviuig, piuLcm i x bcruic**cLi^iiiiiic iiuii^ i ^jt lj out i ^, 

transcript variant 1, mRNA 


xfa/t 0^4097 


JTOIIIU octpiCIlo dlllvy lOolOj piUgiCoM VC IlUniUIUg, ^IllUUoCy ^/VlNrvXi^, LlailbOIipi 

variant 2, mRNA 


xNxVl U 1 y OH / 


riuiiio bcipiciio aiiivyiOoii>, prugrcooivc iiuiiiv/iug ^iiiuubc^/ v^/iJ-n isjti j , LiaiibciipL 

variant 1, mRNA 


T\nvr oo^^ 

1N1VJL UWOJJOO 


IxOIIlO SaJJlCIlb lJCL-j IlUIIlUIUg J3 ^o. CCICVIald-C^ \y>ilf\^^>DlD )^ UdlibCXipL ValiallL 1, 

mRNA 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 
mRNA 


NM 0^29X5 


TTnmo ^f*riif*nQ Spp'?^ linmnlna R ^ SI pprpviQinp , i rST*(" , '7'^R^ trari sprint variant 2 
mRNA 

1 1XXVX ^1 JTx. 


NM 053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


NM 01R440 


XXUIllVJ dapi&llo LylllJoUIlUUI ULCIIl aoolJW'lClLt'LX WILLI ^*JoLylllllgVJllLJlU.~C;ilI 

microdomains (PAG), mRNA 


NM 014479 


TTomo «sanien<5 ADAM-liVp Hprv<;in 1 rADAMDFPl^ mRNA 


NM 016545 

x>xvx v x v^^t-J 


TTomo «sar>ipnQ immpHiatp farlvrpQnnnQP 5 ( 1 K* R 5 ^ mRNA 

X 1U11IW OuL/lWlo 1X1X1 llwUldLtf well 1 V 1 bOUUlluv -J III ^, 11X1VX ^(^v 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
2 mRNA 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
1 mRNA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM 052814 


Homo saoiens casnase recruitment domain familv* member 9 fCARX)9^ 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1, mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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NM 052978 


Homo sapiens tripartite motif-containine 9 (TRIM9), transcript variant 2, mRNA 


NM 015163 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 1, mRNA 


NM_052840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 
mRNA 


NM 000967 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NM_0 16601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 
mRNA 


NM 033415 


Homo sapiens hypothetical gene MGC19595 (MGC19595), mRNA 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 
mRNA 


NM_003504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 
mRNA 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), 
mRNA 


NM_044472 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 1, mRNA 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 
mRNA 


NM 022894 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 


NM_033655 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
1, mRNA 


NM_024879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
2, mRNA 


NM 012115 


Homo sapiens CASP8 associated protein 2 (CASP8AP2), mRNA 


NM 012173 


Homo sapiens F-box only protein 25 (FBX025), mRNA 


NM 033624 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 1, mRNA 


NM 015002 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 2, mRNA 


NM 033625 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 2, mRNA 


NM 000995 


Homo sapiens ribosomal protein L34 (RPL34), transcript vanant 1, mRNA 


NM 033540 


Homo sapiens mitofusm 1 (MFN1), transcript vanant 1, mRNA 


NM 005612 


Homo sapiens RE 1 -silencing transcription factor (REST), mRNA 


NM 007085 


Homo sapiens follistatin-like 1 (FSTL1), mRNA 


NM 000993 


Homo sapiens ribosomal protein L3 1 (RPL3 1), mRNA 


NM 012180 


Homo sapiens F-box only protein 8 (FBX08), mRNA 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


NM 033406 


Homo sapiens F-box only protein 3 (FBX03), transcript vanant 2, mRNA 


NM 012175 


Homo sapiens F-box only protein 3 (FBX03), transcnpt vanant 1, mRNA 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA 


NM 005633 


Homo sapiens son of sevenless homolog 1 (Drosophila) (SOS1), mRNA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 
(UBA52), mRNA 


NM 019894 


Homo sapiens transmembrane protease, serine 4 (TMPRSb4), mRNA 


NM_033313 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 14 A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC14A), transcript variant 1, mRNA 


1N1VL_U10 /oO 


T-Trvmrk cortipnc cprr»1f\crips»11\7 Hpf-mprl pnlnn Pan PPT" antlPPTI H fST^Of"! ACt33^ 
JlIOITIU I> dpi Clio oCrOlOglwdllY UC1111CLI L/OHJ11 c>aixc<c<x anugwi j j v^-^^^-^ - J ^ 

mRNA 


INxVl_UU j 0 1 o 


T-T/vmn conipnc ■m'if/^rt'#>-n_cir»tix75»tf*H nrntpin V*iT"lP CP Ifina^P VinaQP V*iri<a cp "\ 
XlOmO Sa.piCno ITniUgCn-dUUVdlCU piOlCIIl IVlliaoG xviiiasc rauaow ivmaov-- ~j 

(MAP4K3), mRNA 


jNJVL_UUOJ / / 


JrlOmO Sapiens UJL>x-VJlCr>l/\.C.DetaVJal ueia-I,->-l>l-dOCLyiglUOUbdllllilY^ 

1 /Ti^riXTTlA +i-a-r»c?r»T~i-rrf- VQrianf 1 mT?T\J A 
1 \D D OIN 1 1 ) ? UanSCnpL Vailani 1, IIlJCVl>^rv 


JN 1VL_UZ U 7o! 


TJn-mr\ cotAipno T rPl"P *V**»f QiTlr'Txr A c* Vi**+5i 1 ^-cralaptriQvl trari <2fpra«ip "nnlvriPntirlp 
XlOIliO Sapiens \J±Jx -*Jdl.DCldV_JlC'rN.r\.L> UCla i 5 j-g<tiauiUojrlLiu.iioiC'iaowj yj\Jiyy\s±r\.i\x\* 


IN JV1__V J jZjZ 


TJ ntYIA cqnipnc T TTYP-rrlr TsJ Ar*nptafral bpfa-1 3 -N-acetvlfflucosaTninvl transferase 
1 (B3GNT1), transcript variant 2, mRNA 


XNJLV1 uuzy^H 


IJ nTT1A conipnc riVincrvmal TYrntpin < s?7a HRPSI97 A^ mPT\T A 
XIOIHO odpiCIlb llOOoOllldl piOLClll uZ. / & OZ, / -tV^, 1 1 ix. v± xa. 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 




xiomo sapiens egi nine nomoiog d \y^- eiegdiib^ ^jz/vjjl/Inj^, iiixvi>.rv 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


NM 033221 


xiomo sapiens Txipamte motii-coniainmg ^xxvliv±i*+ ; 3 transonpi varidnt h-, 
mRNA 


NM_033220 


rlomo sapiens tnpaTTite motii-containmg 14 ^ijnJJVLI^-j, Transcripr variant 
mKJN/v 


XTA/T H'ilOIQ 

xNlVL 03321:? 


riomo sapiens iripariiie moiii-coniaining lh ^irvjivii^, irdiis>unpL vciridiii 
mRNA 


XTTV/T f!1 

INJV1_U14 /oo 


xiomo sapiens mpariiie moui-coniaimng ih ^xxsjlivii 4 *^, urdiis>^npi variciiit x, 

mP "MA 


INlYl UUOU/H 




NM 012210 


Homo sapiens tripartite motif-containing 32 (TR1M32), inRNA 


JNJV1_UU / 2 / O 


xiomo sapiens enromooox nomoiog d \jnr 1 gamma nomoiog, uiubupimaj 
(CBX3), mRNA 


JNJV1 KJZDZZ/ 


xiomo sapiens nypouieucai proiem qj /zoi-o.z, /zdw.^, iiixvin^v 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRJM2), mRNA 


JNM._U 1 /63o 


xiomo sapiens nucleolar protein iamny /\, memoer z ^xiy/\v^r\ sniaii nucicoiai 
RNPs) (NOLA2), mRNA 


JNM_U32Vyj 


xiomo sapiens nucleolar protein iamiiy /\, memoer i ^xx//a.v^^a. s>nidii iiuL/icoidi 
RNPs) (NOLA1), transcript variant 2, mRNA 


JN1VL_U i o7oj 


xiomo sapiens nucleolar protein iamny /\, memoer i ^xi//\.v_^^v Mnd.11 nuL/icoiai 
jxiNjrSj n ula i transcript variant i, nixviNz-v 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 

TYUSJ\J\ 


NM_033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
memoer ) ^ivjjrJr^ nii\iN/v 


lNlYl U33U3U 


xiomo sapiens doi, oouie-iiKe ^urosopniia^ yD\jjui^) 9 uixvin/a. 


JN JY1_UU4Z 1 0 


xiomo sapiens ueatn enector uomam-coniaimng j, ix<iii£)oripi vd.ria.in 


INlYl UO^Z7I7 0 


c\mr\ canipnc rlf»nt"l*i p^ffprtAr Hmnain-pnTitai'ni'ncy fP)PF)l~)^ tran^crint variant 1 

mRNA 




Homo ^aniens rjolv^rC^ binding nrotein 4 fPCBP4 > > transcrint variant 4. mRNA 


NM 013009 


Homo ^aniens nolvfrC 1 ^ binding nrotein 4 fPCBP4 > i transcriDt variant 2. mRNA 


NM 033008 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 3, mRNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant l s mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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(SEC61A1 ), mRNA 


NM 031431 


Homo sapiens tethering factor SEC34 OxiC34j, mKJN/v 


NM 015490 


Homo sapiens secretory pathway component Sec31B-l (SEC31B-1), mRNA 


NM_004892 


Homo sapiens SEC22 vesicle trafficking protein-like 1 (S. cerevisiae) 
(SEC22L1), mRNA 


NM 032970 


Homo sapiens vesicle trafficking protein (SEC22C), transcript vanant 1, mKJNA 


NM 000969 


tt • "t _ i a • T c /T> TIT C \ _mTO "XT A 

Homo sapiens nbosomal protem L5 (RPL5), mKJNA 


NM_005034 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide K (7.0kD) 
(POLR2K), mRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


NM 032961 


Homo sapiens protocadherin 10 (PCDH10), transcript vanant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 2, mRNA 


NM_031988 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 2, mRNA 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcnpt 
variant 1 5 mRNA 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 
mRNA 


NM_032966 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 2, mRNA 


NM_001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 1, mRNA 


NM_004951 


Homo sapiens Epstein-Barr virus induced gene 2 Oymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


NM 001016 


Homo sapiens ribosomaljprotein S12 (RPS12), mRNA 


NM 031994 


Homo sapiens ring finger protem 17 (RNF17), transcript variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX 15), mRNA 


NM_0 18995 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
CMOV10L1), mRNA 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


NM_006704 


Homo sapiens suppressor of G2 allele of SKP1, S. cerevisiae, homolog of 
(SGT1), mRNA 


NM_031968 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
2, mRNA 


NM_0 12336 


Homo sapiens nuclear prelamin A recognition factor (NARP), transcript vanant 
1, mRNA 


NM 003980 


Homo sapiens rmcrotubule-associated protein 7 (MAP/), mKJNA 


NM 032380 


Homo sapiens elongation factor G2 (EFG2), mRNA 


NM 032214 


Homo sapiens Src-hke-adaptor 2 (SLA2), mRNA 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHL1), mRNA 


NM_005916 


Homo sapiens MCM7 minichromosome maintenance deficient 7 (S. cerevisiae) 
(MCM7), mRNA 


NM 004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


NM 005826 


Homo sapiens heterogeneous nuclear nbonucleoprotem K (HNRPR), mKJNA 


JNJVL_UUo4 1 6 


xiomo sapiens Qiiiereniiany expresseu in nciuo.Lupuiv/u*.' unpaged ^\jw 1 -i-^^j 
mRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1, mRNA 


JNJVx_UU4 DU 1 


xriomo bapiens neicrogcixcuiib riuuicai iiul»iiuoicvj^jhjlciii u ^ovciiujiu. a LLaisi 1x1 11*111 

factor A) (HNRPU), transcript variant 2, mRNA 


JNJVL_UU4jUU 


Homo sapiens neterogeneous nuciear nuonucieoprotein ^v^x/^z^ ^xxtnxvt^v.^, 
transcript variant 2, mRNA 


JNM_U3 1314 


Homo sapiens neterogeneous nuciear riDonucieoproiein ^ ^i/^z^/ ^xxLNxsjrv^, 
transcript variant 1, mRNA 


NJVL_UJ 13 /U 


Homo sapiens neterogeneous nuciear riDonucieoproiein u \z\u-ricn eiemeni 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


VTN>f A1 1 1AO 

JNJ\a__Uj I Soy 


xiomo sapiens neterogeneous nuciear nuonuoieopxoiciix u ^-rvu-iiuu cicxxicxxl 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 2, mRNA 




xiomo sapiens neterogeneous nuciear nuonucieoproiein xj ^/vu-ricn element 

PXTA "KiTirlincr r*rrkf-oin 1 ^7lrTll fTTMP PVi^ trnncrrir»t variant *3 mPT^T A 

xviN/v Dinomg protein 1, j isssj) ^m^ivrxy^, iiciiijjLaipi vd.iiaiu d 9 iiuvin^a. 


xtn/t aaq on 7 


rxomo sapiens l o ueix uivioioxx L/ycic 10 11011 loiog ^0. L/cicvioi»n.c > / ^u^iuj, 
mRNA 


JN1V1_U3 14o3 


xiomo sapiens itcny nomoiog e-j uoiquitm protem ngabc ^rnuubej ^xxv^xj.^, 
mRNA 


JNJV1 UJIVU/ 


xiomo sapiens uDiquinn specmc protease zo ^uox^zoj, miviN/\ 


NM_031S66 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


Jn<jt_00u004 


Homo sapiens genomic cytochrome P450, subfamily TTTA (niphedipine oxidase) 
(CYP3A) on chromosome 7 


JNM._UU1 /oo 


xiomo sapiens v_jlh^iu ceil uivision cycie iu nomoiog ^o. ceievisiae^ ^u^iu^, 
mRNA 


NMJ)04276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 

Z, TTlKJNA 


NM_031205 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
1, mRNA 


NM_0UU754 


Homo sapiens cytoctxrome Jr4r>u, suDtamiiy -fV^viiA ^steroio z /-nyaroxyiase, 
cereorotenQinous xantnomatosis^, poiypepnae x xx^z/yrvx^j riucicar gcxxc 
encoding mitochondrial protein, mRNA 




xxomo odpienb rcimoi Dmuxixg proicni uciiuiax ^xvdit j j, nixsjLNjrv 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 
rniviN/v 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


1NIV1_UU /Z4Z 


Uawa M«iano "P\X7AT\/XJ ( A en fTlln Alo A cn/Ui o\ Vvr^v T^r»l-\rr»fl»r\'tri^*» 1Q fT"YRT*^ 

Homo sapiens jl^Jc/vij/xi (y\sp-oiu-/\ia-yAsp/xiis j dox poi3^peptiae iy \\jio>rj 
homolog, yeast) (DDXl 9), mRNA 


JNM._UUO / / 5 


Homo sapiens iJn,J\±j/ri ^/\5p-uriu-/\ia-/\sp/xiis j dox poiypeptiue 1 o ^xviyc- 
regulated) (DDXl 8), mRNA 


JNJ\a_U3UOCO 


Homo sapiens Ux^AxJ/xi ^/vsp-vjiu-Aia-Asp/xiisj dox poiypeptiue 1 1 ^v^xijl i -iiKe 
helicase homolog, S. cerevisiae) (DDXl 1), transcript variant 3, mRNA 




xiomo sapiens i^xiAxJ/xi ^y^\sp-v_riu-/via--/\sp/ xiis ) dox poiypepnae 11 ^v^xtl i -hkc 
helicase homolog, S. cerevisiae) (DDX11), transcript variant 1, mRNA 


XTN/f AAA77A 


xiomo sapiens cytoenrome jthou, suuiamny ixv_^ ^mepnenytom *f- nyaroxyiase^, 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


JNJVl_UJUo /o 


Homo sapiens cytoenrome x^ou, suuiamiiy xx^ ^mepnenytom 4-nyaroxyiase^, 
polypeptide 8 (CYP2C8), transcript variant Hp 1-2, mRNA 




T-Tr\Tn/"\ conipnc cit+iiiti cilf Tit Tnatm cr Tvrnf 1 * infnTTTia'tTrvn rpoii intifin ^ rir^mr^l r\cr ^ f S 

XXvliXXU odpiCllo LUZII ollwlL llldlllig Iji'lJt/ IlltXLlUIl i&gUiailUll llwlIIVJUJ^ J v 

cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_012237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 1, mRNA 
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NMJH2238 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 1 (S. 
cerevisiae) (SIRT1), mRNA 


NMJ)31309 j 


Homo sapiens scratch homolog 1, zinc linger protein (lJrosopnilaj OCKi I), 

T» "KT A 

mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


NM 031276 


Homo sapiens testis expressed sequence 1 1 (TEA1 1), mKJNA 


NM_031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


NM 031272 


•ww • • 1 1 A /Mil ^-VT* 1 A \ . T*> *X T A 

Homo sapiens testis expressed sequence 14 (TEX14), mRNA 


NMJ)06636 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encoding 
mitochondnal protein, mRNA 


NM_022818 


Homo sapiens microtubule-associated protems 1A/1B light chain 5 
(MAP1A/1BLC3), mRNA 


NM 018607 


Homo sapiens hypothetical protein PR01853 (PR01853), mRNA 


NM 004856 


Homo sapiens kmesm-like 5 (mitotic kinesm-like protem 1) (KJNbLS), mKJNA 


NM 030979 


Homo sapiens poly(A) binding protein, cytoplasmic 3 (rABPCJ), mKJNA 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 


NM_002545 


Homo sapiens opioid binding protein/cell adhesion molecule-like (OPCML), 
mRNA 


NM 014676 


Homo sapiens pumilio homolog 1 (Drosophila) (PUM1), mRNA 


NM_030673 


Homo sapiens SECl34ike l (S. cerevisiae) (SEC13L1), mRNA 


NM_003342 


Homo sapiens ubiquitin-conjugating enzyme E2G l (UBC7 homolog, C. 
elegans) (UBE2G1), mRNA 


NM 022051 


Homo sapiens egl nine homolog I (C. elegans) (EGLNl), mRNA 


NM 015577 


Homo sapiens retinoic acid induced 14 (RAI14), mRNA 


NM 012170 


Homo sapiens F-box only protein 22 (FBX022), mRNA 


NM 022304 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NM_022333 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 2, mRNA 


NMJ303252 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcnpt vanant 1, mRNA J 


NM 017910 


Homo sapiens hvpothetical protem FLJ20628 (FLJ2u625) 5 mKJNA 


NM_012384 


Homo sapiens glucocorticoid modulatory element binding protein 2 (UNlt-tiZ), 
mRNA 


NM 006118 


tt Tfoi 1 * 1 • j /"TT A "V 1 \ _T)XT A 

Homo sapiens HS1 binding protein (HAX1), mRNA 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HBPK2), mRNA 


NM 002005 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


NMJ)25136 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OP A3), mRNA 


NMJ)24505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 
mRNA 


NM_022362 


Homo sapiens MMS19-like (MET 18 homolog, S. cerevisiae) (MMS19L), 
mRNA 


NM 000256 


Homo sapiens mvosin binding protein C, cardiac (MYBPC3), mRNA 


NM_000276 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NM_001407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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xtn/t 001 aor 

1N1V1__\JU l*+\Jo 


xiorno Sapiens caanenn, xivjx* lau seven-pass vj-type receptor z ^iiamingo 

hrvmn1r\cr "nrrmrvnl-nlsA {CVl ( 5T?9^ mT?lSJ A 




nuinu adpiciis rsjsjr l at uil-r Cla LCU piULCiii i uuxilUiUg J->, L/CiiQ aCLiii ucia ^ycdoi/ 


NM_0 12254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 

rnPNA 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


inivi u i od yo 


jnomo sapiens nistone ueacetyiase //v ^ijjj/\^//vj, transcript variant z, nLtsJNA 


INIVI Ul JH-U1 


liomo sapiens nisxone aeacetyiase //\ {rL±jf\\^ / transcripi variant i, rnxviN/\ 


NM_004082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant i, iiii\j/n/\ 


NM_023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcripi variant z, tijxvln/v 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


INivl_UZoUU 1 


Homo sapiens retinoblastoma binding protein l (RBBP1), transcript variant 3, 
rnj\jN/v 


NM_023000 


Homo sapiens retinoblastoma binding protein I (RBBP1), transcript variant 2, 

lTU\JN/\ 


NM_002892 


Homo sapiens retinoblastoma binding protein I (RBBP1), transcript variant l, 

-mPXT A 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


XTN A A 1 1 1 1 1 
JNM_U1ZJ1 1 


Homo sapiens KIN, antigenic detenriinant of rec A protein homolog (mouse) 

^JSJJN ), IllKIN/V 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 
mKJNA 


NM_020180 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 

mKJNA 


NM 005868 


Homo sapiens BETl homolog (S. cerevisiae) (BET I), mRNA 


XTN/T 009.4^7 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MYC), 
m±\jN/v 


"NTN/T 099R17 


riomo sapiens penou nomoiog z ^urosopnnaj \rc,tKj.) y transcript variant 1, 


NM OO^RQA 


xjluiiiu bdpiciib pcnuti xiuiiiuiog z ^jL^rusupiiiia^ yx xiijs^)^ traiiooiipi varidiiL z, 
mRNA 


NM 006660 


T-trvmn Qanipn q C^\v\^C r»Q c^irirvlx^i r* nrr^t^^cf* ~V Vir\mnlr»cy f^P cr\\ ( f^T P"V^ mPNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


NM 004? 4 

1 > J.VX VV"LJ^ 


AXUII1U t>cipiCXlo ZililU IXIi^CI piUlClIl "J IlUIllUlOg ^IIUJUSCJ ^ZjPJ:27j J 9 HJLCvlN xA. 


NM 00SR70 


numu ;>apicii£> aiiu-abbuciaLcu poiYpcpiiuc, i OKj-/ ^o/\riojj iilt\j_n/\. 


NM 00^50 


rxijiiiu adpiciib uu^^ulLlll-ouIlJ ugaiuig cnzynic jcz variant ^ ^udc^v^, iiixs-ln^-v 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


"MM 09 9 AAA 


Homo sapiens solute earner family 13 (sodium/sulfate symporters), member 1 
(SLC13A1), mRNA 


MM" 0181 97 


nomo sapiens eia^ nomoiog z ^±i. coil ) ^jiju/v^z ^, ntKiN/v 


"MM 01A^17 


Homo sapiens trans-prenyltransferase (TPT), mRNA 


NM_022173 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant 2, mRNA 


NM 022037 


PTomn ^fl"nipn<i TTA 1 pvtntrvYip omnii1i=»-aQQr»pi?itf*H PNTA hiTidmP TYrntFM"n ^T'TAI*^ 

X XKJlllKJ o&LJl\^L10 ± LTV 1 ^VlUlUAlv ^1 CU1U1C dOOUUldl^U > L/lllUlllg ^Jl \J LCI 11 I X LO. i I, 

transcript variant 1 , mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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1, rriRNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM_021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 
mRNA 


NM 005811 


Homo sapiens growth differentiation factor 1 1 (GDF1 1), mRNA 


NM_005971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1, mRNA 


NM_021910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM_022047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NM_021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type II) (GAA), mRNA 


NM 002910 


Homo sapiens renin binding protein (RENBP), mRNA 


NM_0 12072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_000534 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1), 
mRNA 


NM 005451 


Homo sapiens enigma (L1M domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3, p65 (avian) 
(RELA), mRNA 


NM 021958 


Homo sapiens H2.0-hke homeo box 1 (Drosophila) (HLX1), mRNA 


NM 004139 


Homo sapiens hpopolysacchande binding protein (LBP), mRNA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


NM 004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (SMCX), mRNA 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


NM 003068 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), rriRNA 


NM_021824 


Homo sapiens NIF3 NGG1 interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM_004196 


Homo sapiens cyclin-dependent kinase-like 1 (CDC2-related kinase) (CDKL1), 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA ' ! 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM_014588 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebrafish) 
(VSX1), mRNA 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine. 
transaminase K, kyneurenine aminotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 
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NM 018411 | 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


NM 014569 


Homo sapiens zinc finger protein 95 homolog (mouse) (ZFP95), mRNA ! 


NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) (TIMM13B), mRNA 


NM 000672 


Homo sapiens alcohol dehydrogenase 6 (class V) (ADH6), mRNA 


NM_OO3603 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 
1, mRNA 


NM_021069 


Homo sapiens Arg/Abl-interacting protein AfgBP2 (ARGBP2), transcript variant 
2, mRNA 


NM 004950 


Homo sapiens dermatan sulfate proteoglycan 3 (DSPG3), mRNA 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


NM 021100 


Homo sapiens NFS 1 nitrogen fixation 1 (S. cerevisiae) (NFS1), mRNA 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


NM 021115 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L), mRNA 


NM 004756 


Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA 


NM_004690 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1), 
mRNA 


NM_000461 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog 2, avian) (THRB), mRNA 


NM_021078 


Homo sapiens GCN5 general control of amino-acid synthesis 5 -like 2 (yeast) 
(GCN5L2), mRNA 


NM 002877 


Homo sapiens RAD51-like 1 (S. cerevisiae) (RAD51L1), mRNA 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


NM 002487 


Homo sapiens necdin homolog (mouse) (NDN), mRNA 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


NM 005618 


Homo sapiens delta-like 1 (Drosophila) (DLL1), mRNA 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


NM_014268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 
(MAPRE2), mRNA 


NM_020662 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


NM_020649 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 
mRNA 


NM 018436 


Homo sapiens allantoicase (ALLC), mRNA 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


NM_0 14276 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 
like (RBPSUHL), mRNA 


NM 019557 


Homo sapiens hypothetical protein RP1 -3 17E23 (LOC56181), mRNA 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


NM_005744 


Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding 
protein, 1 (Drosophila) (ARIHl), mRNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


NM 002688 


Homo sapiens peanut-like 1 (Drosophila) (PNUTL1), mRNA 


NM_013384 


Homo sapiens LAG1 longevity assurance homolog 2 (S. cerevisiae) (LASS2), 
mRNA 


NM 020230 


Homo sapiens peter pan homolog (Drosophila) (PP AN), mRNA 


NM_020182 


Homo sapiens transmembrane, prostate androgen induced RNA (TMEPAT), 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIP1), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


NM__002964 


Homo sapiens SI 00 calcium binding protein A8 (calgranulm A) (S100A8), 
mRNA 


NM 002963 


Homo sapiens SI 00 calcium binding protein A7 (psoriasin 1) (S100A7), mRNA 


NM 014624 


Homo sapiens SI 00 calcium binding protein A6 (calcyclin) (S100A6), mRNA 


X TK AT f\ t f\ C C A 

NM_0 19554 


Homo sapiens SI 00 calcium binding protem A4 (calcium protein, calvasculm, 
metastasin, murine placental homolog) (S100A4), transcript variant 2, mRNA 


NM_002961 


Homo sapiens SI 00 calcium binding protem A4 (calcium protein, calvasculm, 
metastasin, murine placental homolog) (S100A4), transcript variant 1, mRNA 


NM 005978 


Homo sapiens SI 00 calcium binding protein A2 (S100A2), mRNA 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


NMJ 19854 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA 


NM_019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


NM_0 17454 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 

i rp t T\ "VTA 

variant Tl, mRNA 


NM_0 17453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 

* J rTt*> "T\ "VTA 

variant T3, mRNA 


NM_0 17452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1), mRNA 


NM_0 15044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARP binding 
protein 2 (GGA2) 5 mRNA 


NM_0 13365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 1 (GGA1), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3), 
mRNA 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 

/* A ~V TT "V TX T*» "X T A 

(ANLN), mRNA 


XT*. K A1 '7r\-^» ^7 

NM 017927 


Homo sapiens mitofusin 1 (MFN1), transcript variant 2, mRNA 


NM 018387 


Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA 


NM 018378 


Homo sapiens F-box and leucine-rich repeat protein 8 (FBXLS), mRNA 


NM_018158 


Homo sapiens solute carrier family 4 (anion exchanger), member 1, adaptor 

j • /"OX /"^ A A 1 A T»\ -pi "K T A 

protein (SLC4A1 AP), mRNA 


NM_0 18032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


NM 017575 


Homo sapiens chromosome 17 open reading frame 31 (C17orf31), mRNA 


NM 018696 


Homo sapiens elaC homolog 1 (E. coh) (ELAC1), mRNA 


JNJV1 UUD/ol 


XX * _ j* a .1 f% 1 'i A r\-T~r 1* f A /"ITT' -t \ T* "VTA 

Homo sapiens activated p21cdc42Hs kinase (ACK1), mRNA 


NM 016831 


Homo sapiens penod homolog 3 (Drosophila) (PER3), mRNA 


NM_003387 


Homo sapiens Wiskott-Aldrich syndrome protein interacting protein (WASPIP), 

T~\ \T A 

mRNA 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


TvTTV A A A 1 A 1 /I 

NM U0J014 


Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


NM 002899 


Homo sapiens retinol binding protein 1, cellular (RBP1), mRNA 


J.^U.YJ. \J\J *J J *L*-T 


xiomo sapiens nairy nomoiog ^urosopmiaj (JtLKi ), mKJNA 


MM_005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_0 16823 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant EL, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C.elegans) 
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fl 5 ARD6A'l mRNA 


NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SDC4), mRNA 


1N1VI UlOiOZ 


Wrvmn QanipnQ cirn^ apt ill q ViAm^nVvA'Y linmoloO" 2 fryrOROtYhlla ) fSIX2 ) ITlRNA. 


NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


"NT\ A 0 1 7 A 1 9 
iNlVl v 1 / *+ 1 Z 


TTrvmn canipn c $r\ r 7 r 7\f*(\ Vi nmnlncr 1 frYrocoiVhiljli fPT^Tj^^ TTl"RN"A 
JaOIIIO oapiCllo UlZZlCLl IlUIIlOIOg -3 ^.L/llJoUplUJ-ci/ V- 1 £- J *- JJ )i 11J - LV - L>, - r *- 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), rriRNA 


JNJVl_UUZooy 


riomo sapiens reimoic aciu receptor respond er ^tdzarotcne iikj.uL'Cuj z 

n?AT?PPQ9^ mPNA 
^JN-rVJtNJSJCoZJj II liXiN r\ 


NM_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 
rniviN/Y 


NM_016656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 

mKJNA i 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


NM__01ooj5 


riomo sapiens LjA. Dinarng protein iranscrrpnon iacior, oeia suounit z \ **i**xj) 
(GABPB2), transcript variant gamma, mRNA 


JNM_UUzU4 1 


riomo sapiens Dincnng proiem iranscnpnon iacior, oeia suDunn z \h / jsxjj 
^vj/\x5JrijZ j, transcript variant gamma, mxsj.N/A. 


JNiVl_U 1 OODh- 


riomo sapiens vj/v uinuing protcm iranbwopLiuii laL/iux, ucia £>uuuiiii i ^jjjrij-/^ 
A "RPT^ 1 tror> crn'nt vari ant "hpfa mP T\T A 


IN JVl_UUO Z 3^4- 


T-Trk-rYU"* eo-r^i^Ticj (T-A 1-i-i-n/liTifT r«T*t#»-in trUTicpri'ntin'n "fcir*trvr V^fto ci mi mi t 1 I S ikD) 
nomo adpicno vJ/V OiriU.lIlg piUlCIll UaiibL/liptiuii lauLUi, ucia ouuumi a. »j i\jsj 

(GABPB1), transcript variant beta, mRNA 


XTA/f A1 CO/1'3 

INIVI UlDo^fj 


TJrvi-virv oonipnc T TA/f rlrvma-in nnKr 7 /'T A/Tr~ > i7^ francprint TT-o-ri otrf ^ mP TvT A 
XxOnit) bdpicrib t_/HVl U.Ornd.lIl Ulliy / ^J-ylVlv_// ^, LldllbUIljpi v<xi±ciiil j, iiixn-in-tv 


NM 015842 


Homo sapiens LIM domain only 7 (LM07), transcript variant 2, mRNA 


JNM UUZZZo 


nomo sapiens v-jun sarcoma virus 1 / oncogene nomoiog ^avianj ^juimj, nuviNn. 


XTIV/T A1A17C 
rNJVl UlOl /O 


riomo sapiens orniinine uecaruoxyiase anuzyme d \\jj\z^d j, iiu\±\j-\ 


NM_016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 
cerevisiae ) ^ouk. i /j, mrviN/v 


NM_016539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 
cerevisiae ) ^oixv ioj, rnxviN/\. 


iNiVl U I Oj 1 0 


riomo sapiens rsJiv i-iiKe ^yeasij ^jcvjciv ljl>), ttjjl\j.n/\ 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 

rrvPKTA 

rnrviN/\ 


TvTA /f A 1 ^ ^ 0 "2 

JNJYI_U1oDoj5 


riomo sapiens paiate, lung ana nasai epnneiium carcinoma associ<neu ^ri/UiNL/j, 


NM 015886 


Homo sapiens protease inhibitor 15 (PI15), mRNA 


INrvl__U I DUO / 


nomo sapiens nuiocnonuriai nuosomai protein oiov^ ^lvjjNjroiov^^, inu/icaj. gene 

r* r\ r? i n rr m i t/~\r*Vi/~vn rlfi q1 tirAtpin ml? TvT A 


INiVX WlJ y*-r\j 


od^Jlt/llo pwlULa llVJlllwHJg \^-LVl VJOVJJJllllCl-/ 1 / 1 /\~J J , 


xnvr 016^Q7 

INiVI UIOJ7/ 


U nrnn ennipne TTW1 IiItr fiTVr* crvnhilfl » ^TMIT 1 mPTxT A 
XXOIIllJ bdpicno Xm-11KC \LJL\JoVjpiLllcL) ^AJTliXj^, IliXVLN^V 


NM_016587 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 

y V^XjyV_) I, IIlXviN^TL 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


xnv/f 01^797 

INIVI U1D/Z/ 


jTLOiiiu bdpicnb uicnyivinin receptor i ^r/w^rvi j 9 Liaiiboiipt vclllcliii oiiuil, iiixvin^y 


INiVI UUIUjO 


rronio bdpicnb uit/nyKinm receptor i v.r/w^xvij, tiatioexipt vd.iia.iiL lung, hixvin^. 


NM_004052 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BNTP3), 
iiuL/icai gene cnuotiing iintUL/nL>iiu.ri<ii protein, iiixvin^v 


NM 014820 

i. J.YA Ul*tUA<V 


Homo saniens translocase of outer mitochondrial membrane 70 homoloe A 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 


Homo sapiens mitofiisin 2 (MFN2), mRNA 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


NM_015700 


Homo sapiens HIRA interacting protein 5 (HIRIP5), mRNA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEl-like 1 (S. cerevisiae) (YME1L1), mRNA 


NM 014297 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


NM_014393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 


NM_014403 


Homo sapiens sialyltransferase 7D ((alpha-N-acetylneuraminyl-2,3-beta- 
galactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 
mRNA 


NM_014465 


Homo sapiens sulfotransferase family, cytosolic, IB, member 1 (SULT1B1), 
mRNA 


NM 014485 


Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDS), mRNA 


NM_014303 


Homo sapiens pescadillo homolog 1, containing BRCT domain (zebrafish) 
(PES 1), mRNA 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog 1 (Drosophila) (ODZ1), mRNA 


NM 014429 


Homo sapiens microrchidia homolog (mouse) (MORC), mRNA 


NM 006439 


Homo sapiens mab-21-like 2 (C. elegans) (MAB21L2), mRNA 


NM 015322 


Homo sapiens fem-1 homolog b (C. elegans) (FEM1B), mRNA 


NM 014591 


Homo sapiens Kv channel interacting protein 2 (KCNIP2), mRNA 


NM_004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 
mRNA 


NM 014420 


Homo sapiens dickkopf homolog 4 (Xenopus laevis) (DKK4), mRNA 


NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


NM 014325 


Homo sapiens coronin, actin binding protein, 1C (COROIC), mRNA 


NMJ) 14246 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo 
homolog, Drosophila) (CELSR1), mRNA 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


NM_014336 


Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AJPL1), 
mRNA 


NMJ)14265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 1 , mRNA 


NMJ 14237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 
mRNA 


NM 005032 


Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 


NMJ313980 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BN1P1), 
transcript variant BNIP 1 -c, mRNA 


NM_013979 


Homo sapiens BCL2/adenovirus E1B 191<D interacting protein 1 (BNIP1), 
transcript variant BMPl-b, mRNA 


NM_013978 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP 1 -a, mRNA 


NM 004178 


Homo sapiens TAR (HIV) RNA binding protein 2 (TARBP2), mRNA 


NMJ)05915 


Homo sapiens MCM6 minichromosome maintenance deficient 6 (MIS 5 
homolog, S. pombe) (S. cerevisiae) (MCM6), mRNA 


NMJ)02576 


Homo sapiens p21/Cdc42/Racl-activated kinase 1 (STE20 homolog, yeast) 

/"€> A V 1 \ ^v-DXT A 

(rAKlJ, mRNA 


NM 012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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"MTV A" 


Homo sapiens /VtvJtj acun-reiaieQ protein d nomuiog \ycai>ij yiw^ ir^Dj, mssj.^^ 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 

<-» /M-aTM o-I /TITO A "\ -rvVDTvTA 

cerevisiae j (jhllkaj, mi\JNA 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), rriRNA 


xnv x nn/ioo 


Homo sapiens olll, 14-iiKe 2 v o. cerevisiae) ^oxioi^iyZj, mtsJLN/\ 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_005069 


Homo sapiens single-minded homolog 2 (jDrosopniia) (£>jjvl2), transcript variant 

C TTV AO -rviT) XT A 

aJJYL2, mKJNA 


NM_009586 


Homo sapiens single-minded nomolog 2 (L>rosopnila) (aiM2/, transcript variant 
oiJVLZS, mKJNA 


XTA >T A AO /CIA 

NM_0U261O 


Homo sapiens pyruvate uenyarogenase Kinase, isoenzyme l (xxustij, nuciear 
gene encoding mitochondrial protein, mRNA 


NM 013374 


Homo sapiens programmed cell death 6 interacting protein (PDCD6LP), mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 002968 


tt ■ _ 1 i-i -1 /tv ~ T- .11 /O ATT 1 \ ««D\TA 

Homo sapiens sal-like 1 (Drosophila) (bALLl), mKJNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM_0 12460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TUVEM9), mRNA 


NM_0 12457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM13A), mRNA 


NM_0 12456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(T1MM10), mRNA 


NM_0 12450 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 4 
(SLC13A4), mRNA 


NM_0 12444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 

_ _J —1 _ _\ /ODA 1 1 \ , -,T"> X.T A 

cerevisiae) (brOll), mKJNA 


NM_0 12240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (S1R14), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase;, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (ORC3L), 
mRNA 


NM_0l2225 


Homo sapiens nucleotide binding protem 2 (MinL) nomolog, ±i. con; ^NUrsrzj, 

___"D XT A 

mKJNA 


XTA A fk 1 TO 1 1 

NM 0122.22 


xlomo sapiens mutY nomolog ^ii. coiij (MUi Yrij, mKJNA 


NM_U122/y 


Homo sapiens aouDle-stranaea KJNA-omamg zmc linger protein j/u, \ 

_-T> XT A 

mKJNA 


NM UIZ2UO 


Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM 012205 


Homo sapiens 3-hydroxyanthranilate 3,4-dioxygenase (HAAO), mRNA 


"VTA >T A 1 O 1 AO 

NM OlZlVb 


riomo sapiens grancalcm, rLr-nana calcium Dinamg protein itusjn/v 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


■VTTk r A 1 A 1 AO 

NM 012192 


Homo sapiens fracture callus 1 nomolog (rat) {r sJ^, 1 ), mKJNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


NM_012124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
Dinaing protein 1 (LHUKJJ<^1 hikina 


XTN/T 0191 18 


Unmn co-nipnc f , f~ v P^. r* a -r V* ATT AJitj* a1 iff* rpnrP Q Q1 ATT 4-1 lVp Cf\ C€*T€* VI ^1 3 

(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDG1), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA j 


NM 004506 


Homo sapiens heat shock transcription factor 2 (HSF2), mRNA 


NM 004423 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine oculis homeobox homolog 6 (Drosophila (SJX6), mRNA 


NM 007373 


Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA 


NM_002388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
(MCM3), mRNA 


NM 004873 


Homo sapiens BCL2-associated athanogene 5 (BAGS), mRNA 


NM_007316 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 2, mRNA 


NMJ)03819 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 
(PABPC4), mRNA 


NM 005737 


Homo sapiens ADP-ribosylation factor-like 7 (ARL7), mRNA 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mRNA 


NM 007264 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


NM 006870 


Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acelylglucosamine-2-epimerase/N-acetylmannosamine 
kinase (GNE), mRNA 


NM_007309 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C, mRNA 


NM 001878 


Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 


NM_000489 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
homolog, S. cerevisiae) (ATRX), mRNA 


NM_002528 


Homo sapiens nth endonuclease Hi-like 1 (E. coli) (NTHL1), mRNA 


NMJ)04085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(TIMM8 A), nuclear gene encoding mitochondrial protein, mRNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 


Homo sapiens acetyl-Coenzyme A transporter (ACATN), mRNA 


NM 002657 


Homo sapiens pleiomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NM_006724 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


NMJ)06882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


NM_006881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM_006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NMJ)06S79 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2b, mRNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 


NM_OO3801 


Homo sapiens GPAA1P anchor attachment protein 1 homolog (yeast) (GPAA1), 
mRNA 


NM 003193 


Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 


NM_002370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH), mRNA 


NM 006341 


Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA 


NMJ)06149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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NM_007279 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor (65kD) 
(U2AF65), mRNA 


NM 007194 


Homo sapiens CHK2 checkpoint homolog (S. pombe) (CHEK2), mRNA 


NM 007271 


Homo sapiens senne/threonme kinase 38 (STK38), mRJNA 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


NM 007278 


Homo sapiens GABA(A) receptor-associated protein (GABARAP), mRNA 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mRNA 


NM 007246 


Homo sapiens kelch-like 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM_006482 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 2, mRNA 


NM_003583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 1, mRNA 


NM_006484 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant c, mRNA 


NM_006483 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant b 5 mRNA 


NM_001882 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


NM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 2, mRNA 


NM_001644 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 1, mRNA 


NM_006936 


Homo sapiens SMT3 suppressor of mif two 3 homolog 1 (yeast) (SMT3H1), 
mRNA 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


NM 006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM_007068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 
homologous recombination (yeast) (DMC1), mRNA 


NM 007021 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


NM_007007 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(CPSF6), mRNA 


NM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 
SEC4 (SEC4L), mRNA 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


NM 006746 


Homo sapiens sex comb on midleg-like 1 (Drosophila) (SCML1), mRNA 


NM 006824 


Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA 


NM_005922 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 1 , mRNA 


NM_006807 


Homo sapiens chromobox homolog 1 (HP1 beta homolog Drosophila ) (CBX1), 
mRNA 


NM_006734 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HIVEP2), mRNA 


NM_006732 


Homo sapiens FBJ murine osteosarcoma viral oncogene homolog B (FOSB), 
mRNA 


NM_006729 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
156, mRNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFDA-alpha/beta-like factor (AJLF), mRNA 


NMJ306796 


Homo sapiens AFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 
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NM 006666 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


NM_006509 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RELB), 
mRNA 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-like (S. cerevisiae) (HBS1L), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM_006579 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM 006560 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBP1), mRNA 


NM_001211 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog beta 
(yeast) (BUB IB), mRNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM 006377 


Homo sapiens unc-13-like (C. elegans) (UNC13), mRNA 


NM_006357 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 
(UBE2E3), mRNA 


NM_006323 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 
mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


Homo sapiens SI 00 calcium binding protein, beta (neural) (S100B), mRNA 


NM 006271 


Homo sapiens SI 00 calcium binding protein Al (S100A1), mRNA 


NM 006391 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM_006203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L), 
mRNA 


NM 006181 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


NM_006168 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA 


NM_006167 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3 A), 
mRNA 


NM 006159 


Homo sapiens NEL-like 2 (chicken) (NELL2), mRNA 


NM 006157 


Homo sapiens NEL-like 1 (chicken) (NELL1), mRNA j 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (MAF), mRNA 


NM_006306 


Homo sapiens SMC1 structural maintenance of chromosomes 1-like 1 (yeast) 
(SMC1L1), mRNA 


NM 006461 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (CNK1), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(SMC2Ll),mRNA 


NM 006321 


Homo sapiens ariadne homolog 2 (Drosophila) (ARIH2), mRNA 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM_006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), mRNA 




"HYvmn Qsmipn<5 <5ine ocu1i<5 rirvmeohox homoloiZ 1 fDrOSOPhila^ (SIX1), mRNA 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


1NIV1 UU3!70U 


f47vmr> csmipnQ ^100 ralriirm hinHincr nrotein P fS100P\ mRNA 


NM 005979 


Homo sapiens S100 calcium binding protein A13 (S100A13), mRNA 


A.TA/T AACmO 

NM_UU5VJo 


Homo sapiens myeioiu/iympnoio. or miACu-micagc icluvciihcl ^uitixijia^. mjnnjivg, 
Drosophila); translocated to 3 7 (MLLT7), mRNA 




rlomo sapiens myeioiG/iympnoiQ or mixeti-iincagc icu^cmia ^uiuiuiaA iiuiiiuivsg, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM__OODy3o 


nomo sapiens mycioiwiyinpnoiLi or miAcu-iiiicagc icuivtiiiia. ^unnmaA uuinvivg, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005y35 


Homo sapiens myeioio/iympnoia or mixeu.-nncd.gc icuiv.ciiiia ^muiuiaA nuinuiwg, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


XTA /f AAC /I 


nomo sapiens myeioiu/iympnoiu. or mixeu-iincagc icujvcima ^tiitiiuiaA. nv^iiivivfj, 
Drosophila); translocated to, 1 (MLLT1), mRNA 


NM_005933 


xiomo sapiens myeioia/iympnoia or mixea-nncagc icuivciriid. ^uunuidA iiuinuivg, 
Drosophila) (MLL), mRNA 


NM005905 


Homo sapiens jvlajj, motners against aecapentapiegiw riuniuiug y yuiv&vyimtij 
(MADH9), mRNA 


NM_005904 


Homo sapiens jvla_ij, motners agamst accapeniapiegiL' nuniuiug / yisiv^vyjuiia.) 
(MADH7), mRNA 


\T> A AACAAI 

NM_OUd903 


rlomo sapiens ivl/vij, motners against aecapeniapicgiL' iiumuiug ~> \±jLKy^>\j\>vu.\a.) 
(MADH5), mRNA 


NM_O059O2 


ilomo sapiens jvlajj, motners against aecapentapicgio nomuiug d ^x^iuaupiiiia^ 

^IVLAJL'xIj mrsJN/V 


NM_O05901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 

r\A mPTJA 
(jVLAiJMZ), mKJN/V 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 


JNJVL UUoUjj 


Homo sapiens lipase, enaomenai vi^rr mivLN/x 


NM_006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 

n ,B XT A 

rritviN/v 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 

r^^£>*-«rjnirm<a A tr»ir\lae^"\ / APA A niiplpcir opnp PTirnHinof mitnp.lin'nHrial nrotein 
v^oenzyme /\ tmoiasej ^^-v^/vrv^ ^, nuuicox gene ciiu\ju.Aiig nuiuw/iiunui ic*.i ^1^1,^x1*, 

ml? XT A 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


XTTV A f\(\£l 1 1A 


rlomo sapiens tuz antigen ^cytoplasmic tanj umuuig piuicm ^^j^^x^jtz.^, 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


XTTV K f\f\ A A 1 (\ 

NM_0040 1 0 


rlomo sapiens oystropmn ^muscular oystropny, jjucncimc anu dclkcx Lypc&^, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


XTK A C\f\ A A1 *? 

NM_004023 


Homo sapiens cystropnin ^muscular aystropny, jjucneimc ana occKcr typcb^, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40bc, mRNA 


XN1VJ. UuHU^^ 


PTrvmn carrieri*: dv^tronhin rmii<?rnlar Hv<?tronhv Duchenne and Becker tVDes), 

includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40b, mRNA 
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NM_004020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40c, mRNA 


NM_004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 1 ab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


NM_004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


NM_004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM_004011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


NM_004006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427m, mRNA 


NM_000109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


NM 005632 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 


NM 005631 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


NM_005621 


Homo sapiens S100 calcium binding protein A12 (calgranulin C) (S100A12), 
mRNA 


NM_005620 


Homo sapiens S100 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM 005591 


Homo sapiens MRE11 meiotic recombination 11 homolog A (S. cerevisiae) 
(MRE1 1 A), mRNA 
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NM_005590 


Homo sapiens MRE1 1 meiotic recombination 11 homolog A (S. cerevisiae) 

(jYlKJbl 1 AJ, ITUvlN A 


JNJV1_UUj joj 


riomo sapiens iviai-J, moxners against aecapenidpiegiw nuinuiug u ^j^iuaupiuia^ 

^1VJL/\JL^XjLO ), IIl£vTN/\ 


JNJV1 UUjjo4 


riomo sapiens mao-zi-uKc l eiegans^j ^iviadz.ij-»ij, iiunj.m^v 


JNJYI__UUj JoZ 


riomo sapiens lympnocyie anngen o^f nomoiog, rauiupioieuuvc iujkj-/ ^uiuubc; 
(LY64), mRNA 


1N1VJL UUDOO/ 


rxomo sapieiib zmc linger pruiciii ivj iiuinuiug ^int-m&C'^ v/- ,x A 1Vjf - , /j hjxvj.^^. 


NM 005886 


Homo sapiens katanin p80 OVD40-containinK) subunit B 1 (KATNB1), mRNA 


XTA/T AACO/CA 


Jtiomo sapiens ioiiisxaxin-iiKe j ^secreted glycoprotein^ ^roii^j;, nutviN^v 


NM UU*>/!>o 


riomo sapiens neterogeneous nuciear noonucieoproxein i\d ^riiNivr/\.3 j, uusivfx 


"KTN A A A CC1 A 


riomo sapiens dom-3 nomoiog c [k^. eiegansj ^xjkjj\ldz^) 9 iranscnpi vananx z 5 

t-*-kt> XT A 

mKJN A . _ 4 


"XTA /T AA^7^^ 


riomo sapiens JrriJxlvi, J^aiOvjJZ/r ^/vivxivjij/r j ana piccKstnn uomdin pruiciii l 
^cnonarocyTe-aeri vcuj ^-^i^-^i/? iiuviN-rv 


JNIVI UUZ> /ZZ 


JtlOmO Sapiens /\I\XZ dt/im-lClalCU piOtCUl mjiiivJIVJg yy^aatj ^^yv^iiv^i, iiuxj-N-n. 


NM_005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


JNIVI UlO 1 /U 


riomo sapiens acnaete-scuie compiex-iiKe z ^jL^robopmia^ ^yov_^±^zj, nir\j.x/\ 


INM UIO4Z0 


riomo sapiens tumor protein pj d Dinaing protein, z ^rjjDr^j, ini\iNr\ 


NM_005486 


Homo sapiens target of mybl -like 1 (chicken) (TOM1L1), mRNA 


NM 005468 


Homo sapiens target ot niyoi (cnicKen) (ivjjvii^, mKJN/v 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (SRC), mKJNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SDG), mRNA 


~v t» r r\ r\ r a a a 

NM_005444 


Homo sapiens RCD1 requued ior cell diiierentiationl nomoiog (b. pomoe) 
(RQCD1), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA 


NM_005377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 

(JVLYd^Z), mKJNA 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 

mKJNA 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 

(MAUrL4j, mKJNA 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


NM_005307 


Homo sapiens G protein-coupled receptor kinase 2 -like (Drosophila) (GPRK2L), 

mKJNA 


JNM_0052o2 


riomo sapiens growtn iactor, augmenter 01 liver regeneration ^rirvv i nomoiog, 
o. cerevisiae ) ^oir iz/ivj, mjKXNA i 


NMJ>05261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


JNJVL UU!)z4j> 


riomo sapiens jtai tumor suppressor nomoiog x ^l^rosopnna^ ^rAi ), mrviN^v 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


.NM_005239 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 

^riloZ), mKJNA 


1N1VI UUjZJJ 


Unmn Qjinipnc t/-.p»t*K-5» ^r^z+lTTAVil^cHr* IpiiVptnifi VTrnl onnncrprip ViAtnnlAO 4 Tfiviani 

(ERBB4), mRNA 


NM__00522S 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRIL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 
(CRKL), raRNA 


NM 005197 


__ - -a . , •«/ y— tx TT 1 fl 1 \ T* XT A 

Homo sapiens checkpoint suppressor 1 (CHES1), mRNA 


NM_005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 
(CER1), mRNA 


NM_005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 
(SMC4L1), mRNA 


NM 005169 


Homo sapiens aristaless homeobox (Drosophila) (ARIX), mRNA 


NM_005078 


Homo sapiens transducin-hke enhancer of split 3 (E(spl) homolog, Drosophila) 
(TLE3), mRNA 


NM_005077 


Homo sapiens transducm-hke enhancer of split 1 (E(spl) homolog, Drosophila) 
(TLE1), mRNA 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SIM1), mRNA 


NM 005067 


Homo sapiens seven m absentia homolog 2 (Drosophila) (SIAH2), mRNA 


NM_005138 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), j 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma binding protein 2 (RBBP2), mRNA 


NM 005053 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23A), mRNA 


NM_005049 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H), 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae) 
(NHP2L1), mRNA 


NM 004997 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NM_004788 


Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4), mRNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


NM_004602 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T4, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 
Drosophila) (SFRS10), mRNA 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


NM_004657 


Homo sapiens serum deprivation response (phosphatidylserine binding protein) 
(SDPR), mRNA 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 
mRNA 


NM 004164 


Homo sapiens retinol binding protein 2, cellular (RBP2), mRNA 


NM 004584 


Homo sapiens RAD9 homolog (b. pombe) (KAJJy), mrciNA 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NM_004813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET112-like (yeast) (PET112L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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NM 004561 


Homo sapiens ovo-like l(Drosophila) (OVOLl), mRNA 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORC1L), 
mRNA 


NM 004557 


Homo sapiens Notch homolog 4 (Drosophila) (NOTCH4), mRNA 


NM 004808 


Homo sapiens N-mvristovltransf erase 2 (NMT2), mRNA 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


NM_004147 


Homo sapiens developmentally regulated GTP bmdmg protein 1 (DRG1), 
mRNA 


NM 004851 


Homo sapiens pronapsin A (NAPl), mRNA 


NM 004533 


Homo sapiens myosin bmdmg protein C, fast type (MYBPC2), mRNA 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 3 (MLLT3), mRNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 


NM_004526 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. 
cerevisiae) (MCM2), mRNA 


NM_004829 


Homo sapiens lymphocyte antigen 94 homolog, activating NK-receptor; NK- 
p46, (mouse) (LY94), mRNA 


NM_004744 


Homo sapiens lecithin rehnol acyltransferase (phosphatidylcholme-retinol O- 
acyltransferase) (LRAT), mRNA 


NM 004524 


Homo sapiens lethal giant larvae homolog 2 (Drosophila) (LLGL2), mRNA 


NM 004140 


Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA 


NM_004922 


Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C), 
mRNA 


NM 004508 


Homo sapiens isopentenyl-diphosphate delta isomerase (IDI1), mRMA 


NM 004507 


Homo sapiens HUS1 checkpoint homolog (S. pombe) (HUS1), mRNA 


NM 004262 


Homo sapiens airway trypsin-like protease (HAT), mRNA 


NM 004752 


Homo sapiens glial cells missing homolog b (Drosophila) (GCMB), mRNA 


NM 004477 


Homo sapiens FSHD region gene 1 (FRG1), mRNA 


NM 004463 


Homo sapiens faciogenital dysplasia (Aarskog-Scott syndrome) (FGD1), mRNA 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
polypeptide (FCER1G), mRNA 


NM 004456 


Homo sapiens enhancer of zeste homolog 2 (Drosophila) (EZH2), mRNA 


NM 004100 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4), mRNA 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


NM_004448 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


NM 004445 


Homo sapiens EphB6 (EPHB6), mRNA 


NM 004436 


Homo sapiens endosulfine alpha (ENSA), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
antigen B) (ELAVL2), mRNA 


NM_004230 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 5 (EDG5), mRNA 


NM 004421 


Homo sapiens dishevelled, dsh homolog 1 (Drosophila) (DVL1), mRNA 


NM_004399 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 11 (CHLl-hke 
hehcase homolog, S. cerevisiae) (DDX1 1), transcript variant 2, mRNA 


NM 004378 


•»--r • * 4 4 * •11- • . • i ✓ /st» A "Tk 1 \ T% "VTA 

Homo sapiens cellular retinoic acid bmdmg protein 1 (CRABP1), mRNA 


NM 004898 


Homo sapiens clock homolog (mouse) (CJLvJUlvj, mKJNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 



265 



BNSDOCID: <WO _03074654A2_L> 



WO 03/074654 



PCT/US03/05028 





(CALB3), mRNA 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), mRNA 


NM_004725 


Homo sapiens BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast) 
(BUB3), mRNA 


NM_004336 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog (yeast) 
(BUB1), mRNA 


NM_004331 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3-like (BNIP3L), 
mRNA 


NM 00432S 


Homo sapiens BCSl-like (yeast) (BCS1L), mRNA 


NM 004045 


Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA 


NM 004849 


Homo sapiens APG5 autophagy 5-like (S. cerevisiae) (APG5L), mRNA 


NM_004674 


Homo sapiens ash2 (absent, small, or homeotic)-like (Drosophila) (ASH2L), 
mRNA 


NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCL1), mRNA 


NM 004707 


Homo sapiens APG12 autophagy 12-like (S. cerevisiae) (APG12L), mRNA 


NM_004641 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


NM 004301 


Homo sapiens BAF53 (BAF53A), mRNA 


NM 001129 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMK1), mRNA 


NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000435 


Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA 


NM_000251 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli) 
(MSH2), mRNA 


NM_000249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli) 
(MLH1), mRNA 


NM 000210 


Homo sapiens integrin, alpha 6 (ITGA6), mRNA 


NM 001537 


Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1L), mRNA 


NM 001458 


Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA 


NM_001444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 
mRNA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


NM_001388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 
mRNA 


NM_001340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 
mRNA 


NM_001326 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kD 
(CSTF3), mRNA 


NM_001325 


Homo sapiens cleavage stimulation factor, 3* pre-RNA, subunit 2, 64kD 
(CSTF2), mRNA 


NM_001324 


Homo sapiens cleavage stimulation factor, 3* pre-RNA, subunit 1, 50kD 
(CSTF1), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


Homo saniens zinc fineer nrotein 17 homolocr fmnn^p^ ^ r 7FP^7^ mP\TA 


NM 003409 


Homo sapiens zinc finger protein 161 homolog (mouse) (ZFP161), mRNA 


NM 003680 


Homo saniens tvrosvl-tRNA <svnfhptaQp rvAP^ m"R~\TA 


NM 003390 


Homo sapiens WEE1+ homolog (S. pombe) (WEE1), mRNA 


NM 003565 


Homo saniens iirtc-S 1 -Hl^p lonncp 1 (C ^l^crancA ff7T if 1\ mPXTA 


NM_003345 


Homo sapiens ubiquitin-conjugating enzyme E2I (UBC9 homolog, yeast) 
(XJBE2D mRNA 


NM_003344 


Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 
fUBE2Fn mRNA 


NM_003343 


Homo sapiens ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast) 
flJBE2G2^ mRNA 


NM_003340 


Homo sapiens ubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog, yeast) 
(UBE2Dli mRNA 


NM 003338 


xzuiiiu £>d.piciij> uoiqui unconjugating enzyme ±izu l ^UJt>U4o nomolog, yeast) 
(UBE2D1) mRNA 


NM_003968 


Homo sapiens ubiquitin-activating enzyme E1C (UBA3 homolog, yeast) 
(UBE1C) mRNA 


NM 003320 


Homo SflniPn^ tllJVKv hnmnlncr ^mnnc^ /TT TT>\ -rv-i'DXTA 
Awiiiv* oajjitno luuuy nuiliuitjfc^ ^IllOUoC ) \ 1 UX3 y, TTlrvLN/A. 


NM 003278 


Homo sapiens tetranectin (plasminogen binding protein) (TNA), mRNA 


NM 003260 


nuiuu 5><ipicnt> cransaucm-iiKe ennancer oi split z (^xi^splj nomolog, Orosopnila) 
(TLE2), mRNA 


NM 003920 


xiuniu £>dpieni> iimeiess nomoiog (iJrosopnilaj (I JUVliiJLiioo), mRNA 


NM_003251 


Homo sapiens thyroid hormone responsive (SPOT14 homolog, rat) (THRSP), 
mRNA 


NM_003250 


Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 
tA u «y uii^ugciic nomoiog, avian y ^ I jjLK-A. 7, mKJN .A. 


NM_003223 


Homo sapiens transcription factor AP-4 (activating enhancer binding protein 4) 
(TFAP^ mRNA 


NM_003222 


Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 


NM_003221 


Homo sapiens transcription factor AP-2 beta (activating enhancer binding protein 
2 beta^ <TFAP?Ftt mPTsTA 


NM 003220 


xj-uiiiw &apicnt> irdnbcopnon iacior j\r-z aipna ^acuvatmg ennancer binding 
protein 2 alpha) (TFAP2A), mRNA 


NM_000458 


xiuiiiu ^apiciib udiibunpuon iacior z, nepatic, JLr-jaJ, variant nepatic nuclear 

factor C~VC*Vy\ trancrrint voriortt o i-nP"NTA 
iauLyi v z.^, UalldUIipL Variant a, ITLtvlNA 


NM_003181 


Homo cam PT1 Q T* Virflplrv/iiTV/ linmnlno- /'mnncp'i / r T 1> \ -n-»T?"M'A 

j-A^iiiw aapidi& i, uxawiiy ury nomoiog ^mousej mi\JN/V 


NM_003173 


xxmiiu ou.|jpic&oui ui voiicgciLiun j-y nomoiog i ^JL/rosopmia ) 
(SUV39H1), mRNA 


NM 003171 


Homo saniens ^nrmrpciQnr of v^rl ^-liV^ 1 r>p rP Tn cio<=\ /'QTrp\/ , 3T 1\ -^"dxta 
iiuiiiv oapi^xio ouppici>&ui ui van, j-iiive i \^o, cerevisiae^ (our vjijij, rnKJNA 


NM 003169 


Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA 


NM_003168 


nuiuu oa^i^iia ouppicc>isur ui iyH nomoiog i ^o. cerevisiae ) ^oUJrl^JHLlJ, mKJN A 


NM_003599 


Homo sapiens suppressor of Ty 3 homolog (S. cerevisiae) (SUPT3H), mRNA 


NM 003162 


nuiiiu oapiciib auidLin, oaimoauim Dinaing protem ^oiKJNj, rnKJNA 


NM_003134 


lAUlAlu aapiciia bi^iiai iccogmuon panicie hku ^nomoiogous Alu KJNA binding 
protein) CSRP 14) mRNA 


NM_003088 


HomO Saniens Sinffed-lllcp ffhcrfn hnmnlna CPs i iT-r>V»i-r»^ /"Pkr-/^e/^r^T-«ilo\ /OXTT \ 
oujjiwiio om^wia iiivc ^ldoL/111 IlUHlUlUg, oC4 UlCmn^ ^J-'rOSOpniia^ ^OiNl-f), 

mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLIT1), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI), mRNA 


NM 003031 


Homo sapiens seven in absentia homolog 1 (Drosophila) (SIAH1) mRNA 


NM_O00193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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NM 003003 


Homo sapiens oJbL^i4-iiK:e 1 (o. cerevisiaej ^o.c^i'+jwij, mjviN/\ 


NM 0029&3 


Homo sapiens small inauciDie cytokine j\j 1 iiuvin/\ 


NM__002982 


rlomo sapiens small inauciDie cyroKine /vz ^monocyte ^uemoiacuc protein ij 
(SCYA2), mRNA 


NM wZyol 


jrionio sapiens sman inauciDie cyroKine i\i 9 ±-d\j? ^ov_/ i ^vi^, iiuvin/^ 


NM 003864 


Homo sapiens siri3-associateQpoiypepnae, jkjku {oJ\rj\j), iiiiuna 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


NM 002960 


Homo sapiens SI 00 calcium binding protein A3 toiUUAJj, itikjna 


NM_002966 


Homo sapiens S100 calcium binding protein A10 (annexin II ligand, calpactin I, 

1 • ■* » i a* j _ f 1 1 \\ /O 1 A A A 1 A\ .T> XT A 

light polypeptide (pi 1)) (blOOAlO), mRNA 


NM 003707 


Homo sapiens RuvB-like 1 (E. coll) (RUVBJL1), mKJNA 


NM_002944 


Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (ROS1), 

Tj\T A 

mRNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 
(ROBOl), mKJNA 


NM 000326 


Homo sapiens retmalaenyae binding protein I (Ki-,xSJrij, mKJNA 


NM 002930 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RUN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


NM_002912 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 
(REV3L), mRNA 


NM 002900 


Homo sapiens retmol binding protein 3, interstitial (RBrjj, mKJNA 


NM 002894 


Homo sapiens retinoblastoma binding protein S (RBBP8), mRNA 


NM_00288S 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 
(RARRES1), mRNA 


NM 002879 


Homo sapiens RAJJdz nomolog ^o. cerevisiaej ^kalozj, iukjna 


NM 002 b/b 


rlomo sapiens kajl/j i-iiKe d ^o. cerevisiaej ^kauj ijuj j, itiinj.n/\ 


NM_002875 


Homo sapiens KALo 1 nomolog ^KecA nomoiog, xi. conj ^o. cerevisiaej 

rry a ~p\c 1 A "NT A 

(KAL)j 1 J, mKJNA 


\T> yf AAOOl/1 

NM 0028/4 


rlomo sapiens kajjzj nomoiog r> ^o. cerevisiaej ^jx/\i_^zjr>j, huvin/v 


NM 002853 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA 


NM 002873 


Homo sapiens RAD 17 nomolog (o. pombej (KAJJ1 /), mKJNA 


NM 000264 


Homo sapiens patched nomolog (Drosopnilaj (JrlCH), mKJNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


NM 002616 


Homo sapiens period homolog 1 (Drosophila) (FKK1 ), mKJNA 


NM_002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


x Jt /~v /™v JT y~ o 

NM 002568 


Homo sapiens poly (A) binding protein, cytoplasmic 1 (PABPC1), mRNA 


NM_003932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 
interacting protein) (ST13), mRNA 


NM 003715 


Homo sapiens vesicle docking protein pll5 (rll5), mKJNA 


NM__002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORC5L), 
mRNA 


NM_002552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L), 
mRNA 


NM 003634 


Homo sapiens nipsnap homolog 1 (C. elegans) (NIP SNAP 1), mRNA 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 


JNM._UUZ4o*f 


nomo sapiens nucieonae oinumg protein i ^iviiill/ iiuxiiuiug, ±j. w/un^ j_>x i^, 
mRNA 


NM_003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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xNlVx UUZ.H'tO 


TTnmn cani pn<; m^h linmpn r>r*v hnmnlna 1 /T)rosoohila i flVTS"5vl i mRNA 

XXVJlllvJ oajJlt'llj llloll llVJHIOtJ UUA HUlllUlUg X ^x/iuovpiiiiuy yiuu/vi^j iiuvi^ix 


IN xVI__ v \JJjJ /O 


Wnmn <:arvipn<5 <jprinp/fhrpnninp VinaQP 94 (STF20 homoloc* vpa<;ti fSTTC24 i 

mRNA 


NM 002442 

1N1VA \J\J JL'-T'-T 


Hnmo ^anipns mu*iaQhi hnmoloo - 1 rDrosonhila^ fiVlSIl /. nVRNA 


NM 00^441 


Homo saniens mutS homolop 5 fE coli i fMSH5 \ mRNA 


NM 002440 


Homo saniens mutS homolo? 4 (E coli i flVlSH4 1 mRNA 


NM 00^4^9 


Homo saniens mutS homoloe 3 fE colii fMSH3 1 mRNA 


NM 002405 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


NM 00">409 


TTntn^ Qnnipn? mpcr^Hfrm QnpHfip iran^print rinmoloP imoiisei riVTESTi mRNA. 

XXVjilHJ odLJIC/llo iUCSUUtllU ofJv'l/lXll/ LX ulloul 1JJL liUlllVJlUg V l\J LiO^/y ^ivxuu x jy ilixviii ». 


NM_002398 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 

HVTFT^I i mRNA 

^xVXJ_dXJ 1 J-y lllXV±>lXX 


NM_002393 


Homo sapiens Mdm4, transformed 3T3 cell double minute 4, p53 binding protein 

fmmiQpi fMT)M4i mRNA 

Y^lilULloC' J yjLVXJ-SXVXTT Jy llULVL^il 


NM_002392 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 

( mm icp^ CK/TTWAO i tranQPrint variant A/TTj1VT9 mRNA 


NM_003906 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 

5»ccnr*i^tp»H r^rritpin ^IvTr^lvT^ AP^ mPINTA 

do&UL'lu.lC'U. LyiUldll \ k lYXV-'lVXJ^\_r J 9 1 1 1XVX > Xv 


NM_002360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog K 

/"avian i fMATO rnRNA 




X HJlilL; dctL/ldlo V"*111<*X lllLloC'lXlLJciLJlJllCLXl.tJLJ.V 11 LJ1 VJocll Owl lid vjliw/g^lio liuiliuiug, vj 

/'avian 1 TMAFOi mRNA 


NM OO^SSO 

l^lxVX WJ,J.JVJ 


Hnmn QnnipnQ A/f AF>1 mitntir, arrf*c:t Hpficient-lilce 1 fveasti (iSA AT)1T.1 i mRNA 

XXVJ11HJ ocxj-flt>llo XVXjCi.I J X 1111 LU LI v all^ol utllvlvlll 1 llvv/ x ^ jr vOJ VJ ^ivxrix/ i Xv i axxx^ju^ii x 


NM 00^9^7 


TTnmn ^anipn*; Irvnurpnina^p -Icvnurenine VivHrolase^ nCYNTPk nrRN^A 

XXvJlllU oa[Jiwllo Xv_y 11L11 v-lllllu-Ovii/ \Xj JVjr 1 lull v^i 1111^-- llj' \J-i- Wiuov / X liu y 5 * ii_LN_L xi y 


NM 002269 


Homo sapiens karyopherin alpha 5 (importin alpha 6) (KPNA5), mRNA 


xnvr 00^779 


xxuiiio odpiciib jci ivy iiuiiitJiUg~xiJtvc ^uiuus>c^ ^jjxxnjlj^j iiixsjln^v 


NM 002202 


Uatvia QflnipnQ TS1T 1 tran^rrintion far.tor T TM/homfodomain Hslet-l i TTST.l^ 

XXwlilvi OCXXJltilXO IJIjI LI dllOVxl VVJ LI Wll loULUl j l—iX±\±J llulll^UUVJlllUUlj ^lOlV/l XJ ^1UX> iy ? 

mRNA 


NM 003604 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


TNTivf 001 ^70 

IN 1VI \J\J LJ/\J 


T-T/"*tyh"\ cijtmptic i yi tf^t*] p»i i l<"i t» _. 1 r^^pi^Trvf—ci ccnpifl tpH T^m^i qp 9 ^TR ATC9 i mRNA 

XXUIIIO odpiCIlb lllLCI ICUlVill- 1 1 CC-CpUJI -aboUUIalCU iSXlldoC A, ^XXTv^TJCS^-^, llxXVlNxx 


NM_003866 


Homo sapiens inositol polyphosphate-4-phosphatase, type IT, 105kD (INPP4B), 

niR TnJA 
xxxlSAr\r\. 


NM_001536 


Homo sapiens HMT1 hiiRNP methyltransferase-like 2 (S. cerevisiae) 
fHRMT1T9i mRNA 

^XXXVlVX L 1JLZ>^ 1 1 IX VI N xx 


NM_001535 


Homo sapiens HMT1 htiRNP methyltransferase-like 1 (S. cerevisiae) 
fRRMTIT 1 i mRNA 

l^XXXVlVX X 1 J-/ 1 1, 11JLXV1N .rv 


l^lxVX UvJOvU 


Hnmn Qnr»if»nQ Tiara Viri R(^T 9 intprartinc* nrofpin frontains onlv domain i 

XXv/lllVJ odLJlt/Ho 11C11 dlvXl Ly XJ\^sX^j£* Ultwl av LXllL^ VJl L/l^Hl ^VV/llluiilo \jxixjf UllJ vawiiiciiii/ 

(HRK), mRNA 


NM 0091^9 


TTri*ntn catiiPtic liictiHinp rif»Vi r*ci 1 r*i 1 im TMnrlino - r\rr\fpm m R 1*1 mR T\TA 

XXUIIIvl odJJlCllo llloLlvJlUC 1 iV/xl \saX\sX\J.XXX L/liluillg JJHJlWi.ll ^xxxvv^/^ IXXXVX^I^V 


T\7Tv/f 009 1 1 4 


xioniu ba.piciio iiu.iiid.il iiiuiiuiiuu-ciiuiciioy viitio type x c-iniaiiv^t/i uiiiuin^ jjiuLciii 1 
THTVFPI i mRNA 

^1 AX V X-#XT X J s 1 1 IX VJ. > / v. 


NM 00^710 

±>1VX \J\JJ I X\J 


TlAtnn enriipne QPrinp nrrvtpaQP in Vii Hi tor JC unify tvnp 1 f SRT1NJ1 1 l mRNA 

X XvJll 1»J OU.pivllQ Owl 1 11V^ yJL v/LV^uOv 11 11 XX U 1 LU1 , XVIXXIILZj Lj |Jv X ^kJX Xli X X ) y 1 1 1X\_L ^1 JT\. 


NM 0001 7Q 

JL^ixVX \J\J\J X I ^7 


Ur»mn Qnnipn? mntSi Viomoloo" ft (T* poli i TlVfSIHf>i mRNA 

XXvlllU OU.|JlV'lJIO llllXLO ll^Jl 1 IVJlU^i, V \J i . LUll J ^XVXkJXXVF 11XXVJ. ^i-l X 


NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), iriRNA 


NM 009077 

1N1V1 \J\J jL\J I / 


T-T r\"mrv ca-nipn? oolci antn?inticrpn or\lcrin QiiH'familv a 1 ('C'tOTX'tA 1 ^ mRl\TA 
xxUlllvJ oclJJl tllo gvjigi dtliAJdiiiigcxi, ^kJXj^iix oLiLrxdiixiiy a, x ^vjvyxjvjxxi^j 1 1 xxnj. > jrx 


NM_003878 


Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl 
rivHro1a<5P i (CrCrHi mRNA 

1 1 y Lll UldoC ) yVJVJXXI, lllXVlNxx 


NM_001488 


Homo sapiens transcriptional adaptor 2 (ADA2 homolog, yeast)-like (TADA2L), 


NM 0014.87 


T-Tnmn canipn q rrONJS apnprcil pnntrnl of* amino-acid svnthesis 5-lilce 1 TvpaQti 

X XLJ111U odLJltllO VJV_/X>U gCUCial LI KJ L KJX dllllllU d^lVJ. llUl^/JiO *s XIIVW x LUO L J 

(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 (GAT A3), mRNA 


NM 002050 


Homo sapiens GATA binding protein 2 (GATA2), mRNA ... 


NM_002049 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATA1), 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 
(GABPA), mRNA 


NM 002039 


Homo sapiens GRB2-associated binding protein 1 (GAB1), mRNA 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 


NM_003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZD1), mRNA 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA 


NM 002031 


Homo sapiens fyn-related kinase (FRK), mRNA 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


NM 001457 


Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FLH), mRNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA 


NM 001990 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYA1), mRNA 


NM_001989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVX1), 
mRNA 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (ERBB3), mRNA 


NM_003584 


Homo sapiens dual specificity phosphatase 1 1 (RNA/RNP complex 1- 
interacting) (DUSP1 1), mRNA 


NM_003859 


Homo sapiens dolichyl-phosphate mannosyl transferase polypeptide 1, catalytic 
subunit (DPMI), mRNA 


NM 001928 


Homo sapiens D component of complement (adipsin) (DF), mRNA 


NM 003649 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 1 , mRNA 


NM_001343 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 
(Drosophila) (DAB2), mRNA 


NM_001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTL1), 
mRNA 


NM 001316 


Homo sapiens CSE1 chromosome segregation 1-like (yeast) (CSE1L), mRNA 


NM 003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA 


NM 003909 


Homo sapiens copine HI (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA 


NM 001308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPN1), mRNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM 001280 


Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA 


NM 001274 


Homo sapiens CHK1 checkpoint homolog (S. pombe) (CHEK1), mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NM_003655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 
mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM_000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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NM_001205 1 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP 1 , mRNA 


NM 001714 1 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


NM_003766 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECN1), mRNA 


NM 003567 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


NM 001189 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA 


NM_001698 


Homo sapiens AU RNA binding protein/enoyl-Coenzyme A hydratase (AUH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_001672 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 


NM 001638 


Homo sapiens apolipoprotein F (APOF), mRNA 


NM 003977 


Homo sapiens aryl hydrocarbon receptor interacting protein (AIP), mRNA 


NM_001138 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 1 , mRNA 


NM_058246 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


NM 058165 


Homo sapiens diacylglycerol acyltransferase 2-like (DGAT2-like), mRNA 


NM_001861 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 014491 


Homo sapiens forkhead box P2 (FOXP2), mRNA 


NM_054110 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GALNT7), mRNA 


NM 006726 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 


NM 020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


NM 052852 


Homo sapiens hypothetical zinc finger protein MGC2396 (MGC2396), mRNA 


NM 053043 


Homo sapiens hypothetical protein MGC20460 (MGC20460), mRNA 


NM 053017 


Homo sapiens ADP-ribosyltransferase 5 (ARTS), mRNA 


NM 052999 


Homo sapiens chemokine-hke factor-like protein CKLFH1 (CKLFH1), mRNA 


NM_052881 


Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zinc finger 
protein) (MGC20504), mRNA 


NM 052968 


Homo sapiens apolipoprotein A-V (APOA5), mRNA 


NM 052960 


Homo sapiens retinoid binding protein 7 (RBP7), mRNA 


NM 052959 


Homo sapiens pannexin 3 (PANX3), mRNA 


NM 052948 


Homo sapiens sorting nexin 26 (SNX26), mRNA 


NM 052947 


Homo sapiens heart alpha-kinase (HAK), mRNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


NM 052943 


Homo sapiens hypothetical protein MGC16491 (MGC16491), mRNA 


NM 052941 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


NM 052935 


Homo sapiens hypothetical protein MGC20781 (MGC20781), mRNA 


NM 052890 


Homo sapiens peptidoglvcan recognition protein L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 
(SLC2A13),mRNA 


NM 052884 


Homo sapiens sialic acid binding Ig-hke lectin 1 1 (SIGLEC1 1), mRNA 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC 17544), mRNA 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (InALI), mRNA 


NM_052873 


Homo sapiens MGC16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC16028),mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RFT1), mRNA 


NMJ)5285S 


Homo sapiens similar to RKEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM_052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGC1 127 (MGC1 127), mRNA 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC14386), 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM_033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 


Homo sapiens chorionic gonadotropin, beta polypeptide 1 (CGB1), mRNA 


NM 033448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NM_033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC-ALPHA) (M. musculus) (LOC9277 1 ), mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3 165), mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


NM_033423 


Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T-lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLA1), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC13523 (MGC13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN 
CHROMOSOME IV (MGC 19606), mRNA 


NM 033413 


Homo sapiens hypothetical gene MGC16309 (MGC16309), mRNA 


NM 033410 


Homo sapiens hypothetical protein MGC 13 138 (MGC13138), mRNA 


NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA 


NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


NM_031451 


Homo sapiens hypothetical protein MGC47 66 similar to testis specific protein 
TES101RP (MGC4766), mRNA 


NM 033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


Homo sapiens hypothetical protein MGC14961 (MGC14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NM 033318 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM 033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


NM 033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


NM 033296 


Homo sapiens T-cell activation protein (PGR1), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDI2), mRNA 


NM 033254 


Homo sapiens brother of CDO (BOC), mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp570I0164 (DKFZp570I0164) 3 mRNA 


NM 033259 


Homo sapiens CaM-KII inhibitory protein (CAM-KIIN), mRNA 


NM 032597 


Homo sapiens testes development-related NYD-SP21 (NYD-SP21), mRNA 


NM_033212 


Homo sapiens hypothetical gene supported by BC004307; BC008285 
(MGC 10992), mRNA 


NM 033208 


Homo sapiens similar to ierkv (mouse) homolog-like (LOC91 151), mRNA 


NM 033195 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F122), mRNA 


NM 032604 


Homo sapiens lung alpha/beta hydrolase 1 (LABH1), mRNA 


NM_032133 


Homo sapiens hypothetical protein DKFZp434N1415 (DKFZP434N1415), 
mRNA 


NM 030803 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


NM 024062 


Homo sapiens hypothetical protein MGC5338 (MGC5338), mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 


NM 033127 


Homo sapiens regucalcin gene promotor region related protein (RGPR), mRNA 


NM 033128 


Homo sapiens scinderin (SCIN), mRNA 


NM 033058 


Homo sapiens ring finger protein 29 (RNF29), mRNA 


NM_033116 


Homo sapiens hypothetical protein MGC16714 (MGC16714), mRNA 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRNA 


NM 033126 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein (NYD-SP28), mRNA 


NM 033122 


Homo sapiens testis development protein NYD-SP26 (NYD-SP26), mRNA 


NM 033114 


Homo sapiens MADP-1 protein (MADP-1), mRNA 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


NM 033087 


Homo sapiens hypothetical protein FLJ145 1 1 (FLJ145 1 1), mRNA 


NM 024512 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 006029 


Homo sapiens paraneoplastic antigen MAI (PNMA1), mRNA 


NM 033025 


Homo sapiens hypothetical protein FLJ13511 (7h3), mRNA 


NM_015169 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRS1 
(RRS1), mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


NM 032206 


HoniQ sapiens hypothetical protein FLJ21709 (FLJ21709), mRNA 


NM 032797 


Homo sapiens hypothetical protein FLJ14497 (FLJ14497), mRNA 


NM 032472 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 3 (PPDL3), mRNA 


NM 032936 


Homo sapiens DC32 (DC32), mRNA 


NM_032577 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGC1 1386 (MGC1 1386), mRNA 


NM 032929 


Homo sapiens hypothetical protein MGC14793 (MGC14793), mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC14141 (MGC14141), mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC13159 (MGC13159), mRNA 


NM 032926 


Homo sapiens hypothetical protein MGC15737 (MGC15737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC 15 875 (MGC 15 875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC 14425 (MGC 14425), mRNA 



273 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



in ivl_u jzyvz 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 16A 

/T>PP 1 T? 1 £ A *\ mPATA 
\r r r I iv i Oi\) 7 mi\lN/\ 


1N1V1 \JjZy\Jl 


Jtiomo sapiens nypotneticai protein ivl*jtv^14Zoo ^ivlvjoihzooj, hikina 


XTIV/T n^ORQQ 

INIVL UjZ077 


nomo sapiens nypotneucai_protein ivnjrL/i4izo (ivi\ji^i*+izoj, iiikjna j 


INIVL 1/JZ070 


nomo sapiens nypotneticai protein ivivj<^i4izo ^lvio^i^f izoj, mi\JNA 


lNlVJL UoZoy / 


Homo sapiens nypotneticai protein MvjU1443o (JVUj^ 14450), ixlkjna 


injyl lozoyo 


Homo sapiens nypotneticai protein JVLOCl43oo (Moui45oo), mKJNA 


JN1VI UJZoi/Z 


Homo sapiens nypotneticai protein i\dOCi4ioi-(iVLvjL^i4ioi), mKJNA 


JNJVL \JDZoyl 


Jtiomo sapiens nypotneticai protein JVivjClzyZo (JVlor^izyzo.), mKJNA 


INiVl voZoyvj 


Jtiomo sapiens nypotneticai protein jvkjOLoIoU vJVLvjrL^ioi 3Uj, mKJNA 


INIVL U^ZOo / 


xiomo sapiens nypotneticai protein jvlut^iouj / ^jviov^iouj mKJNA 


INlVi LOZ&oO 


nomo sapiens nypotneticai protein jvkjv^i jyuo ^jviljv^i z>yK)o), mKJNA 


JNJYl U3ZooZ 


Jtiomo sapiens nypotneticai protein jvkjCOoZ / ^JVivji^i joz / ), mKJNA 


JNJNd_U3Zoo 1 


xiomo sapiens U / snKJNi'-speciiic om-liKe protem JLbJVllu (LoMIU), mKJNA 


JNJVL KjdZqov 


nomo sapiens nypotneticai protein mcjCLd fox) \N\\j\^id /30j, mKJNA 


XTA/f m.OQisi 
INIVI VdZo/O 


Jciomo sapiens n3^potneticai protem jvkjCI jo/ / ^jvioui do / /j, mKJNA 


XTA/T A 1 JOQ71 

JNIVL K)5Zo/i 


Jtiomo sapiens nypotneticai protein JVLCjCL343 / (JvlLiCI j4J /), mKJNA 


XTA/f fl10C/C7 


Jtiomo sapiens nypotneticai protein JbJLJ L4yoo (r JU l4yoo), mKJNA 


XTA/f n^ia/^ 

INIVL UoZoOD 


Jtiomo sapiens nypotneticai protein rUi4iOU (Jri J Ji4yDU / ), mKJNA 


XTA/f A*20Q/C1 

1NJVI U3Zool 


Homo sapiens nypotneticai protein rLJ14yi / (rLJ 14y 1 /), mKJNA 


XTA/f ATIO^Q 
JNIVL KJjZojy 


TTn w ri o^-n-tA-M^ Itimn4-1<ia4<<n/i1 ^m^ai'm T7T T1 A AA/C ACT T 1 /I OAA «v>D\T A 

riomo sapiens nypotneticai protein r JLJ I4yut> (rU l4yuo), mKJNA 


XTA/f hioq^< 


Homo sapiens n^otnetical protein rJLJ14bbb (rLJ14oo5) 5 mKJNA 


XTA/f 

iNiVl U3Z555 


riomo sapiens hematopoietic oriZ protein (riiSriz), mKJNA 


JNJVl U3Z854 


Homo sapiens hypothetical protem rLJ 14871 (rL,j 14871), mKJNA 


JNiVl U3zo5U 


Homo sapiens hypothetical protein rLJ 14840 (r LJ 14840), mRNA 


XTAvf AIOC/IQ 


Homo sapiens hypothetical protein rLJ 14834 (rJLJl4834), mKJNA 


XTA /f A3 OC /17 

JNJVl U3Zo4 / 


Homo sapiens hypothetical protein 1*^14825 (1*014825), mRlNA 


XTA/f fi^^S^A 
INIVL U3Z540 


Homo sapiens hypothetical protem r-LJ 148Z4 (r JLJ L48Z4), mKJNA 


XTA/f H'iOC/l/l 
INIVI U5Z544 


Homo sapiens h3^pothetical protein rLJ 14813 (rl^J14ol3), mKJNA 


XTA/f n^98A^ 


nomo sapiens nypotnencai protein rUi4oiu (ri^Ji^-oiU), mKJNA 


XTA/f n^OCA') 
IN 1V1 UjZ OHrZ 


Homo sapiens hypothetical protein rJLJ 14oUj (t.lj 14oUo ), inKJNA 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14S00), mRNA 


XTA/f A'iOQQQ 

JNJVL K)5Zo5y 


Homo sapiens hypothetical protein rLJ 14784 (rLJ 14784), mKJNA 


JNM U3zo3 / 


Homo sapiens hypothetical protein FLJ 14775 (FLJ 14775), mRNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FU14768), mRNA 


JNM 032834 


Homo sapiens hypothetical protein FLJ 14751 (FLJ 14751), mRNA 


XTA/f AO O Oil 

JNjVI_UjZo33 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 1 5B 

/T>T>TJ>1 TJ> 1 CT>\ „_T> AT A 

(rrr lK15ri), mKJNA 


XTA/f A'JOCIO 

JNJVl KjdZojZ 


Homo sapiens hypothetical protein rLJ 14/35 (rLJ 14/35), mKJNA 


XTA/f AQOCH 

1NJVL_U3Z83 I 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCIP2), 

IXLKINA 


XTA/T /i^Odfi 
INIVL UjZojU 


Homo sapiens hypothetical protein TLJ14/Z8 (rLJ m/Zo) 9 mKJNA 


XTA/f fk^OQIQ 
INJVL UoZoZy 


Homo sapiens hypothetical protein rLJ 14 /zl (rLJ 14 /zi), mKJNA 


XTAA HOOCOQ 
INIVI U3Z5ZO 


Homo sapiens uoiquitin UHr-il (UrJJr-ti), mKJNA 


XTA/f fi'3'}Q0'7 
INIVL U jZoZ 1 


Homo sapiens hypothetical protein rLJ 14 /U8 (rLJ 14- /uo), mKJNA 


XTA/f nioco^ 
INIVL U3ZoZO 


TT ,, M „i jn-r-\ o Uim/\fl>nfi'An1 4._ *_ TTT T 1 /1/rft*7 /"CTT T1 /l/CQT^ *wD\T A 

Homo sapiens hypothetical protein rLJ 14oy / (JrLJ i^foy / ), mKJNA 


NM 032S25 


TTattia <iaTiien^ hvnntbetiral nrAtpin PT T146R^ YFT T146R6i ttiRTnJA 

iXvJlllVJ oajJlwiio J y Lilt- LlL/dl IJlVJLdll a IjJ 1*tUOU l ~~T\JK)\J /, 1 1 U. VJ. > XA. 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ14665), mRNA 


NM 032S17 


Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ14627 (FLJ14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FLJ14621 (FLJ14621), mRNA 
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XTA/f n^OQin 
JNiVl VDZolV 


TJr.mn ccmi ' PTlc Vi\mntViptif»nl nrnfpin FT T14600 (T*\ T14600^ mRNA 

XTOl HO Scipi Cllb liypOLIlCLlCa.1 piULCill JT i_^J 1 tUUu v^-i- JjJ ituvu^j a i ix v_L > j 


JNiVl \J3Zo\Jy 


TJ~rv>r\ cQmVnc Vi\mr»fh^tirfll nrnfpin "FT T1 4SQ6 fFT T14S96^ TrTRT^A 
XlOTXiO oapiCIlo nypOinCUL/dl piUlClll r J_»J ■L fc tJ.7VJ bJltJ/v/ 5 nuu.>in. 


JNiVl UJZoUo 


Xiomo Sapiens nypOlIlCUCal piUlClil J7JUJ ihj z/'-r yr L*+jz7~t huvin-tl j 


JNIVL loZoU/ 


riorno Sapiens nypoincLiL/d.1 proLcm ri^j L t -Tjy\j L*rj?\jj, liu\±^i^ 


XTA/T fiQ9Qn/£ 

JNJVL UozoUo 


Jtiorno Sapiens rrypoineiicai proiem jtjuj it-joo ^jti^j ihjuu;, iilivln/-y 


"KTA/T A700n< 

JNJVL xjdZoKjd 


xiomo Sapiens nypoineucai proiem it x-j ^tx^j i^D^yj, uuvi>n 


JNJVL UjZoUZ 


riorno sapiens nypoixieii C/ai piuicni r±^j ihjhu v,- 1 - i*-r^*-rv/^, uu.vi>n. 


XTA/f fm^QO 

JNJVL ujz/yy 


jtiorno Sapiens nypoLneiicai proicin jt jl-j ihjz*+. i^iri^j ihjz^j, hiiuna. ^ 


XTA/T fi'}9'7Q< 

JNJVL u^z/yo 


xioiiio Sapiens reserveu i /vr a i, iiirviN/A. 


lNJVl ujz/yz 


xioiiTO Sapiens nyputncnt/ai piuiciii jtjuj ihhou ifTov/^j iiixvl^^v 


NM uiz/yu 


xionio sapiens nypotnexicai proiem j7Jl»j ahh-oo ^ri^-j ihhoo;, iiixsj.>i-rt. 


JNJVL U3z/oo 


xxOino sapiens nypotneucai proiein rj-ij ihhj / ^jti^j ihhj / ^, iiixvln/a. 


XTA/T A'JTTC? 

JNJVL UJz/o/ 


riorno sapiens nypoxneucai pruicm riiJi t T t tjn ^x^i^j 1*+*+^*+^, iiunj-nxv. 


XTA4" A1T70/C 

JNJVL U32/00 


xiomo sapiens nypotnexicai proiem ri^-j ihh^ i i^jt-lj ihhd i mxsj.>i/\ 


XTA/T 


riomo sapiens nypotneucai proiem x^jl-j ihhhjl yri^j lhhhz. j 9 ituvln/v 


xttv/t moid 
InJVL 032/oL 


Jtiorno sapiens nypoineucai proiem rj-rj ih-hz / ^iriwj i^+h-z / j, hu\jmi\. \ 


XTAvT HI 9 9 OP* 

JNJVL UJz/oU 


rr r . rnA con ; pn n lnArrirkfhf=»tir'!al nrr\ tp»iV» FT T1 /t^QQ fFT T1 4^Q0^ rnT?TsJ A 
xiomo sapiens nypoineucai proiem r j-^j inoyy \r i^j LHjyy xiux-l^-tv. 


xttv/t ni999G 
JNIVL UJZ / /y 


xxOiTio sapiens nypoineuoai proicin r i^j ltj^ / \x i_< j i^t^j/ / j 3 iiucvi.>^v 


XTA/f A'7'>77Q 

JNJVL U3Z//0 


Tj Arnri conip-nc Vi\/i^r\tVif»tir'nl nrnfpin FT T14^Q^ TFT T14^0^^ TYiT^lMA 

jrioiTio sapiens nypoineucai piuicin LHDyD yir l^j L'-tjy d j 9 iiixvln^v 


1N1VL U3Z / / J 


xiorno sapiens nypoineiiL/ai proicin ri^j itjou ^rijjiHjuu^j nixviN-rv 


XTA/f AQOllI 

JNJVL U3Z//3 


riorno sapiens nypoineucai proiciii ivivjv^*+iz.o i^ivivjv^ t tiz,u > ;, iiuvin^v 


JNJVL U3z//z 


Homo sapiens nypoineucaj proiem ivlo^zjjj ^ivivjv^zjjjj, itijvln^v 


XTA/T TV 10*7*71 

JNJVL U3Z//L 


riomo sapiens nypotneucai protein ivjaji-xIzzi / v.ivioi^izzi / j, iiu\j.n/^ 


NM U32770 


xiomo sapiens nypotneucai pro tern rviijL^iozy 1 ^iviov^iozyi ), mixiN/\ 


XTTV/T 

NM UJz/OD 


riomo sapiens nypotneucai protein xvioi^ioi iz> ^iyivj^ioi / dj 3 rnxviN^v 


XTTV/T fim/J/l 

NM U32/04 


riomo sapiens nypotneucai protein ivioi^ ioijj ^ivivjrv_ ioijj^, iiir\j.>iyA. 


NM U32/o2 


riomo sapiens nypotneucai protein iviov^ 1 o 1 z 1 ^ivivjv^ 1 o i z 1 j 9 mxviN/A. 


XTA/T Am/CI 

NM VdZ/ol 


xiomo sapiens nypoineucai protem rvivjrv^iou/ d v.±vivjrv^ioo/ o) 3 miviN^v 


JNJVL u^zoy 


TJ Arv , A conipnc J-ri/T-irtfh^Hoal nrnfpin FT Tl 1 39R HPT T1 1*^9R^ mT^T\TA 

xiomo sapiens nypoineucai proicin v l^j iij^o ^rj-rj i iji-o^, inxviNr^. 


XTTV/T AQOTCC 

NM UJz/jo 


xiomo sapiens nypotneucai protein ivivjr^i3 i fo i v ivi\jrv-/ij < +oj 9 nirviNrv 


xttv/t n'599^9 
JNIVL xjdZIdI 


xiomo sapiens nypotneucai proiem xvxvjv^i*? ^ivxvjv^u /kjjj, iiu\±>r\ 


NM U32/JJ 


riomo sapiens nypotneucai protem ivivjv^ i joj^ ^ivxvjv_^i jojhj, iiixvin/^ 


XTTV/T fi999^1 

NM U32/DL 


jtiomo sapiens nypotneucai proiem ivivjv^idju^ ^tvxov^i-jjv/h^, riiiNj.>irY 


XTTV/T A'JTT^fl 

NM U3z/jU 


xiomo sapiens nypotneucai protem ivio^i^^fzy ^iviov^i jhz^j, iutvln/\ 


NM U3Z/4/ 


xiomo sapiens nypotneucai protein iviov^i^toy / ^ivivtv^iho^ / rnxviN/^. 


XTTV/T fl'399/l£ 

JNIVL UjZ /^fO 


jtiorno sapiens nypoineucai proiem ivivjrv^iz^-joo \iyL\j\^i^.^>joj 9 iiis\±vr\. 


XTA/f 0^97 ACS 
INJVL UjZ/4U 


xiomo sapiens nypoineucai protein ivxvjv_^jj^i ^ivxvjv_y^^^i^, iiixvi>/T. 


XTA/f fi'397'3Q 
JN1V1 VDZ/jy 


xiomo sapiens nypotneucai proiem xviul. jj /u ^ivxvjv^oj /vj, iiixvl>^v 


JNiVl UJ>Z/JO 


xiomo sapiens nypoineucai pioicin ivivjrv^i j 100 i^ivivj 1 _> iuo^, njxviNrx 


NM 032733 


Homo sapiens hypothetical protein MGC12679 (MGC12679), ttjRNA 


XTTV/T fHOO^IO 

NM \)dZ/dZ 


xiomo sapiens nypotneucai protein ivllj^iu/oj ^rvioL^iu/o^j, tjixnj.n/\ 


XTTV/T fi90911 

NM loz/oi 


riomo sapiens nypotneucai protem iviov_- 1403.3 ^ivlvji^ihjjjj, mxsj.\/Y 


XTTV/T 

NM UJz/JU 


Homo sapiens JNvjijvJ-mteracting mitocnonanai protem ^lNuvjjr^, mxviN/Y 


XTA/T A19*70*7 

NM_U3z /Z / 


xiomo sapiens mternexm neuronal mtermeaiate iuament protem, aipna ^liNAj, 

mKJNA 


XTA/T 0^979^ 
JNIVL UjZ/ZO 


xiomo sapiens nypotneucai protem ivio^izoj / ^ivxvj^izoo / j, iiuvln^-v 


NM 0327^5 


Homo saniens hvnothetical rrrotein MGC13125 CMGC13125\ rnRNA 


NM 032724 


Homo sapiens hypothetical protein MGC13269 (MGC13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC13275 (MGC13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 1314 (MGC1 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC1 1332 (MGC1 1332), mRNA 
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NM 032717 


Homo sapiens hypothetical protein MGC1 1324 (MGC1 1324), mRNA 


NM 032714 


Homo sapiens hypothetical protein MGC13251 (MGC13251), mRNA 


NM 032710 


Homo sapiens hypothetical protein MGC13053 (MGC13053), mRNA 


NM 032709 


Homo sapiens hypothetical protein MGC13047 (MGC13047), mRNA 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705), mRNA 


NM 032691 


Homo sapiens hypothetical protein MGC1 1082 (MGC1 1082), mRNA 


NM 032690 


Homo sapiens hypothetical protein MGC13198 (MGC13198), mRNA 


NM 032687 


Homo sapiens hypothetical protein MGC13010 (MGC13010), mRNA 


NM 032683 


Homo sapiens hypothetical protein MGC12972 (MGC12972), mRNA 


NM 032680 


Homo sapiens hypothetical protein MGC4266 (MGC4266), mRNA 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 032676 


Homo sapiens hypothetical protein MGC10955 (MGC10955), mRNA 


NM 032673 


Homo sapiens hypothetical protein MGC10882 (MGC10882), mRNA 


NM 032671 


Homo sapiens hypothetical protein MGC10814 (MGC10814), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGC1 1 141 (MGC1 1 141), mRNA 


NM 032663 


Homo sapiens hypothetical protein MGC10702 (MGC10702), mRNA 


NM 032658 


Homo sapiens hypothetical protein MGC 10701 (MGC10701), mRNA 


NM 032654 


Homo sapiens hypothetical protein MGC10981 (MGC10981), mRNA 


NM 032653 


Homo sapiens hypothetical protein MGC 10960 (MGC10960), mRNA 


NM 032648 


Homo sapiens hypothetical protein MGC10820 (MGC10820), mRNA 


NM 032647 


Homo sapiens hypothetical protein MGC10561 (MGC10561), mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical protein MGC2519 (MGC2519), mRNA 


NM 032638 


Homo sapiens hypothetical protein MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NM_032630 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CBSTP), 
mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3181 (MGC3181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein my038 (MY038), mRNA 


NM 032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


NM 032622 


Homo sapiens multi-PDZ-domain-containing protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (PARL), mRNA 


NM 032498 


Homo sapiens homeobox protein from AL590526 (LOC84528), mRNA 


NM 032600 


Homo sapiens testes development-related NYD-SP 17 (NYD-SP 17), mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SP18 (NYD-SP18), mRNA 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), mRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (TTTY6), mRNA 


NM 032575 


Homo sapiens Rruppel-like zinc finger protein GLIS2 (GLIS2), mRNA 


NM 032573 


Homo sapiens testis-specific protein TSP-NY (TSP-NY), mRNA 


NM 032572 


Homo sapiens ribonuclease 7 (RNASE7), mRNA 


NM_032568 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 
mRNA 


NM 032567 


Homo sapiens testis-specific protein NYD-TSP1 (NYD-TSP1), mRNA 


NM 032566 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group XIQ secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC1 1303 similar to Zink transporter 2 
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flVIGC11303i mRNA 

^IVIVJ 1 1 JV J / j XXXXX-L^IXJl. 


NM 0^24Q0 


XHJxiMJ odpxciXo x I/. / piUlClIl ^X IN AO - Y A. 1 K IXxJtVP'-'*- 


NM 032488 

J. ^ XVX UJiiTOO 


T-lnmn canipnc Tvrr\tei , n i*elot*»fl ix/itV» r"\or\-ri opto f T ^"i/" 1 C A S 1 R 1 -mP "M A 
XXU111U odjJlCllo pXvxidll ICldLCLl WUU poUlldSiS ^XjUV^Ot J 1 O^, IIIIVIN/A. 


NM 032471 


T-lnmn ccirvienc rvrntein IriTi o c<=» f n A. A/f P /1<ar%#»r>rl<»-r»'fr r» o f in Viil-vi trvr V%*=»fa /TPIV' 1 Ul\ 
xxuniu oapidlb piOLClll XvXXla&C ^O/VLVxJr -tlCpenOCIll, CaLaiytlL'^ JllIllUlLUr UCla ^x ISJLD^j 

rnRNA 


NM 032292 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), niRNA 


NM 032263 


Homo saniens hvnnthetiral nrntein T > i[CV7r\A r KATK001 mKV7nA^ATk001\ mPMA 


NM 015178 


Homo saniens KIAA0717 nrotein fFCTAA07171 nYRNA 


NM 032410 


Homo saniens honlr^ nrntein fflOOlir^ -mPTsJA 


NM 032108 


xxvjiihj oapi&lio ovixia UUXXXaXXX, ll ctlX&XXXCXXXLJX dxlC vxUIII<ilIl I xxVxJ, allQ CyTOpiaSTxlxC 

domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 015636 


nuiiiu bctpicnb L-JssuT z^x j o dj v i iy proxcin ^j^Jtsjrz-irooOJU 1 nilviNA 


NM 01 5701 

X^IXYX Ul J / \J L 


XxOIIlO adpiCIia IiypulixCHt/dl prOieiri \K^Juz,D\Jo i r) 9 nlx\_lNi t V 


NM 015224 


TTnmrfc c^nipnc "STTA A 1 1 TYrnt^-i-n /"Q API AA\ mUMA 

jnuiinj adpiciib jvij t -v/\x iuj proiem ^JV/vr; i^tu^, nxxviN/v 


NM 03">390 


XX.U11HJ odpiciio nuuicuiai protein micrdGixxig wiin tne fjtLtA oomain oi pJv.i-o/ 

^j- ^*xx xv^j ixxxvx n jTx. 


NM 032388 


FTomo ^nnipns nfl^onliarvnoeal carfinrima-rplatpH nrrvtein ^KTPf^P^ rriPTvTA 


NM 032383 


Homo ^atripn^ TTerman<sl<^-PiiHlak* Qvndrnmp ^ rWP^'^^ mPNTA 


NM 032378 


Homo saniens hvnotrietiral nrntein FT T70RQ7 rRT T9^lRQ7^ mPXTA 


NM 032376 


Homo •? aniens hvnnthetiral nrntein T^ACrCA'?^ 1 fiVT J.9 ^ 1 ^ mPTsJA 


NM 032375 


Homo <5anien<3 nvnntlietieal nrntein JkAC^C^JR^^ mPMA 


NM 032373 


Homo QflnienQ hvnntrietienl -nrntein TVTOr^l ^\90? f A/T OP 1 1 f t r>(\0\ rr^PXTA 
AxuxilU oapiCllb Xl_ypULliClxL/di piULCllx 1V1VJV_/ 1 OX UZ ^xVxvJL^ 1 nixvlN/v 


NM 032^70 


Homn canieriQ Vivnntnetienl nrntein 1^/10^ 1 ^71 f\ f'KAC^C*' 1 ^71 mP "NT A 
J- xuiiiu ocxpx&Xlo IXjr pVJlllwllWal pXLILCllX XVAvJV^' 1 J / 1 \J ^1V1VJV_^U / lOj, IlXXvlN/v 


NM 032369 


Homo <;anien«; hvnnthetiral nrntein A/ff^PM Q riVTOr^l OA mPTvT A 


NM 032^68 


Homn wnipnQ nvnntVietieal nrntein TV/fril-r^l /'A/f /^/^ 1 ^A1&\ mPMA 
xxuxiiu otxpicxio Iljr p ULIIC 11 Wdl piULClll 1V1VJL/1 jHjO ^xVxvJV^ 1 jHjOJ, nxxVLN/V 


NM 032374 


Homo <sanien«i nvnntrietiral nrntein TVf 0(^*9 S^\9 / r A/ir : t(™ 1 9^^9^ mPXTA 

OCXJpxwXXo lXjrpULllC>L10aX piULt^llX XVXVJV-'^ J yLV±\J\-,-^,J\j£>j 9 IixXvlNxT. 


NM 032364 


Homo <3anien<s hvnotVietieal nrntein 1^40(^1479^ nV/TOr ,, l 479^ mPTJA 


NM 032362 


Homo <?anien<? TTFTT 1 nrotein n-TFTT 1 ^ mPTMA 

AJ.Vfi.llW ouplL'lio IXXvXL/ 1 XJlVJlt^XXl \^ 1 1 1 / 1 1 / X J 3 1iXXN_LN 


NM 03?361 


Homo saniens Vivnotrietiral nrntein JsACtC^^A&Q rKACrC^^A&Q^ mP TsJA 

XX\J111V7 dapivllo XX pV/LXlwLXW<ll pXULCXlX lVXVJi V^-zM-UZy ^XVlV_JV_>'J*-f-tli'^ 5 IIxxxIN/A. 


NM 032360 


Homo saniens hvnotlietical nrntein A/TOP94.04 rMTrr^9404^ mP7\TA 

iiuiiiw oa.LyiV'ixo xx_y LJVJLiivti^'a.i pi^LwXXl XVXVJ v^^.'-tV/'t- ^IVIVJv^Zi'tU't llxxvlN jtY 


NM 032359 


Homo saniens hvnothetical nrotein IVf 004^08 nvfOr'd^OS^ mPMA 


NM 032358 


Homo saniens hvnothetical nrotein MrrPl ^ 1 fM OC1 ^ 1 mPXTA 


NM 032357 


Homo «?anien«: hvnn the tieal nrntein A/ffrf^l 9QS 1 /"A/fr^r^l 9Q£1 ^ -mPXTA 
xxv^ixxu octpxcilo irypULllCUL/dx piULCUl IVxvJV^l^^o 1 ^xYLO^l^yol ) 9 inxvlN/x 


NM 032356 


Hnmn <sanienc hx/nnthetieal nrntein \AC^C^ i A"\ ^1 C\AC±C^\ A\ -mPXTA 
xxuixiu cjcxpiciio iiypuLiicuc-ai pruicin ivivjv_^ 141 D l ylVLKJK^ I H 1 D 1 J 3 niixIN/V 


NM 032355 


Homo ^aniens hvnothetiml nrntein A/fr^r^l ^979 nVfOr^l ^979^ mPXT A 
xxuniu octpxeixo ixj'puLiiCLiOdl piwLCUl IVxvJV^lO^/^ ^xVl vj \^ 1 j Z* 1 £ ) , ITlrvlN/V 


NM 032352 


T-fnmn QanienQ hvnnthetie5*l nrntein WACIC*] 19Q^i rKACir^l 1 9Q^ mPXTA 

-i-AUlXlU odjJICIJi liypUlilCU.L'dl piVJLClIl IV1V_JV>- 1 1Z."0 ^IVXVjlw^l XX.Z70J, IIUvlN/\ 


NM 032350 


Homo ^aniens hvnothetieal nrntein MOr" 1 ! 1 9S7 fAACrCI 1 9S7^ mPTsJA 

i -ivvillw oapiuilo ixy yjyJtllK^Lis^cLl pxULOlll XVXVJx^X Lz-u 1 \jy\\JV ^1 IaJ / XlXXVlN/Y 


NM 032349 


Homo saniens hvnothetiral nrntein WAC\C\ 197S (\\ZlCiC'\ 1 97S i mPTsIA 

11U111U OCLLylV^llO lljr yj\J\,l.i\sK.\\sGLV JJXUlwlXl XVXVJ 1 X Z> / ^XVXVJ V»>- X X / -J J) llXXvXN f\. 


NM 032348 


Homo saniens hvnothetieal nrntein A/Tf : Jr^^n47 rKAC^C^^CiAl^ mPtsJA 
xxvfinyj oapxC/Xid iiypuLiiCLlUdl piUlClll xVxvj\-^jU 4 t / ^IVxVJv-^J/VJ^t / j 9 lllx\_LN/\ 


NM 032346 


Homo saniens hvnothetiral nrntein lVfrrf^l ^0Q^% rMTrr^l ^00^ mPTsJA 
xxuniu ocipxc-ixo xi^y puLXic Liu d.1 pujlCxll iVxvjrv^ l u\jy\j yxVlvJrv_-'l-5v/Z't>J 5 Illx\_i>J/\ 


NM 032345 


Homo saniens hvnothetiral nrntein T\ACwC l t'\0f*A rMTlPl ^064^ mPTMA 

Ai-V-fixxv oaLyxwxxo ii_y pwLHULlUclX pxULC'XiX XVXVJV-/ X »?V/Vl i T ^XVXVJ v-x X ^ VyU^ y } XXlxvlN^v 


NM 032343 


Homo saniens hvnothetiral nrntein lVTOf^l 101 f\ (AACIC^I ^01 ^ mPTsJ A 

■i-JA-rXXIU odpXvlXo ll_yp*JtXXCLlL/Clx piULCXXX XVXVJ X J \J X O yXViVJ X D \J X \J j, IlXXvJ >/\ 


NM 032341 


Homo saniens hvnothetiral nrntein 1^01^14844 fiV/TOf^l ARAA\ mPlMA 

AXVJiiiu ocxpiwlXo XiypvJlllv?LIL/dl pivJLCXll XVI VJv^ X HOHH- v xVXVJVw* X 404*+^, IXXx\xN/\ 


NM 032339 


Homo saniens hvnothetiral nrntein A/1TtP1 4R19 (^/ICiC] 48^9^ mPNTA 

■Lxvjmvj oapiv/iio ii_y puuiu uiv/ai piULwxxi ivxvjV^ltOJ^ ^iVX\JV-'l"OJZ«/j llxXviNxA. 


NM 032336 


Homo saniens hvnothetiral nrntein TsACZC* 14700 rtV/fOr' 1 1 470 0^ mPTsJA 

->-^>Jiiiv oapxwxxa xxypvuic ui>ai piULCXXX XVXVJV-/ 14 / yy ^XYIVJV^ X*t i yy J) 1 1 lXviN /\ 


NM 032334 


Homo saniens hvnothetical nrotein TvTCiP14S0S fiVTOP^SO^ i mPKTA 


NM 032332 


Homo saniens hvnothetiral nrntein lVTrTp49'^RYlV/rrrP49^R > t mPTMA 


NM_ 032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA 


NM_032321 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7) 3 mRNA 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (MGC4399), mRNA 


NM 032314 


Homo sapiens hypothetical protein MGC4767 (MGC4767), mRNA ] 


NM 032313 


Homo sapiens hypothetical protein MGC3232 (MGC3232), mRNA 


NM 032312 


Homo sapiens hypothetical protein MGC1 1061 (MGC1 1061), mRNA 


NM 032310 


Homo sapiens hypothetical protein MGC1 1115 (MGC1 1115), mRNA 


NM 032307 


Homo sapiens hypothetical protein MGC10999 (MGC10999), mRNA | 


NM 032303 

1 lXTX \J mmf mlmmlmmJ \J-mmf 


Homo sapiens hypothetical protein MGC 10940 (MGC 10940), mRNA 


NM 03°302 


Homo sapiens hypothetical protein MGC1091 1 (MGC1091 1), mRNA 


NM 032301 


Homo sapiens hypothetical protein MGC10870 (MGC10870), mRNA 


NM 032300 


Homo saoiens hvoothetical orotein MGC 10854 (MGC 10854), mRNA 


NM 032298 


Homo sapiens hypothetical protein DKFZp7610132 (DKFZp7610132), mRNA 


"NTN/T 0^9907 

1NJ.V1 \}D£,JL.y 1 


Wnmn Qanipns: hvnnthetiral nrntein DKFZn761Dl 12 (DKFZd761D1 12). mRNA 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 (DKFZp761A132), mRNA 


IN 1VI__U jZZ7J 


TJrvmr\ cnnipnQ h\mr>thet.ra 1 nrntein DKF7o761N0624 (DKFZn761N06^4^ 

mRNA 


in \sx._\j jzzy^ 


TTrvmr* carrien^ liA/nnthetiral nrntein DKF7n761M0423 (DKFZo761M0423 > ) 
mRNA 




Homo saoiens hvoothetical orotein DKFZo761B0514 (DKFZp761B0514), 
mRNA 


NM 0^9287 


Homo saoiens hvoothetical orotein DKFZr)761017121 (DKFZp761017121), 
mRNA 


NM 032280 


Homo sapiens hypothetical protein DKFZp761J139 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547P082), mRNA 


NM 032274 


Homo sapiens hypothetical protein DKFZp547F072 (DKFZp547F072), mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp586I021 (DKFZp586I021), mRNA 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 1 19 (DKFZp586Jl 119), mRNA 


NM 032269 


Homo sapiens hypothetical protein DKFZp434I099 (DKFZp434I099), mRNA 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434Gl 18), mRNA 


NM 032265 


Homo saoiens hvoothetical orotein DKFZd434N127 (DKFZp434N127), mRNA 


1\1V1 \J D Z*-C\JjL 


Hnmn <:flnieTi«; hvnntherical nrotein DKFZo434N035 (DKFZO434N035") mRNA 


NM 0^??S7 


Homo «;anien«? hvnothetical nrotein DKFZo434N2435 rDKFZn434N2435). 
mRNA 


NM 0^22^6 


Hnmn <;anieTi<? hvnnthetical nrotein DKFZr>434K2435 rDKFZD434K24351 
mRNA 


NM 032255 


Homo saoiens hvoothetical orotein DKFZo434I1930 (DKFZp434I1930), mRNA 


NM 03^254 


Homo saoiens hvoothetical orotein DKFZo434F142 CDKFZp434F142), mRNA 


NM 032247 


Homo saoiens hvoothetical orotein DKFZn434E0519 (DKFZp434E0519), 

nvliiv juL/iviio 11 jr puuiviivui ux v iwiii i-'ivi ^~~^x \r~^ ^""^ ^^tr J* 

mRNA 


NM 032242 


Homo saoiens hvoothetical orotein DKFZo564A176 (DKFZp564A176), mRNA 


NM 032238 


Homo sapiens hypothetical protein FLJ23416 (FLJ23416), mRNA 


NM 032235 


Homo sapiens hypothetical protein FLJ23 138 (FLJ23 138), mRNA 


NM 032234 


Homo sapiens hypothetical protein FLJ23059 (FLJ23059), mRNA 


NM 032231 


Homo saoiens hvoothetical orotein FLJ23027 (FLJ23027), mRNA 


NM 032229 


Homo saoiens hvoothetical orotein FLJ22774 (TLJ22774), mRNA 


NM 032221 

J_ HXT*X \J mmS mtkm* 4lWmt X 


Homo saoiens hvoothetical orotein FLJ22369 (TLJ22369), mRNA 


NM 032213 


Homo sapiens hypothetical protein FLJ21977 (FLJ21977), mRNA 


NM_032212 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 
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NM 032191 


Homo sapiens hypothetical protein FLJ14326 (FLJ14326), mRNA 


NM 032187 


Homo sapiens hypothetical protein FLJ14026 (FLJ14026), mRNA 


NM_032186 


Homo sapiens hypothetical protein FLJ13964 (FLJ13964), mRNA 


NM 032181 


Homo sapiens hypothetical protein FLJ13391 (FLJ13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542), mRNA 


NM 032178 


Homo sapiens hypothetical protein FLJ13291 (FLJ13291), mRNA 


NM 032175 


Homo sapiens hypothetical protein FLJ12787 (FLJ12787), mRNA 


NM 032174 


Homo sapiens hypothetical protein FLJ12770 (FLJ12770), mRNA 


NM 032169 


Homo sapiens hypothetical protein FLJ12592 (FLJ12592), mRNA 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 (FLJ12298), mRNA 


NM 032162 


Homo sapiens hypothetical protein FLJ1 1952 (FLJ1 1952), mRNA 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


NM 032152 


Homo sapiens PRAM-1 protein (PRAM-1), mRNA 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


NM_032147 


Homo sapiens hypothetical protein DKFZp434D0127 (DKFZP434D0127), 
mRNA 


NM_032146 


Homo sapiens hypothetical protein DKFZp434L1123 similar to mouse Arl6 
(DKFZP434L1 123), mRNA ! 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 
mRNA 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


NM_032141 


Homo sapiens hypothetical protein DKFZp434K1421 (DKFZP434K1421), 
mRNA 


NM_032140 


Homo sapiens hypothetical protein DKFZp434A1319 (DKFZP434A1319), 
mRNA 


NM_032135 


Homo sapiens hypothetical protein DKFZp434F1017 (DKFZP434F1017), 
mRNA 1 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P03 16 (DKFZP434P0316), 
mRNA 


NM_032131 


Homo sapiens hypothetical protein DKFZp434P0714 (DKFZP434P0714), 
mRNA 


NM 032130 


Homo sapiens hypothetical protein DKFZp434J01 13 (DKFZP434J01 13), mRNA 


NM_032129 


Homo sapiens hypothetical protein DKFZp434H2010 (DKFZP434H2010), 
mRNA 


NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M1 14), mRNA 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 
mRNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


NM_032124 


Homo sapiens hypothetical protein DKFZp564D1378 (DKFZP564D1378), 
mRNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated protein (DKFZp564K142), mRNA 


NM_032118 


Homo sapiens hypothetical protein FLJ12953 similar to Mus musculus D3Mm3e 
(FLJ 12953), mRNA 


NM 032117 


Homo sapiens GAJ protein (GAD, mRNA 


NM_032116 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (KIAA.1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IR1 899308), mRNA 
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NM 018385 


Homo sapiens hypothetical protein FLJ1 1301 (FLJ1 1301), mRNA 


NM 018064 


Homo sapiens hypothetical protein FLJ 10342 (FLJ 10342), mRNA 


NMJ 17607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPP1R12C), mRNA 


"v. TX K r\ 1 C S~ A C 

NM 015645 


Homo sapiens DKrZr5boB0621 protein (C1KF5), mKNA 


NM 015528 


Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA j 


NM 015512 


Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 


NM 015426 


XX • r\T/"P> 1 V\ A O A i r ~1'~% AC i • /T\T/'F r 7'n A ^ A A C \ X"> TV T A 

Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 


XX * T7'~r A A f\*l A "1 , • /~TS" TA A t~\^7 A '~t\ XI X T A 

Homo sapiens KIAA0747 protein (KIAA0747), mRNA 


NM 015236 


Homo sapiens KIAA0768 protein (LEC3), mRNA 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205), mRNA 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 032308 


Homo sapiens hypothetical protein MGC41 89 (MGC41 89), mRNA 


NM 004801 


Homo sapiens neurexin l (NRXNl), mRNA 


NM_001221 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
delta (CAMK2D), mRNA 


NM 015208 


Homo sapiens KIAA0874 protein (KIAA0S74), mRNA 


NM_032043 


Homo sapiens BRCAl -interacting protein l (BRIPl), mRNA 


NM_032040 


Homo sapiens hypothetical protein DKFZp564K0322 (DKFZP564K0322), 
mRNA 


NM 032037 


Homo sapi 


ens serine/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapi 


ens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapi 


ens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapi 


Lens FKSG17 (FKSG17), mRNA 


NM 032029 


Homo sapi 


ens FKSGS7 protein (FKSG87), mRNA 


NM 032026 


Homo sapi 


lens CDA1 1 protein (CDA1 1), mRNA 


NM 032024 


Homo sapi 


lens CDA017 protein (CDA017), mRNA 


NM 032023 


Homo sapi 


lens AD037 protein (AD037), mRNA 


NM_032022 


Homo sapi 


lens AD036 protein (AD036), mRNA 


NM 031956 


Homo sapi 


tens NYD-SP14 protein (NYD-SP14), mRNA 


NM 031954 


Homo sap 1 


iens MSTP028 protein (MSTP028), mRNA 


NM 031953 


Homo sapi 


iens MSTP043 protein (MSTP043), mRNA 


NM 031936 


Homo sap 1 


iens G protein-coupled receptor 61 (GPR61), mRNA 


NM 031934 


Homo sap 


iens RAB34, member RAS oncogene family (RAB34), mRNA 


NM_031933 


Homo sap 
(WNT8A) 


tens wingless-type MMTV integration site family, member 8A 
, transcript variant 1, mRNA 


NM 031932 


Homo sapiens testis transcript Y 14 (TTY14), mRNA 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


NM 031930 


Homo sapiens testis transcript Y 12 (TTY12), mRNA 


NM 031929 


Homo sapiens testis transcript Y 1 1 (TTY1 1), mRNA 


NM 031927 


Homo sapiens testis transcript Y 9 (TTY9), mRNA 


NM 031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 
(TMPIT), mRNA 


NM 031924 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


JN1V1 031917 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA 
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MM 022447 


Homo sapiens topoisomerase-related function protein 4-2 (TRF4-2), mRNA 


NM 031485 


Homo sapiens glutamate rich WD repeat protein GRWD (GRWD), mRNA 


NM 031484 


Homo sapiens hypothetical protein MGC4415 (MGC4415), mRNA 


NM 031479 


Homo sapiens hypothetical protein MGC463S (MGC463S), mRNA 


NM_031474 


Homo sapiens hypothetical protein DKFZp761G1913 (DKFZP761G1913), 
mRNA 


NM 031466 


Homo sapiens KIAA1882 protein (MGC4737), mRNA 


NM 031465 


Homo sapiens hypothetical protein MGC13204 (MGC13204), mRNA 


NM_031464 


Homo sapiens hypothetical protein MGC1 1287 similar to ribosomal protein S6 
kinase , (MGC1 1287), mRNA 


NM 031459 


Homo sapiens sestnn 2 (SES2), mRNA 


NM 031455 


Homo sapiens hypothetical protein DKrZp/olr241 (JJKbZ,r /olrz41), mKJNA 


NM 031453 


Homo sapiens hypothetical protein MGC1 1034 (MGC1 1034), mRNA 


NM 031452 


Homo sapiens hypothetical protem MGC2560 (MGC2560), mKJNA 


NM 031449 


Homo sapiens KIAA1886 protein (DKFZP761I2123), mRNA 


NM 031447 


Homo sapiens hypothetical protein MGC13033 (MGC13033), mRNA 


NM 031446 


_._ . i , * . > * . TVXT AO 1 T 1 /TJX T AO 1 T 1 \ „„T") "KT A 

Homo sapiens hypothetical protein PNAS-131 (PNAS-131), mRNA 


NM 031437 


i .ii'i , » //^m AOIO /A JT001 AOT1\ — "D XT A 

Homo sapiens hypothetical protem MGC10823 (MGC10823), mRNA 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


NM 031435 


Homo sapiens hypothetical protein DKFZp564I0422 (DKFZP5 6410422), mRNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


NM 031425 


Homo sapiens hypothetical protein MGC10812 (MGC10S12), mRNA 


NM 031423 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


NM_031421 


Homo sapiens hypothetical protein DKFZp434H0115 (DKPZP434H0 1 15), 
mRNA 


NM_031412 


Homo sapiens GABA(A) receptor-associated protem like 1 (GABARAPLl), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM 031283 


Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA 


NM 031307 


Homo sapiens hypothetical protein FKSG32 (FKSG32), mRNA 


NM_031305 


Homo sapiens hypothetical protem DKFZp564B 1 1 62 (DKFZP564B 1 1 62), 
mRNA 


NM_031301 


Homo sapiens hypothetical protein DKFZp564D0372 (DKFZP564D0372), 
mRNA 


NM 031298 


Homo sapiens hypothetical protem MGC2963 (MGC2963), mRNA 


NM 031293 


Homo sapiens hypothetical protem DKFZp434G131 (DKFZP434G131), mRNA 


NM_031292 


Homo sapiens hypothetical protem DKFZp434Gl4l5 (DKFZP434G1415), 
mRNA 


NM 031288 


Homo sapiens PAP-l binding protein (PAPA-l), mRNA 


NM 031284 


Homo sapiens hypothetical protein DKFZp434Bl95 (DKFZP434B195), mRNA 


NM 030972 


Homo sapiens hypothetical protein MGC5384 (MGC5384), mRNA 


NM_030901 


Homo sapiens olfactory receptor, family 7, subfamily A, member 17 (OR7A17), 
mRNA 


NM 017990 


Homo sapiens hypothetical protein FLJ10079 (FLJ 10079), mRNA 


NM 031219 


Homo sapiens hypothetical protein MGC12904 (MGC12904), mRNA 


NM 031218 


tt • i ii . • i . t-'T T11/IOO /T?T T 1 O /) PO\ — -,T1"KTA 

Homo sapiens hypothetical protem FLJ12488 (FLJ12488), mRNA 


NM 031214 


tt • -i , n . • i . • * T70 1 1 OA/1 / A Tm 1 1 OA/l\ XT A 

Homo sapiens hypothetical protein AF31 1304 (AF31 1304), mRNA 


NM 03121U 


riomo sapiens n3/pOuiencai protein l/l-ju ^x^v^jv;^, mxsj.N/\ 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subunit 5 (MGC3038), mRNA 


NMJ330 971 


Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7.2), 
mRNA 


NM_030965 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneiiraminyl 2,3- 
betagalactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) E 
(MGC3 184), mRNA 


\T» /r A/> aa^*a 

NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACA1), mRNA 


■V TX JT A ^ f\f \ C C\ 

NM_03095S 


Homo sapiens organic anion transporter polypeptide-related protein 4 
(OATPRP4), mRNA 


NM 030952 


Homo sapiens hypothetical protein DKFZp434J037 (DKFZP434J037), mRNA 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 
mRNA 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso (HCLA-ISO), mRNA 


\Tl Jf A 1 A A<"^ A 

NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 


"X TX /f A o A A'"* 1 

NM 030921 


Homo sapiens hypothetical protein DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717), 
mRNA 


"XTX JF AO a a 1 c 

NM 030915 


Homo sapiens hypothetical protein DKFZp5 66 J091 (DKFZP566J091), mRNA 


"X TTV if A^> AA1 A 

NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 


"V TTV /T AT AAAH 

NM 030907 


Homo sapiens hypothetical protein MGC10731 (MGC10731), mRNA 


XTX A~ a o a o a 

NM 030895 


Homo sapiens hypothetical protein FLJ14129 (FLJ14129), mRNA 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


XTX A~ A t r\*i c c 

NM 030755 


Homo sapiens thioredoxin domain-containing (TXNDC), mRNA 


NM 030S19 


Homo sapiens hypothetical protein MGC11335 (MGC11335), mRNA 


NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


X TX JT AO rf"V O 1 A 

NM 030810 


Homo sapiens hypothetical protein MGC3178 (MGC3178), mRNA 


NM_030804 


Homo sapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135), 
mRNA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


X TX A~ f\^} ATCA 

NM 030759 


Homo sapiens nuclear receptor binding factor-2 (NRBF-2), mRNA 


"V TX JT A^ f\*1C\C 

NM 030795 


Homo sapiens stathmin-like 4 (STMN4), mRNA 


"KTTV AT AO A A A A 

NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548), mRNA 


XTX JT A 1 OAOI 

NM 018023 


Homo sapiens hypothetical protein FLJ10201 (FLJ10201), mRNA 


X TX AT A A O AAA 

NM_023009 


Homo sapiens macrophage myristoylated alanine-rich C kinase substrate 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


X.TX it a A e 

NM 025222 


Homo sapiens hypothetical protein PRO2730 (PRO2730), mRNA 


XTX jf A A C 1 riA 

NM 025170 


Homo sapiens hypothetical protein FLJ12987 (FLJ12987), mRNA 


NM 024681 


Homo sapiens hypothetical protein FLJ12242 (FLJ12242), mRNA 


NM 024928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA 


XTX A~ A 1 nr nn 

NM_017578 


Homo sapiens AKAP-binding sperm protein ropporin (DKFZp434B1222), 

rj\T a 

mRNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 (APOL5), mRNA 


XTX /f AO/ICn 

JNJVL U24M3 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl), mRNA 


NM 030621 


Homo sapiens helicase-moi (KIAA0928), mRNA 


XTX if AOAif/11 

NM 030641 


Homo sapiens apolipoprotein L, 6 (APOL6), mRNA 


NM 0^5190 


XT.UII10 b dpi CI lb Jx>JLrW-v 1 OH I prOiem ^JSJLr\/\ 1 O^t i ), mxviN/v 


NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM_018015 i 


Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 


NM_ 024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 
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XTN/T H9479Q 


Hm-nri car>i>no twnntlipf-irfll nrntpin MTtP4342 <MGC4342\ mRNA 


XJN/T 0,9 AO R 7 
1N1V1 UZh-UC / 


Wnmn <wmien<5 DKF7P564T 0862 nrotein <DKFZP564L0862V mRNA 


xta/t aiacq/i 

NM_U.3lOy4 


TJATnr\ canine e^rf-onl^c-mie nolx/arlenvlati An element "hlTldiTlff nrotein CCPEB1 J. 
X1L>H1L> bcipiCIlo L*y lUpiaoIIiJLv puiyau.dljfl.ai.xuii ta^xxxv^iii, ljxhu.xxa£ p 01 ^ 111 

mi? XT A 


XTN/T f^^ORA 


TJ ftrnn caniend hvnothetical nrotein FLJ22795 (TLJ22795\ mRNA 


xjn/t n9^non 

INIVL UZJU7U 


TTattia ciar>ien<; TCTAA14S3 nrotein fKTAA1453i mRNA 


XJN/T fi9AQ3Q 


Hattia <;anipnq rivnothetical nrotein FLJ21918 rFLJ21918\ mRNA 


XJA/T 09400^ 


TTomr* cariiPTiQ hvnAtViptiral nrAtein FT T14297 TFLJ14297) mRNA 


XJA/T 09470^ 


TTomo danien^ TCTAA0643 nrotein (1CIAA0643 1 mRNA 


XTA/T H9 47 1 R 


TTattia c^nienc: hvnofhetical nrotein FLJ10101 CFLJ10101\ mRNA 


XTN/T 0,1 ^£^9 
iNlVi. UIjOjZ 


Homo ^aniens DKFZP564P1916 nrotein (DKF2T564P1916), mRNA 


xtn/t 0.9^1 ao 

XNIYI UZO 1 oy 


Unmn <3anien<? hvnothetical nrotein FLJ 13659 (TLJ13659\ mRNA 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


xta/t no^nin 


tr nTnrk canipnc T<TTA AH70S nrAtein fK"TAA0795^ mRNA 


XTN/T A9 /ICQ/1 


jtOITIO Sapiens nypotncLicai pruLcm r±->j itu / +j \*. joj ' iiixvi^r^ 


XTN/T 09/1840 
JNIVI UZ4o^tU 


TTrnnn conipnc ViwiAtrtpfipal nrnfpin FT T13S90 CFT.T13590! mRNA 


xtn/t noo^o 
JNJVL UZZ/oZ 


T-TnTYirk ea-nipnc M.-nKocp r\hr\cr*Virvnrrktpin Q C\A PPTOSiPTTQ^ mRNA 
XxOlTlO Sapiens IVl-pnasc pilObpilopHJLClJll 3/ ^lvunvjai AA7;, iiixvj. ^x^. 


JNJVL_U1 /COo ; 


TT^ii-nrt oanipnc Vi-\mr*fhpti<-s1 nrAfpin r>TTF7n4^4T n^KF7n434L0850 1 
jtxOmo Sapiens riypuLiicLiuai pi ulcih i^r\jr £^^^d^\->\joj\j ^x/ru. ^p~T^Tx-»\^*j^v/y, 

ml? XT A 


xnv/T 010^ so 


TJ Arrin cQnipnc VivnritVipfipnl nrAtpin A/TfTp10S7f) nVrGC10520l mRNA 


XTA/T 09^1Q*s 
INiVl UZji7J 


Hnmn c*vrvipnc nlincnlinnrAtPin rpoiilatpH Hv mitOPenic nathwavS TC8F^WV ITlRNA 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


JNiVl U-5U-) / / 


jriomo sapiens nypoTneiicai protein wi\JKsi\jyyo ^jlvivjv./ iv77j >, iiixviN.rv 


NM UiUD /O 


xiomo sapiens nypoineticai protein lviov^iu^oo ^ivivjv^iw^ou^, nixviNi-v 


JNJVL UoUOO 


xiomo sapiens nypoLneuuai proLcin ivivj v_x luj jt- ^ivivjv_- i vjjt hxivj-^^v 


XTA4" A'2AC*79 

NM U3Uz> /Z 


xiomo sapiens nypotneiicai protein ivxvjv^iv/i/ i to ^ivxvj^iu^h-u^, iiix\j.n^ 


XTA/T AlA^Tl 

NM_U3U> / 1 


xiomo sapiens nypotneiicai protein ivxov^i u!7z*+ smiiiar lu incu.ci*+ w w uiixcuiig 

r^rr»tf»in ^ rN/TOP 1 0094"i m"RXJ A 


XTN/T O^OS^Q 


Unmn coniptiQ TwnAthpti ral nrAtein MGP10848 CMGC10848j mRNA 


INIVX \JD\JJ\JQ 


UAmo conienc hvnothetical nrotein MGC10818 (MGC10818V mRNA 


XTN/T 010S67 


Homo <?anien«j hvnothetical nrotein MGC 10772 (TVIGC10772\ rnRNA 


XTN/T AO C 1 £A 


T-TnmA Qanienc: KTA A0999 nrotein (TCIAA0999i mRNA 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), rnRNA 


XTA^ 09A££ft 


Tl^TYirv cQnipnc Vi\mntVietie^l nrotein FT T?075vR fPT T707RR> mRNA 

xxOino sapiens nj'poinciioai pioLcin rjLjAU—oo v^-"- i-'j^u-ooyj iiuvL^iT. 


XTA/T 094^47 


LT nTYir . ccinipnc Xf T A A (\Af\1 nrotein HCl A A04^7^ mRNA 

xiomo sapiens xs^1tv/\uho / protein ^xs^x/vt\uh-o / j, iiuxi^^-v 


XTA/T A1 C/1 1 C 

JNM Ulo41o 


xiomo sapiens nypotneiicai protein ^xiou-j . i j, iiiivln/a. 


XTN/T 09^1529 
JNIVI UZj 1 oZ 


Unmn cQnipno V»\/nntnetipnl nrAtpin FT Tl 1 S<n0 fFT Tl 1 Sr»0^ mRNA 

XxOino Sapiens nypoinciiL-ai piuLciii jt x^ j i uvjv/ \x x-«j 1 1 ju\j ^ , nixvj- > 


XTN/T 09^1£R 


Unrnrt cartipnc TAP H^iieine-rien renentQ nnrl PF>7^ anH Tin PF)7, nrotein fFANOl 

noiiio sapiens ^leu.L/iiic-riL'n xcpcaio aiiu ruz-t) anu. nu x isci L^iui&m v j - j - r * J - 
mRXTA 


XJN/T 09^0R1 


T-Tomo canipnc TTTA A 1 nrAtein HCTA A 1 mRNA 


XJA/T 0747S0 


TT nrnr\ enniene leneinp-rieTi reneat-f^ontainino - 2 TLRRC2 1 mRNA. 


XJA/T 09^966 


FT Am a Qanien<5 Tivnnthetiral nrotein MGC2780 HVIGC2780 1 mRNA 


XJN/T 09^96S 

INIVX uZJZOJ 


TTomo canienQ VivnAthetieal nrAtpin MGG2776 nVTGC^776 » mRNA 


XTTV/T 09^964 


TTomo carvienQ Vnmntnetieal nrntein TVTGP74S4 ^MGG2454 1 mRNA 
XxUIllL) SapiCIld liypUlIxCll\-aI piOLCllx iVXVJv^z.*-t j*t ^xvxvjv_^A-*r^-ry, xxxxvx^x~v 


XTN/T 09S947 
INxVX uZJZH / 


TTomo canienc hvnnthplipal nrotein IvTGPSriOl rMGGS601 l mRNA 


XTA/T 09 S 946 

INlVX UZJZ*tU 


TTomo cQ-nipnc Vi\motnetiral nrotein lvfGP^70S rMGG3295^ mRNA 
XxOlTlO SapiCHo IiypUlIlCllL/ai piOLCxll ivx vj \^/Jz,7 J ^xvxvjv j /_'^^~' xxxxvx>^-v 


NM 025234 


Homo sapiens recombination protein REC14 (REC14), rnRNA 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), rnRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical jprotein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM_025197 


Homo sapiens hypothetical protein rLJ 13ooU similar to L,uro acnvaxor-Dinaing 

. ♦ /rr i /T?T T1 O /Z /Z f\\ T>\T A 

jprotem C53 (FLJ13660), mKJNA 


NM 025187 


Homo sapiens hypothetical protein rU izu /o ^ri-J izu /o), itijkjna 


NM 025184 


tt n~ ^ -1 ^ ^.i ^ a • _ „ 1 T?T TOO C/1 ^ /T7T TOOQ/1'l'\ T3 "N.T A 

Homo sapiens hypothetical protein rUZZ543 ^rLJZzo^fjj, mKJNA 


NM 025181 


tt ~ „ • „ i . . .. , n i.i, ri j.; nr ,i _„_+■,_ t?T TOO riO/1 /T7 T TO OAH/1 ^ tt-iT?7vT A 

Homo sapiens hypothetical protein ri^jzzvu^ jljzzuu4J, iiikina 


NM 025163 


Homo sapiens hypothetical protein rU iz /oo (r l^J iz /ooj, mKJNA 


NM 025159 


Homo sapiens hypothetical protein r JLJ 1 1 j / / (Jr j^j i i d / / itikjna 


NM 025157 


tt ■ ^ i x"L. ^.^1 —4.— J— "CT TTIrt/II /"C?T TOOA/tO'\ -rv^*D"KT A 

Homo sapiens hypothetical protein rLJz3U4Z (ri^JZ3U4Zj, mKJNA 


NM 025155 


Homo sapiens hypothetical protein rU i i o4S (ri^J i io4oj, itikjn/v 


NM 025152 


Homo sapiens hypothetical protein ru izoou (ri-J izoouj, mKJNA 


NM 025150 


Homo sapiens hypothetical protein rLJ Izdzo (rl^J 1ZDZ6), mKJNA 


"V TTk JF f\f\ IT 1 /4 ^ 

NM 025147 


Homo sapiens hypothetical protein rLJ 1344© (rLJ l J44oj, mKJNA 


NM 025146 


tt "U ^xj^^l T?T TI T 1 C\A /TTT Till C\A\ •- l -»T>'KTA 

Homo sapiens hypothetical protein rL3 13 1^4 1_J 13 1^4), mKJNA 


NM 025145 


Homo sapiens hypothetical protein rLJzzy44 (rLJzzy44) 5 mKJNA 


NM 025143 


xt v jA xJ 1 x „ J „ T?T TO A O C /T7T TOAOC/T\ «»"D\T A 

Homo sapiens hypothetical protein rLJ20o5o (J^JzOodo), mKJNA 


NM 025140 


tt • 1 xl_ „ „ 1 ^_„^„,«^ T7T TO 0/101 /TTT TO O /I O 1 \ W i'D\TA i 

Homo sapiens hypothetical protein riJzZ4 / 1 (r LJZZ4 / 1 ), mKJNA 


NM 025139 


tt _ i_ _ xt_ _xJ 1 . T?T TI TCP/1 /T7T TI OCO/l\ •m'D'M A 

Homo sapiens hypothetical protein rU125o4 {rLJ lz!>54), mKJNA 


NM 025134 


Homo sapiens hypothetical protein rLJ lzl /b (rLJ 1Z1 /o), mKJNA 


NM 025133 


Homo sapiens hypothetical protein r LJ lzo /3 (Jt^LJ lzo /3), mKJNA 


Tk TTk JT f T i"\ f\ 

NM 025130 


tt • „ i xi ^j - ^.^i _ x_ ■ T?T TOOO/C 1 /T7T TO O "7/^ 1 \ -^»T> XT A 

Homo sapiens hypothetical protein rLJzz/ol (rLJzz/ol), mKJNA 


NM 025129 


tt i ,i jj T — ^x^J— T7T TOO ZfOO /T?T TOO /CO 0\ „T)\T A 

Homo sapiens hypothetical protein rLJzzoob (rLJzzooo), mKJNA 


NM 025118 


t t 1 xi x* 1 x * T~>T HOT 1 A /T7T T 1 O O 1 A\ «~*.T) XT A 

Homo sapiens hypothetical protein FLJ13310 (FLJ13310), mRJNA 


NM 025115 


tt ♦ 1 / T t ■ I j * -pT T1T>^ /T7T T0^50ZrO\ — TJ\T A 

Homo sapiens hypothehcal protein r LJ23263 (FLJ23263), mRNA 


NM 025113 


t-T • 1 x1 x* 1 x T?T Til /"T7T T11 f ^.TIXT A 

Homo sapiens hypothetical protein FLJ21562 (FLJ21562), mRNA 


NM 025112 


Homo sapiens hypothetical protein MGC11349 (MGC11349), mJKJNA 


NM 025108 


tt * 1 j.1 x " 1 x_ 1 T?T T1 OflAH /"CT TIOf^AfiN __T> XT A 

Homo sapiens hypothetical protein FLJ 13909 (rLJ 13909), mKJNA 


NM 025107 


tt v • t x* 1 ^x^ ' T?T T0 10/Cf\ /TCT T0 10/CH\ «-.D\T A S 

Homo sapiens hypothetical protein FLJ21269 (rLJzl269) s mRNA 


NM 025105 


tt • _ _ i , „ a,; - -l x _ ; T?T T1 1/1 Aft /T?T T10/IAO\ m D XT A 

Homo sapiens hypothetical protein rLJ 12409 (rLJ 1Z409), mKJNA 


NM 025104 


tt ■ „ x^ ^4.1 »_1 j.— . '„ T7T TI 1 ACT /"CT TI Q AOTN ^__T> XT A 

Homo sapiens hypothetical protein rLJ 1306 / (rLJ 130b mKJNA 


Tv TA jc f\>~\ C 1 AO 

NM 025103 


Homo sapiens capillary morphogenesis protein 1 (CMG1), mRNA 


"X TTk A" fS 1 "^ C ~\ f\l~\ 

NM 025100 


Homo sapiens hypothetical protein rLJ 1ZZ94 (JbLJ 1ZZ94), mKJNA 


NM 025093 


tt • i xl ^* 1 T?T TI 1 O OO /T7T TI 1 C77\ m "D XT A 

Homo sapiens hypothetical protein rLJ 1 1 oz 7 (r LJ 1 1 bz / ), mKJNA 


NM 025092 


tt 1 1 xl_ ~ _ 1 -*^4-^l~~. T?T TOO/C2C /TTT TT)<C3C\ **-»T>XT A 

Homo sapiens hypothehcal protein rLJzzo3D (rLJZzo3o) ? mKJNA 


NM 025088 


tt 1 x1_ x' 1 x„ J "CT T1 11/11 /T7T T 1 O O /I 1 \ ~»-»T3XT A ! 

Homo sapiens hypothetical protein rLJ 13241 (rLJ 13241), mKJNA 


"V TTk JT r\ <T ^ 

NM 025087 


TT • ^ — i_ ^x'L ^±1 1 ^.^4-^1^ "CT TO 1 C1 1 /T7T TO 1 CI 1\ __T>XT A 

Homo sapiens hypothetical protein rLJ2lDll (FLJzoll), mKJNA 


NM 025082 


tt ' ~ _ 1_ _ xi— „xJ „ „ 1 x^ T7T Till 1 1 /TTT HOI 1 1 \ _v,D XT A 

Homo sapiens hypothetical protein rLJ 13111 (FLJ13111J, mKJNA 


Tk TTk JT IT C 

NM 025075 


TT _ •_. „ v_ „ xl* ~ xJ „ _ 1 „^ _ J— T7T TO T /I /I C /T7T TO*2/t/IC\ _«,T> XT A 

Homo sapiens hypothetical protein rLJz3443 (rLJz344o), mKJNA 


Tk TTk 4T /"V £* /"V 'T ^ 

NM 025074 


T x _ * i a t _ 4 * i TTT THAT 1 /"CT TOO/TO 1 "\ _v-»"D XT A 

Homo sapiens hypothetical protein rLJ 22031 (rLJ 22031), mKJNA 


Tk TTk AT i~\ i-1 C f\T^ 

NM 025073 


TT _ ^ : — i _xl_ ^xJ ^. ^ 1 M „yv^J M "CT TO 1 1 /TO /T7T TO 1 1 ^DXT A 

Homo sapiens hypothehcal protein rLJ 21 loo (rLJzl lob), mKJNA 


NM 025071 


Homo sapiens hypothetical protein rLJ 12190 (rLJiziyo), niKJNA 


Tk TTk JT i\i^lT/\S'£\ 

NM 025069 


Homo sapiens hypothehcal protein rLJ 14299 (rLJ 14Z99), mKJNA 


Tk TTk It t~\r*\ t- t"\ f~ <~1 

NM 025067 


TT • _ -I x1_ _x_! _ 1 „„x^ T?T T1 >1 1 /TJT TI /I 1 \ __^,T> XT A 

Homo sapiens hypothehcal protein rLJ 14106 (rLJ 14106), mKJNA 


NM 025064 


tt * i xi jJ 1 _ x " T~"T x^ ^ /? £\ A /T7T TO ^ tZf\ A\ ___"p> XT A 

Homo sapiens hypothehcal protein FLJ23604 (FLJ23604), mKJNA 


NM 025063 


t t i xl ±1 1 a. t~»T T^ ~) C C f\ /T7T TO ICC A\ ***T> XT A 

Homo sapiens hypothehcal protein FLJ23550 (FLJ23550), mKJNA 


NM 025059 


tt ~ _. _ „ * _ „ _ i -xi. _x; i x _ * T7T TTJOAC /XTT TO T T AC\ *v*D\T A 

Homo sapiens hypothehcal protein rLJ23305 (rLJz330D), mKJNA 


XTA a f\nc{\cn 


nonio sapiens nypoinencai protein ruzjio" ^rL-j^-Jio^, iiiiviNirv 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FLJ23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA 
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NM 025045 


Homo sapiens hypothetical protein FLJ22582 (FLJ225S2), mRNA 


NM 025031 

X > IVX \J £-*s\J -J J. 


Homo sapiens hypothetical protein FLJ21075 (FLJ21075), mRNA 


NM 095030 

XNXVX \J +-* *s \J ~> \J 


Homo sapiens hypothetical protein FLJ20972 (FLJ20972), mRNA 


NM 025026 

XNXVX \J ~J \J £*\J 


Homo sapiens hypothetical protein FLJ14107 (FLJ14107), mRNA 


NM 025025 

XNxVX W \J £-t-s 


Homo sapiens hypothetical protein FLJ14100 (FLJ14100), mRNA 


NM 025024 


Homo sapiens hypothetical protein FLJ14082 (FLJ140S2), mRNA 


NM 025023 

X ^ -LVX \J \J £*—J 


Homo sapiens hypothetical protein FLJ14069 (FLJ14069), mRNA 


NM 025019 

J. > i.VX Uii J V 1 


Homo sapiens likely ortholog of mouse tubulin alpha 4 (FLJ13940), mRNA 


NM 025012 


Homo sapiens hypothetical protein FLJ1 3769 (FLJ1 3769), mRNA 


NM 025009 


Homo sapiens hypothetical protein FLJ13621 (FLJ13621), mRNA 


NM 025008 

JLNXVX V/x#JV/VJO 


Homo sapiens hypothetical protein FLJ13544 (FLJ13544), mRNA 


NM 025006 


Homo sapiens hypothetical protein FLJ13373 (FLJ13373), mRNA 


NM 095004 


Homo sapiens hypothetical protein FLJ13215 (FLJ13215), mRNA 


NM 025003 

XN XYX \J4*U \J\JJ 


Homo sapiens hypothetical protein FLJ13166 (FLJ13166), mRNA 


NM 075002 

INxVX v^JuUZ. 


Homo sapiens hypothetical protein FLJ13162 (FLJ13162), mRNA 


NM 025001 

1N1VX \J £**J \J\J 1 


Homo sapiens hypothetical protein FLJ13105 (FLJ13105), mRNA 


NM 025000 

j.nxvx v/.^,*/ vjvjv/ 


Homo sapiens hypothetical protein FLJ13096 (FLJ13096), mRNA 


NM 024997 

XNxVX \J Z*-TZJ Z* 1 


Homo sapiens hypothetical protein FLJ12668 (FLJ12668), mRNA 


NM 024993 

1N1VX \J Zs Z* -J 


Homo sapiens hypothetical protein FLJ12568 (FLJ12568), mRNA 


NM 094999 

iNxVX \J ^'~TZ7 Z7 


Homo sapiens hypothetical protein FLJ12547 (FLJ 12547), mRNA 


NM 0249 8 9 


Homo sapiens hypothetical protein FLJ12377 (FLJ12377), mRNA 


NM 094QRR 


Homo saniens hvnothetical nrotein FLJ12355 (FLJ12355), mRNA 


NM O74086 


TTnmo ^aniens hvnothetical nrotein FLJ12331 (FLJ12331), mRNA 


NM 094980 

XNxVX U6't70U 


Homo sapiens hypothetical protein FLJ12132 (FLJ12132), mRNA 


NM 094.079 

IN IVX \JZ.'~tZs / Z? 


Homo saniens hvoothetical nrotein FLJ12122 (FLJ12122), mRNA 


"MM 094978 


Homo sapiens hypothetical protein FLJ12121 (FLJ12121), mRNA 


NM 074971 


Homo sapiens hypothetical protein FLJ1 1 726 (FLJ1 1 726), mRNA 


NM 024970 

X N IVX V/X<*T.7 / V/ 


Homo sapiens hypothetical protein FLJ1 1722 (FLJ1 1722), mRNA 


NM 024969 

XNXVX vAty 


Homo sapiens hypothetical protein FLJ1 1703 (FLJ1 1703), mRNA 


NM 094966 

IN IVX U^tJUvJ 


Homo sapiens hypothetical protein FLJ1 1598 (FLJ1 1598), mRNA 


NM 024961 


Homo sapiens hypothetical protein FLJ1 1370 (FLJ1 1370), mRNA 


NM 094959 

X N IVX \J£*~^Z7JZ7 


Homo sapiens hypothetical protein FLJ22233 (FLJ22233), mRNA 


"NM 024957 

INxVX \JA**^Z7 <J 1 


Homo sapiens hypothetical protein FLJ22686 (FLJ22686), mRNA | 


NM 094955 

XNXYX \J £**^Zs ZJ ~s 


Homo saniens hvnothetical nrotein FLJ23322 (FLJ23322), mRNA 


NM 024954 

XNJ.VX \J £**^Z7 *J"\ 


Homo sapiens hypothetical protein FLJ1 1807 (FLJ1 1807), mRNA 


NM 024952 


Homo sapiens hypothetical protein FLJ20950 (FLJ20950), mRNA 


NM 024950 


Homo sapiens hypothetical protein FLJ12891 (FLJ12891), mRNA 


NM 094949 


Homo sapiens hypothetical protein FLJ22029 (FLJ22029), mRNA 


NM 024948 


Homo sapiens hypothetical protein FLJ13397 (FLJ13397), mRNA 


NM 094946 


Homo sapiens hypothetical protein FLJ21799 (FLJ21799), mRNA 


NM 024945 


Homo sapiens hypothetical protein FLJ12888 (FLJ12888), mRNA 


TsTM 024943 


Homo sapiens hypothetical protein FLJ23235 (FLJ23235), mRNA 


NM 094940 

X > XVX \J £i~^Z7—T\J 


Homo sapiens hypothetical protein FLJ21034 (FLJ21034), mRNA 


NM 024937 

XNXVX V/^»*T-7— f / 


Homo saniens hvoothetical nrotein FLJ12929 (FLJ12929), mRNA 


NM 024936 


Homo sapiens hypothetical protein FLJ23024 (FLJ23024), mRNA 


NM 024929 


Homo sapiens hypothetical protein FLJ231 12 (FLJ231 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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NM 024916 


Homo sapiens hypothetical protein FU22814 (FLJ22S14), mRNA 


NM 024915 


Homo sapiens hypothetical protein FLJ13782 (FLJ13782), mRNA 


NM 024913 


Homo sapiens hypothetical protein FLJ21986 (FLJ21986), mRNA 


NM 024912 


Homo sapiens hypothetical protein FLJ14327 (FLJ14327), mRNA 


NM 024910 


Homo sapiens hypothetical protein FLJ12700 (FLJ12700), mRNA 


NM 024902 


Homo sapiens hypothetical protein FLJ13236 (FLJ13236), mRNA 


NM 024901 


Homo sapiens hypothetical protein FLJ22457 (FLJ22457), mRNA 


NM 024899 


Homo sapiens hypothetical protein FLJ12542 (FLJ12542), mRNA 


NM 024895 


Homo sapiens hypothetical protein FLJ23209 (FLJ23209), mRNA 


NM 024892 


Homo sapiens hypothetical protein FLJ1 1700 (FLJ1 1700), mRNA 


NM 024891 


Homo sapiens hypothetical protein FUl 1783 (FLJ1 1783), mRNA 


NM 024888 


Homo sapiens hypothetical protein FLJ1 1535 (FLJ1 1535), mRNA 


NM 024887 


Homo sapiens hypothetical protein FLJ13 102 (FLJ13102), mRNA 


NM 024884 


Homo sapiens hypothetical protein FLJ12618 (FLJ12618), mRNA 


NM 024883 


Homo sapiens hypothetical protein FLJ22202 (FLJ22202), mRNA 


NM 024881 


Homo sapiens hypothetical protein FLJ 14251 (FLJ14251), mRNA 


NM 024876 


Homo sapiens hypothetical protein FLJ12229 (FLJ12229), mRNA 


NM 024S75 


Homo sapiens hypothetical protein FLJ12921 (FLJ12921), mRNA 


NM 024872 


Homo sapiens hypothetical protein FLJ22570 (FLJ22570), mRNA 


NM 024871 


Homo sapiens hypothetical protein FLJ12748 (FLJ12748), mRNA 


NM 024869 


Homo sapiens hypothetical protein FLJ14050 (FLJ14050), mRNA 


NM 024868 


Homo sapiens hypothetical protein FLJ14124 (FLJ14124), mRNA 


NM 024866 


Homo sapiens hypothetical protein FLJ2 1135 (FLJ2 1135), mRNA 


NM 024865 


Homo sapiens hypothetical protein FLJ12581 (FLJ12581), mRNA 


NM 024863 


Homo sapiens hypothetical protein FLJ21 174 (FLJ21174), mRNA 


NM 024862 


Homo sapiens hypothetical protein FLJ13962 (FLJ13962), mRNA 


NM 024860 


Homo sapiens hypothetical protein FLJ21 148 (FLJ21 148), mRNA 


NM 024857 


Homo sapiens hypothetical protein FLJ12735 (FLJ12735), mRNA 


NM 024855 


Homo sapiens hypothetical protein FLJ12785 (FLJ127S5), mRNA 


NM 024854 


Homo sapiens hypothetical protein FLJ22028 (FLJ22028), mRNA 


NM 024852 


Homo sapiens hypothetical protein FLJ12765 (FLJ12765), mRNA 


NM 024850 


Homo sapiens hypothetical protein FLJ21458 (FLJ21458), mRNA 


NM 024849 


Homo sapiens hypothetical protein FLJ14126 (FLJ14126), mRNA 


NM 024846 


Homo sapiens hypothetical protein FLJ1 1710 (FLJ1 1710), mRNA 


NM 024845 


Homo^sapiens hypothetical protein FLJ14154 (FLJ14154), mRNA 


NM 024844 


Homo sapiens hypothetical protein FLJ12549 (FLJ12549), mRNA 


NM 024843 


Homo sapiens duodenal cytochrome b (FLJ23462), mRNA 


NM 024838 


Homo sapiens hypothetical protein FLJ22002 (FLJ22002), mRNA 


NM 024834 


Homo sapiens hypothetical protein FLJ13081 (FLJ13081), mRNA 


NM 024833 


Homo sapiens hypothetical protein FLJ23506 (FLJ23506), mRNA 


NM 024830 


Homo sapiens hypothetical protein FLJ12443 (FLJ12443), mRNA 


NM 024829 


Homo sapiens hypothetical protein FLJ22662 (FLJ22662), mRNA 


NM 024828 


Homo sapiens hypothetical protein FLJ13657 (FLJ13657), mRNA 


NM 024827 


Homo sapiens hypothetical protein FLJ22237 (FLJ22237), mRNA 


NM 024826 


Homo sapiens hypothetical protein FLJ21 159 (FLJ21 159V mRNA 


"XTA/f ni/ifto^ 
XNIVI VAHoZD 


Homo sapiens hypothetical protein JrLJ 23447 (FLJ23447), mRNA 


NM 024824 


Homo sapiens hypothetical protein FLJ1 1806 (FLJ1 1806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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NM 024R14 

X > 1VX UA/tO X't 


Homo saoiens hvnothetical Drotein FLJ23109 (TU23 109). mRNA 


NM 024802 

X N 1VX V/^*T(JU^> 


Homo saniens hvoothetical Drotein FLJ21369 <TLJ21369\ mRNA 


NM 024801 


Homo sapiens hypothetical protein FLJ21551 (FLJ21551), mRNA 


NM 024800 


Homo sapiens hypothetical protein FLJ23495 (FLJ23495), mRNA 


NM 024798 


Homo saniens hvDothetical Drotein FLJ13952 (TU13952\ mRNA 


NM 024794 


Homo sapiens hypothetical protein FLJ2240S (FLJ22408), mRNA 


NM 024792 


Homo sapiens hypothetical protein FLJ22282 (FLJ22282), mRNA 


NM 024791 


Homo saniens hvoothetical Drotein FLJ22756 (TLJ22756 # mRNA 


NM 024790 

X^lXVX \J ^Li^T 1 V/ 


Homo saniens hvoothetical Drotein FLJ22490 rFLJ22490^ mRNA 


NM 024788 


Homo saniens hvoothetical Drotein FLJ21062 fFLJ21062 > l mRNA 


NM 024787 

X^XVX V/^»*T / (J / 


Homo saniens hvoothetical nrotein FLJ 12526 fFLJ12526^ mRNA 


NM 024786 

XNXVX V/^*-T / OU 


Hnmn <5anien<? hvnotherical nrotein FT T1 3 1 53 fFT T1 31 53^ mRNA 

XlUlilU od-JJl^lXO lljr JJ*JHlWLXVvCll |JLUI&111 X X^J X X ^/ _/ ^X X-<J X J X _J ^ j 11XXVX>XT. 


NM 0247R5 

X^IXVX V/X«*"T / OJ 


Homo <5anipn«; hvnothetical nrotein FLT22746 TFT T22746^ mRNA 

XXv/IxlVJ od|JlvllD **-Jr r **xlW UvQl Iwlll X J — >J / t W ^x XjJ^I. / *tu /) lXXX\-X>xV. 


NM 024783 

X^lXVX V/^" / 


Homo saniens hvnothetical nrotein FLJ23598 ^023598^ mRNA 


NM 024782 


Homo saniens hvoothetical nrotein FLJ 126 10 (FLJ 126 10^ mRNA 


NM 024781 


Homo saniens hvoothetical nrotein FLJ23594 (TLJ23594i mRNA ! 

X IvlllV/ O CX L/lwlllJ 11 J pV/vllVtlvUl L/l vlVlll X. 3*-~i%J ^-t V IX J — >«J _S \ f j 1JL11\X ^X X 


NM 024779 

X lJLYX V/X**^T ¥ t *r 


Homo saniens hvoothetical nrotein FLJ^2055 (TLJ22055") mRNA 


NM 024778 


Homo saniens hvoothetical nrotein FLJ22612 <TLJ22612 > > mRNA 

XXV11XV OUplwllO 11 Y L/\/UiVllVttl UlUlvlll -1 J — i«j \J 1 1^ IX XJtT^X<vlib / j 1111VX ixX 


NM 024776 

X^IXVX \J£*~T f 1 \J 


Homo saniens hvnothetical nrotein F021 140 fFLJ21 140^ mRNA 

X XVJXXXW OuplL/liO J r"^ LXXw LXWCiX plULLilU X 1—hJ A-t X X "TV yX X^J^il X~V/ /) X X XX VX ^ XX 


NM 024774 

X > XVX / / *T 


Homo <?anien^ hvnothetical nrotein FT T21 924 fFT T21 924^ mRNA 

X XUXXXvJ OCXLr 1 wXlO Xljr 1/vUlvUvAl plUlvHl X XjJii. 1 ^X 1 — '»/ ^ \. y ^L. " y j X X XX VX XX 


NM 024770 


Hnmn cianipnq hvnnthetiral nrotein FT Tl 3984 TFT Tl 3984^ mRNA 

X XvJXX 1U JU X S>1 lO ll_y \J^J tXXV^ LX^CXX JJX U lL^XXX X J_>*l X _J ^ y^X X^«T I J70^ } XIXXXX^IxTl. 


NM 024768 

X^IXVX V/^*T / 


Hnmn <?anien«; hvnnthetieal nrotein FT T12057 fFT T12057'i mRNA 

X XUiliU j u | J I v 1 1 0 *-*~y pvlllvUk/Al |JXWLt-XXX X XjJ XwV/v' / yX X_^«J X \J ~J 1 J ? lliX\XlxV 


NM 024766 


Hnmn «?anipn<; hvnnthetiral nrotein FT T23451 H^T ^3451^1 mRNA 

X XvJll WJ OuplvllO 11 j LrvJLllwLXV/Cll L/XVFlV'lll X XjJi J*T J 1 IX J ' J >^ - .' » 1 ^ j 1 1 1X\_1 N / V 


NM 024765 


Homo saniens hvnothetical nrotein FLJ12401 rFLJ12401^ mRNA 

X X\JX 1 l\J ouL/lL'llO J }r l-l-lv> llvul piULvlll X J — iJ 1Z>"TV1 yX J — /\J X J^^T\J X y j XXXXVX'lxx. 


NM 024764 


Homo saniens hvnothetical nrotein FLJ14298 TFLJ14^98^ mRNA 


NM 024761 


Homo saniens hvnothetical nrotein FLJ13204 rFLT13204 > i mRNA 

XXU111U OCXL/XwXXO 11 Y p v Lllw 11 VOl r XXX X X^«F X -J \J T IX J^tf 1 JX*V/~/j 111XV1 llX 


NM 024759 


Homo saniens hvnothetical nrotein FLJ 1 3955 (TLJ1 3955 i mRNA 

XXUlllv OC1- !_/ IvllO 11 Y p\J Lll^/llvul UlUlvlll X ' 1 Jy J J IX ±~/*J X. *J S *J f ^ 1 111 VI ^ X X 


TsTM 024757 

X >i XVX \J £*^T 1 ~J 1 


Hnmn <?anien<* hvnnthetinal nrntein FT T12879 fFT T12879^ mRNA 

X XV_/lXX\_/ OCXLyX\>XXO lljr VJ\J LllwlXWCll UlUtwlll X J 'J 1LU / 7 IX X— /J X^(_> / y ? 1 1 XXNJ. > i V 


NM 024756 


Hnmn ^anien<? hvnnthetieal nrntein FT T13465 ^FT.T13465^ mRNA 

XXV/111U OClUl^llO 11 Y U V Vllw L1V/U.1 Ulvkvlll X X~jO X ~J~\J~S \X 3—iJ X — ' T \J ~J J ^ 111XV1 11 1 


NM 024755 

X>IXVX V/^#"T / 


Hnmn ^aniens hvnnthefiea! nrntein FT Tl 321 3 fFT Tl 321 3^ mRNA 

x xvjxx xw oaui^iio 1 1 y \j v.yiii^-Liv^cii ljx kj l^-xxx x x^j x l ~j yi jl^j l ~j i ^> j • nnvx lii 


NM 024753 

x^ixvx v/^*~r l u j 


Hnmn saniens hvnnthetical nrotein FT Tl 1457 TFT Tl 1457^ mRNA 

XXVJ1XXW OupiVliO ll_y L1XV-- LXV^Cll |_1X \J LV^XXX X X_/J 1 X*T~/ / ^X X^tmJ X X'T*' / y j X X XX VX >( ZX 


NM 024751 

X^IXVX V/^»^ / *J 1 


Hnmn saniens hvnothetical nrotein FT T13273 fFT Tl 327^^ mRNA 

XXVJ111U ouplvllo liy ^J\Jl.ll\*ll\sCll J-/X \J IL IX 1 X X_< J L X~ I -J yX X^J X f -J XXXXV.1 N / k 


NM 024748 

x>ixvx VyxJ" / "O 


Homo saniens hvnothetical nrotein FT Tl 1 539 TFT Tl 1 539 1 mRNA 

XXVJ1X1U udpiUlO pvlliwUvAl Iv/XXX X X_>J X X ^ w/ ^X X_#J X X. J Zf J ^ X X XI NJL > -tX 


NM 024747 


Homo saniens hvoothetical nrotein FLJ22501 fFLJ22501^ mRNA 

XXV/111U OUUlwllu lljr pUUlvUvUl UlUlvlll X IjJl^l^J v X IX XjJ^^wfU 1 111XM 1 


NM 024745 


Homo saniens hvoothetical orotein FLJ22009 CFLJ22009 1 mRNA 

xxv/inv uuuiviio v r ti w ui pi viviii x x_rj Xi^v v/y V x^j Xrfivv/ v y / ^ iiixxi n x 


NM 024743 


Homo saniens hvoothetical nrotein FLJ21934 fFLJ21934 > > mRNA 

JLXvlllV JU-pivilw llj^ L/vrLllV livvil UlUlvlll X J i*J X^ 1 ^J^x V i-^vXly^/T/j 111X\1 ii x 


NM 024738 


Homo saniens hvoothetical nrotein FLJ21415 rFLJ21415^ mRNA 

X XV/ 111V kJIXL/ 1 vllij 1 1 y L/vf Lllv tlvill VJ X V/ Lvlll X J — y«J Xw X 1 X w/ \ X X~J%J X I X J ^ X lilVl ™ x X 


NM 024736 


Homo saniens hvnothetical nrotein FLJ12150 CFLJ12150/ mRNA 


NM 024735 


Homo saniens hvnothetical nrotein FT T22477 fFLJ22477^ mRNA 

XXVlllv Oupi^llJ J \~ tllw LI V CI 1 |_/XVJIV'XXX X 1 »-* A- /■ / / \^X XjJ^>^>~ # / y ^ 1 1 1X\J_ > ^ V 


NM 024734 


Homo saniens calnnnin lilce transmemhrane domain nrotein rcalmin^ mRNA 

xxwixiv uupiviiu vuiL/uiiiii iiivv u uiioiiiwiiiL/iaiiv uv/iimni piv/ivui ^wuiumi/j xxxxvx ^ix x 


NM 024733 

X^IXVX V/<i< i / J J 


Homo saniens hvnothetical nrotein FT T14345 fFLT14345 > * mRNA 

IXUlllv OCipiVllo AA J^ Ulw tlwCXl plUlvlll X X— <J X "—^ y^X J — 'J XT«^~T«y IXIXVX^IXX. 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


NM 024799 

X>XVX V/^*T / -£»«7 


Hnmo saniens hvnnthetiral nrntein FT T13SR1 fFT T13RR1 i mRNA 

JLlwlllV oc*LyX\-/llo XXjr L/^rLllW/Ll^Al |J1 *~J L^XX J X X-<J X O O X ^X X-i^/ 1 JUU1 ^ 5 X X XX VX > XX 


NM 024728 


Hnmn saniens hvnnthetiral nrntein FT Tl 1 ROR TFT Tl 1 R0K\ mT^NA 

XXWIXXV^ ocXLy XV^XXO llj' LHJlxlt/LlL/Clx L/X\-rLC«Xxl x JL-tJ X 1 OUO ^X X_r«J 1 1 UuO Jy IIXXVX >xx 


NM 024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


NM 024724 

XNXVX UZ.H / 


Hnmn saniens hvnnthetiral nrntein FT T22332 TFT T2^332^ mPNA 


NM_024721 


Homo sapiens likely ortholog of mouse zinc finger homeodomain 4 (FLJ20980), 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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NM 


024710 


Homo sapiens hypothetical protein FLJ23469 (FLJ23469), mRNA 


NM 


024708 


Homo sapiens hypothetical protein FU22551 (FLJ22551), mRNA 


NM 


024707 


Homo sapiens hypothetical protein FLJ13956 (FU13956), mRNA 


NM 


024706 


Homo sapiens hypothetical protein FLJ13479 (FLJ13479), mRNA 


NM 


024704 


Homo sapiens hypothetical protein FU23045 (FLJ23045), mRNA 


NM 


024702 


Homo sapiens hypothetical protein FLJ13841 (FLJ13841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FLJ14007 (FU14007), mRNA 


NM 


024697 


Homo sapiens hypothetical protein FLJ22419 (FLJ22419), mRNA 


NM 


024696 


Homo sapiens hypothetical protein FLJ23058 (FLJ23058), mRNA 


NM 


024694 


Homo sapiens hypothetical protein FLJ23 121 (FLJ23 121), mRNA 


NM 


024691 


Homo sapiens hypothetical protein FLJ23233 (FLJ23233), mRNA 


NM 


024685 


Homo sapiens hypothetical protein FLJ23560 (FLJ23560), mRNA 


NM 


024682 


Homo sapiens hypothetical protein FIJI 2 168 (FIJI 2 168), mRNA 


NM 


024680 


Homo sapiens hypothetical protein FLJ233 1 1 (FLJ233 1 1), mRNA 


NM 


024679 


Homo sapiens hypothetical protein FIJI 1939 (FLJ1 1939), mRNA 


NM 


024677 


Homo sapiens hypothetical protein FLJ14001 (FLJ14001), mRNA 


NM 


024676 


Homo sapiens hypothetical protein FLJ22938 (FLJ22938), mRNA 


NM 


024674 


Homo sapiens hypothetical protein FLJ12457 (FLJ12457), mRNA 


NM 


024671 


Homo sapiens hypothetical protein FLJ23436 (FLJ23436), mRNA 


NM 


024669 


Homo sapiens hypothetical protein FIJI 1795 (FIJI 1795), mRNA 


NM 


024667 


Homo sapiens hypothetical protein FLJ12750 (FLJ12750), mRNA 


NM. 


_024665 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex subunit 
(FLJ12894), mRNA 


NM 


024664 


Homo sapiens hypothetical protein FLJ1 1838 (FLJ1 1838), mRNA 


NM 


024661 


Homo sapiens hypothetical protein FLJ12436 (FLJ12436), mRNA 


NM 


024660 


Homo sapiens hypothetical protein FLJ22573 (FLJ22573), mRNA 


NM 


024659 


Homo sapiens hypothetical protein FLJ1 1753 (FLJ1 1753), mRNA 


NM 


024658 


Homo sapiens hypothetical protein FLJ23338 (FLJ23338), mRNA 


NM 


024657 


Homo sapiens hypothetical protein FLJ1 1565 (FLJ1 1565), mRNA 


NM 


024656 


Homo sapiens hypothetical protein FLJ22329 (FLJ22329), mRNA 


NM 


024653 


Homo sapiens hypothetical protein FLJ13902 (FLJ13902), mRNA 


NM 


024652 


Homo sapiens hypothetical protein FLJ23119 (FLJ23119), mRNA 


NM 


024645 


Homo sapiens hypothetical protein FLJ13842 (FLJ13842), mRNA 


NM 


024644 


Homo sapiens hypothetical protein FLJ21802 (FLJ21802), mRNA 


NM 


024643 


Homo sapiens hypothetical protein FLJ23093 (FLJ23093), mRNA 


NM 


024642 


Homo sapiens hypothetical protein FLJ21212 (FLJ21212), mRNA 


NM 


024639 


Homo sapiens hypothetical protein FLJ23393 (FLJ23393), mRNA 


NM 


024638 


Homo sapiens hypothetical protein FLJ12960 (FLJ12960), mRNA 


NM 


024635 


Homo sapiens hypothetical protein FLJ22643 (FLJ22643), mRNA 


NM 


024633 


Homo sapiens hypothetical protein FLJ21276 (FLJ21276), mRNA 


NM 


024632 


Homo sapiens hypothetical protein FLJ1 1526 (FLJ1 1526), mRNA 


NM 


024631 


Homo sapiens hypothetical protein FLJ23342 (FLJ23342), mRNA 


NM 


024630 


Homo sapiens hypothetical protein FLJ209S4 (FLJ20984), mRNA 


NM 


024629 


Homo sapiens hypothetical protein FLJ23468 (FLJ23468), mRNA 


NM 


024623 


Homo sapiens hypothetical protein FLJ13491 (FLJ13491), mRNA 


NM 


024620 


Homo sapiens hypothetical protein FLJ 12586 (FLJ125S6), mRNA 


NM 


024619 


Homo sapiens hypothetical protein FLJ12171 (FLJ12171), mRNA 


NM 


024618 


Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mRNA 


NM 


024614 


Homo sapiens hypothetical protein FLJ13197 (FLJ13197), mRNA 


NM 


024612 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 


NM 


024608 


Homo sapiens hypothetical protein FLJ22402 (FLJ22402), mRNA 
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"MM 024607 

IN 1VA \J ^T\JKJ 1 


Homo saniens nrotein tvhosDhatase 1. regulatory (inhibitor) subunit 3B 
(PPP1R3B), mRNA 


NM 024604 


Homo sapiens hypothetical protein FLJ21908 (FLJ21908), mRNA 


NM 024603 


Homo sapiens hypothetical protein FLJ1 1588 (FLJ1 1588), mRNA 


NM 024599 I 


Homo sapiens hypothetical protein FLJ22341 (FLJ22341), mRNA 


NM 024598 


Homo sapiens hypothetical protein FLJ13154 (FLJ13154), niRNA 


NM 024597 


Homo sapiens hypothetical protein FLJ12649 (FLJ12649), mRNA 


NM 024596 


Homo saniens hvoothetical nrotein FLJ12847 (FLJ12847), mRNA 


NM 024594 


Homo sapiens hypothetical protein FLJ12899 (FLJ12899), mRNA 


NM 024593 

A^i AYA V/ .7 J 


Homo sapiens hypothetical protein FLJ1 1767 (FLJ1 1767), niRNA 


NM 024592 


Homo sapiens hypothetical protein FLJ13352 (FLJ13352), mRNA 


NM 024590 

ANlYA V^*T-/ 


Homo satjiens hvnothetical nrotein FLJ23548 (TLJ23548), mRNA 


NM 024589 

AN AVI. \J .£*^T -J \J 


Homo sapiens hypothetical protein FLJ22386 (FLJ22386), mRNA 


NM 024588 

A NAY A V/A<T~'<Jl-5 


Homo sapiens hypothetical protein FLJ23584 (FLJ23584), mRNA 


NM 024587 


Homo saniens hvnothetical Drotein FLJ22353 (FLJ22353), mRNA 


NM 024583 

AN AVA \J -J U -J 


Homo sapiens hypothetical protein FLJ23142 (FLJ23142), mRNA 


NM 024582 

ANAYA Ui*TVO^ 


Homo saniens hvnothetical nrotein FLJ23056 CFLJ23056), mRNA 


NM 024581 

ANAVA Ux.tJO I 


Homo «?aniens hvnothetical nrotein FLJ 13942 fFLJ 13942), mRNA 


NM 024579 

ANAYA \J A*T<J I 


Homo saniens hvnothetical nrotein FLJ23221 (TLJ23221), mRNA 


NM 024S78 

ANAYA \J~T*J 1 O 


Homo saniens hvnothetical nrotein FLJ22709 (TLJ22709), mRNA 

1 1U111VJ OUplvllO 11 V LfULllvvlvill L/lULvIll JL Jk—**J $ \J ^JL Jwt# / ^/ j ^ **■ 


NM 024577 


Homo sapiens hypothetical protein FLJ 13605 (FLJ 13605), mRNA 


NM 024576 

IN J.VX / \J 


Homo saniens hvnothetical nrotein FLJ21079 (FLJ21079), mRNA 

JL Iv/lllV/ OCl^JlV^llO 11 j |_/ tllv LlvUl |~/1 V/ L w All JL JU^«F JL v # \ A J^** ^-^ ' y) 


NM 024575 


Homo sapiens hypothetical protein FLJ23467 (FLJ23467), mRNA 


NM 024574 

A>AVX VX^r*.* / » 


Homo saniens hvnothetical nrotein FLJ23191 (FLJ23191), mRNA 


NM 024573 

A^IAVX \/ X* T »■/ / 


Homo sapiens hypothetical protein FLJ 129 10 (FLJ 129 10), mRNA 


NM 0^457^ 

A 1 AYX V/— i^-^ / — 


Homo sapiens hypothetical protein FLJ 12691 (FLJ 12691), mRNA 


NM 0^4569 

A>aya v/m ~Jvy 


Homo saniens hvnothetical nrotein FLJ21047 (TLJ21047), mRNA 


NM 024567 

ANAYA \j £*~T J\J 1 


Homo saniens hvnothetical nrotein FLJ21616 (FLJ21616), mRNA 

JL 1V/111V/ Ovi|ylvllu llj ^/ \_/ Lllv LlvUl pi Lvill x. xjj x^ x. v-f x %-/ y^JL. x^rv ^ jl. v-r jl x-* y ^ A.JLXJb.^jv ^ •* 


NM 024564 


Homo saniens hvnothetical nrotein FLJ1 1715 (TLJ1 1715V mRNA 

JL jlVj^HIVJ 1 OC1[j1v11u 11 j yJ\J LllvllvUl |^1 \J Lvlll jl JL^/»f X x / x *+s yx jlw^f x j- / x y 5 aa^jl^ju ^ a m. 


NM 024563 

AN AYX \-/^« i^— ' \J -J 


Homo saniens hvnothetical nrotein FLJ 140 54 fFLJ 14054), mRNA 

JL IV/lllVJ OClUlvllO 11 Y |_/ LI Iv LlvUl yJ JL V-/ Ivlli JL J — J** X f w r yx XJti x f w v • y 5 **axvj. ^* * 


NM 024560 

ANAVA v/x»~«yv/vy 


Homo sapiens hypothetical protein FLJ21963 (FLJ21963), mRNA 


NM 0^4558 

A N 1 VX V/ ^»^T ~/ w' U 


Homo sapiens hypothetical protein FLJ13920 (FLJ13920), mRNA 


NM 024557 


Homo sapiens hypothetical protein FLJ1 1608 (FLJ1 1608), mRNA 


NM 024554 


Homo sapiens hypothetical protein FLJ1 1413 (FLJ1 1413), mRNA 


NM 024548 


Homo sapiens hypothetical protein FLJ23047 (FLJ23047), mRNA 


NM 024545 

A'lAVX \J J~iT~J^T~J 


Homo saniens hvnothetical nrotein FLJ12761 (TLJ12761), mRNA 

JL IV/lllv OvlL/lvllU 11 j L-/ V/ Lllv HvLll |-/X V/ IV11 X JL X — X. x^ f XJ» X X— *w x # x yj jvjl ajv & 


NM 0^4544 

A X AVA v/-w i »^ i ■ 


Homo saniens hvnothetical nrotein FLJ12875 (T7LJ12875), mRNA 

JL 1V111V OCl^lvl 1 0 11 J |«/ V/ LI XW vlvUl |^/X xJ' Will JL X_J*/ X JL* k*/ / V * X Jh* w * m.am^ v> ■» a ■» 


NM 024541 


Homo sapiens hypothetical protein FLJ131 14 (FLJ13 1 14), mRNA 


NM 024539 

X > A ~X \J X^ r _/ — / ^ 


Homo sapiens hypothetical protein FLJ23516 (FLJ23516), mRNA 


NM 0^4537 


Homo sapiens hypothetical protein FLJ121 18 (FLJ121 18), mRNA 


NM 024536 


Homo sapiens hypothetical protein FLJ22678 (FLJ22678), niRNA 


NM 024535 


Homo sapiens hypothetical protein FLJ22021 (FLJ22021), mRNA 


NM 024533 


Homo sapiens hypothetical protein FLJ22167 (FLJ22167), mRNA 


NM 024531 


Homo sapiens hypothetical protein FLJ1 1856 (FLJ 1 1856), mRNA 


NM 024530 


Homo sapiens hypothetical protein FLJ23306 (FLJ23306), mRNA 


NM 024528 


Homo sapiens hypothetical protein FLJ22626 (FLJ22626), mRNA 


NM 024527 


Homo sapiens hypothetical protein FLJ1 1743 (FLJ1 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ209S6 (FLJ209S6), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), itiRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 
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NM 024519 


Homo sapiens hypothetical protein J^LJ 1 3 /Zo (r U l 3 // ->), mRJNA 


"Km k /ao a c r\c\ 

NM 024509 


Homo sapiens hypothetical protein MUCZodo (Muuzojoj, itlkjn/v 


NM 024506 


Homo sapiens hypothetical protein MGC10771 (MGC10771), mRNA 


NM_022893 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A), 
mRNA 


NM 015113 


TT " — — T/'T A A /AO f\C\ _^ x _ " /T^T A A A O /A/A\ T">tvT A 

Homo sapiens KIAA0399 protein (KIAA0399), mKJNA 


NM 015545 


tt^ • TA"T A A /A/TOO j _ ' STf T A A AZTOOA ___.*TJ "VT A 

Homo sapiens KIAA0632 protein (KIAA0632), mRJNA 


NM_020299 


Homo sapiens aldo-keto reductase family 1, member B10 (aldose reductase) 

/ a T/T» 1 TA 1 A A _^_TA "XT A 

(AKR1B10), mRNA 


*V TTV /T /A /"V /A O 

NM 003308 


Homo sapiens testis speciiic protein, Y-hnkea (IbrY), mKJNA 


\T» x /AO ,<lor\ 

NM 024339 


Homo sapiens hypothetical protein MCrC2655 (MCjCzodd), mKNA 


XTX >f~ /AO yl O O yl 

NM 024334 


tt _ „ _ ^*T_ ^.4-. ^.^.1 * -- TliPAIOII AJAA'50T1\ TA XT A 

Homo sapiens hypothetical protein MuC3222 (MoCizzz), mKJNA 


NM 024328 


T T ■ _ _ t jt ■* . 1 j * "» K Ai >^ ^ O /"X /t/~y /OO /T ^ O \ TA TW T A 

Homo sapiens hypothetical protem MGC2652 (MGC2652), mRNA 


NM 024327 


Homo sapiens hypothetical protein MCjC250cs (MCjC2506), mRJNA 


NM 024323 


Homo sapiens hypothetical protein MOC1 1271 (MuCl 1271), mRNA 


"V TX JT /AO o 'A ^ 

NM 024322 


T T ~ * „ "l _ , i-i „j* „ „T „_.„ j.„ :„ X If /~^ 1 1 O /C/C A\ /C/ < /~i 1 1 O /T /CA ___T) XT A 

Homo sapiens h^^pothetical protem MuLl 12oo (Mutl 12oo), mRNA 


"V TH JT f\ O A *A O f\ 

NM 024320 


Homo sapiens hypothetical protem MGC1 1242 (MuLl 1242), mRJNA 


NM 024319 


Homo sapiens hypothetical protem MGC4174 (MGC4174), mRJNA 


NM 024314 


TT -i ^.i _ i j • X JAAilOAyl /"X VT/^ 1 A O A /I A TAX T A 

Homo sapiens hypothetical protem MGC4294 (MGG4294), mRJNA 


NM 024313 


Homo sapiens hypothetical protem MGC3731 (MGC3731), mRJNA 


NM 024310 


TT ' *_ v_i j • , ^ *l j ^ " „ TV jr/^x yl AAA /"\ AT / ^ /I A A A\ TA \T A 

Homo sapiens hypothetical protein MGC409U (MGG4090), mRJNA 


"X TR AY /AO A T A1 

NM 024303 


Homo sapiens hypothetical protein MGC4161 (MGC4161), mRJNA 


XTX /T /AO /I O <A^7 

NM 024297 


Homo sapiens hypothetical protem MGG2941 (MGG2y41j, mRJNA 


"XTX if /~lO A r\ ^\ 

NM 024293 


TT 1_ _ j 1 i • _ _ 1 j * x >C/ — ' AO /^ /"K JC 4 — ^ O A O A . ^ -, TA \T A 

Homo sapiens hypothetical protein MGC3035 (MGC3035), mRJNA 


xm *• aooa/ai 

NM 023003 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1), mRNA 


NM 015254 


Homo sapiens kinesm ramily member 13d (Kir 13B), mRJNA 


NM 015127 


Homo sapiens Mi d-1 -related chloride channel 1 (KIAA0761), mRJNA 


"X TTV /T /AO A AO O 

NM 024033 


Homo sapiens hypothetical protein MGC5242 (MGG5242), mRJNA 


-v. T"fc r A^ /I 1 OO 

NM 024122 


TT _ _ 1 j i j " i a " ■» /TA A/1 OIC A/TAA/IOTCN - - - TA ~v T A 

Homo sapiens hypothetical protein MGC4825 (MGC4o25), mRJNA 


"V TX /T ^1^1 

NM 024121 


T T ; — 1 „ 4. « „ „ 1 „ _ „ j. „ ' T7T TO A A *~7 A /T*?T TO A A**7 A"\ _.TA\T A 

Homo sapiens hypothetical protein rLJ 20979 (rLJ20979), mRJNA 


"X. IX /C /AO >| i i A 

NM 024119 


TT — 1 aA . ■ 1 j " T7T T1 1 O C A /T7T T1 1 O C /l\ «~»T> XT A 

Homo sapiens hypothetical protem FLJ1 1354 (FIJI 1354), mRNA 


XTX /T AO A "\ ~\ "~1 

NM 024117 


T T * 1 j * 1 A j * x A"/~* /~*0 *"7 yt C /TV >T /***■ /**^ O ^7 yl XT \ __^TA X^T A 

Homo sapiens hypothetical protem MGC2745 (MGG2745), mRNA 


Xrv M /A O A 1 1 C 

NM 024115 


T T ' 1 j V * * 1 ^ _ a " x A yl o A A /'TV yf" /"^ /O yl O A /A A ____ TA X. T A 

Homo sapiens hypothetical protem MGG4309 (MGC4309), mRJNA 


■KTt jr /AO A 1 1 t 

NM 024111 


TT - * - T ,., j.T, - a '. n n 1 *- - ' -_ X /IT /"^ /I C A /I /'X /T /^ /I C A A \ __TA XT A 

Homo sapiens hypothetical protein MGC4504 (MGC45U4), mRJNA 


XTX A /AO A 1 /A /~\ 

NM 024109 


Homo sapiens hypothetical protein MGC2654 (MGC2o54), mRJNA 


NM 024108 


Homo sapiens hypothetical protein MGC2650 (MGC265U), mRJNA 


"V T"fc A" /A<"1 /I "1 /"V-7 

NM 024107 


Homo sapiens hypothetical protein MGC3123 (MGC3123), mRJNA 


NM 024106 


TT 1 J.1 a" 1 x * X iC/*"* /""to yr'/'O /*X A /^O y^T „_TA XT A 

Homo sapiens hypothetical protein MGC2663 (MGC2663), mRNA 


*x tx A" no x i Avi 

NM 024104 


TT * - - — "l_ ^ -t- J ^. 1 ^ j ~ " x A f~~* t — ^O *"7 yl T AN /r/* , /* , 0'7/l *7\ ■ l l T> \T A 

Homo sapiens hypothetical protem MGC2747 (MGC2 /4 / ), mRJNA 


XTX A /A o A -| 

NM 024102 


Homo sapiens hypothetical protein MGC2722 (MGC2/22), mRJNA 


-v TA A AA /I /AfAO 

NM 024097 


Homo sapiens hypothetical protem MGC955 (MGC9dj), mRJNA 


xtx >r AO/iAAyi 

NM 024094 


Homo sapiens hypothetical protem MGC552b (MCjGd^oJ, mRJNA 


XTJV /T AO yl Am 

NM 024093 


Homo sapiens hypothetical protein MGGo^uy (MuL^juy), mRJNA ^ 


tvttv >r /ao /i a aa 

NM 024090 


Homo sapiens hypothetical protein MGG546 / (LGli), mKJNA 


XTA A /AO /I AO/ - 

NM 0240S6 


T T * ^ „ n.f-ln n4lf.nl j X A /~^ O O O A /X 4"/ ' /~^'2 OOfl\ _-T)\T A 

Homo sapiens hypothetical protein MGC3329 (MGG33/y), mRNA 


■VTTvyr /AO /inoc 

NM 024085 


TT ^ „^ ; ^ „ ~^+"U_j-J rtrt 1 ^.^4-^-^ T?T TOO 1 /T A /T?T TOO 1 /^O^ __T> XT A 

Homo sapiens hypothetical protem irLJ2zlo9 (rLJ^^ioyj, mRJNA 


TsjA/i no /in on 


xiomo sapiens xiypoineocai proiem ivivj^zoh-!? ^ivivj^z.o't^ ^, injviN/\ 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 



290 

BNSDOCID: <WO 03074654A2 I > 



WO 03/074654 



PCT/US03/05028 



Tvnv/f 094068 


Homo saniens hvoothetical t>rotein MGC273 1 (MGC273 1). mRNA 


NM 09406^ 


Homo sapiens hypothetical protein MGC3062 (MGC3062), mRNA 


xnv/f 024061 

XN1VX V/^"TV/V/1 


Homo sapiens hypothetical protein MGC5521 (MGC5521), mRNA 


"MM 094058 


Homo saniens hvoothetical nrotein MGC5590 (MGC5590), mRNA 


NM 094057 

XNxVJ. 1/^»*tV/J / 


Homo saniens hvoothetical nrotein MGC5585 (MGC5585), mRNA 


NM 0940S3 


Homo saniens hvoothetical orotein MGC861 (TVIGC861), mRNA 


NM 094050 
inivi uz**+v»Jv 


Homo saniens hvnothetical nrotein MGC2594 (MGC2594Y mRNA 


"NTM 09404Q 
xNlvl v/Zr^TvHj/ 


Unmn Q5»r»if»nQ hvrinthetiral nrotein MGC5566 CMGC5566\ mRNA 


"WM 09404R 


Hnmn <5ar>ipnq hvnothetical nrotein MGC3020 fMGC3020V mRNA 


"NTM 094046 


Homo «;anien«; hvnothetical nrotein MGC8407 flvIGC8407\ mRNA 


NM 094045 
xnivi uz.*+u'+j 


Momo <sanienc; nnrlpolar nrotein GU2 rGU2^ mRNA 

A XUll 1V_I odjJldliJ iltlV/lVvvJlCll \JL \J l. will v_i v_/^» ^vjw^I) iiuu. ii ». 


NM 094041 

xNlvx UZ.*r\y < +l 


Homo ^aniens hvoothetical nrotein MGC3180 CMGC3180), mRNA 


NM 0940^0 
iNlVl yj^Hyjjy 


Homo qanien<5 hvnothetical nrotein MGC2488 (TVIGC2488V mRNA 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2S03), mRNA 


xnvyi nOidn^^ 
JNJVl / 


tTnmn oanipnc >i\mrkt'h<*tif>al nrotPin MGP9603 fMGC2603 > i mRNA 


JNIVl UZ4U3Z 


xiorno sapiens nypoLncLivvdi piijiciii ivjlvjv^j) u\j ^ivivjvji ju;, iiix,vi."n^v 


JNJVL UZ4U3 1 


TJrvmrv oonipnc Vwrrw\fhi=»i-i nal nrntPITl MrTp"^ 191 H^ACtC^ 1 9 1 ^ mRNA 

Jtiomo sapiens nypoLneLiL/d.i pujicni ivivjvj iz, 1 ^ivjl\_i\-/j i^xy, iiiiviiri 


IN JVl UZ4UZo 


xiorno sapiens nypouieiit/d.i pruLcm ivi vj jz,uj ^ivxvjv_^jz.vj^ ^, uiivL'Nn. 


xnv/f 09/10.97 


U/vmn n 0n j pnc Vk\rr\rktVi^Hr'^l nrntpin Mr¥C^97Q similar to collectins TMGC3279^ 
Jtionio sapiens nypoincLiL/di jjiulciii ivxvjv^j^ / y ohiuku wj uuiivvuup v x ^ 

lTllVLN/\. 


>JM 094095 


Womo cflnipTid hvnothetical nrotein MGC1 136 flvIGCl \36) mRNA 


>JM 094006 
iNlVi UZWuO 


Hnmo «m>n<! hvnothetical nrotein 1MAGE3455200 T1MAGE3455200), rnRNA 


>JM Ol 5/^5^ 


Homo q aniens DKF7PS66F0546 nrotein fDKFZP566F0546) mRNA 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


INiVl UlO^ol 


jriomo sapieno nypoLiiciiucn piuicxii ^nor vv^. 17/, ixxxxj.^^*. 


in jvi uzj y^u 


U arnrk cirrnpnc hvnrkthptical nrotein MGP9S27 rMGC2827^ mRNA 
jnLOiiivj sd.picnb n.ypuiiicLi^a.1 piviciii ivxvjv_^z-o^ / ^ivx\j\_/^o^ /y, uuvi^n. 


xnv/r no^Q^s 
rsivi uz^yjo 


Tj nmr i ccmipnc "hTmrkthpfipal nrotein MOr i 9742 rMGr*2742^ mRNA 
juLomo sapiens nypvjLiiciiw<ii pujicni xvivjv^-z. / *-r^r ^ivxvjv-/a./t*»/j iixi^-x^^x 


INlVl UZj" j 1 


Wf\rr»r\ cortipnc Viwintnetiral nrotein MCTP2474 rMGC2474^ mRNA 


NM_015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 

nrr\tpin (\A~\W\ mRNA 


"MM 015540 
xNiVl UiJJHU 


Wnmo caniPTiQ D1CF7P797M1 1 1 nrotein fDKFZP727M 1 1 Vl mRNA 

XxUlllvJ otlJJICllo 171\J. ZjI / Z» / XVXX X X J-'X U LV/Xll ^j_^x^j. z_(X I ±~ i mi 11/3 nuvi ^1 


\ru 01 504^ 

xNiVl v 1 ->l/*+-> 


TTomo QantenQ KTA A0676 nrotein <TCIAA0676^ mRNA 


XTM 093CHA 


TTomn canipnQ Vivnotnetira! nrotein MC1C940S rMGC2495"i mRNA 


NM_023928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 

cAmtVipt-acp rPT T19^RQ^ mRNA 
synineiase v.rjuj i^j07j, iixxx-ln/^ 


MM 09^096 


TJ rtrnft coniPTic liwiritrif»tirpl nrotein FT T1 9RQS ^FT T12S95^ mRNA 
nomo Sapiens nypuillCllC'Cll piutcill 1 bJ l-oyj \^x i^m? ~> j } imvi^n 


TJTV/f 09^09 A 

IN JVl UZJ7Z^ 


u nTr i A cor-nV»nc ViAmnfh^nVal nrotein FT Tl ^441 ^FT T1 ^441^ mRNA 
xxomo sapiens nypomc 1100.1 piuLcni rx^j 1 ~> 1 yx x_/j ij^i^ nuvi^n 


"MM 0909^0 
JNJVl \)z.\)Z.Dy 


U ATyirt canipnc cmcill nrntein effector 1 of Pflc49 TSPFCl^ mRNA ' 

nomu sapiens siti<iii prLHciii ciicvvuji x \ji v^vxu*tz. ^01 x-zv^x^, 1 1 iivj. > r^. 


"MM 0190^0 
1N1V1_U 1 ZU07 


Watma oanipnc ATPacp rWa-4-^/TC+ rrnn<inortincr Heta 4 nolvnentide (ATP1B4^ 
ixOIHO sapiens AlrdbC, ^IN a 1 J/ iv • iidiiapuiiiiig, ucaa *t y r Llt1 *^ V"- 4 -- 1 - 

mRNA 

1 1 XX X_L N 


NM 023112 


Homo saniens hvoothetical nrotein FLJ21916 (FLJ21916), mRNA 


NM 015124 

XN1VX vl JJ ^ ■ 


Homo sanienq KTA A0409 nrotein fKIAA0409 > ) mRNA 

XXVJi 5upJ V^/llo IVJuLTlU " \J -S piv/kvill ^1x1/ »-i x\j~t\j ^ imvi ii 


"NTM 023079 


Homo sapiens hypothetical protein FLJ13855 (FLJ13855), mRNA 


MM 023077 


Homo <?anien<* hvnothetical nrotein FLJ12439 (TLJ12439\ mRNA 


NM 023075 


Homo sapiens hypothetical protein FLJ1 1585 (FLJ1 1585), mRNA 


KTM 09^074 

IN JVl \jZ*3\J i *t 


FTomr\ ennipne hvnnthetieal nrotein FT T12644 CFT Jl 2644V mRNA 


NM 023073 


Homo sapiens hypothetical protein FLJ13231 (FLJ13231), mRNA 


NM 023071 


Homo sapiens hypothetical protein FLJ131 17 (FLJ13117), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FLJ1 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJ1 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ12949 (FLJ12949), mRNA 
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1N1V1 \JZdV\J 1 


xiomo sapiens nypotneticai protein ri-J izd i / yrjuj izj 1/7, iiijkjn/v 


JNJV1 UZZ916 


riomo sapiens nypotneticai protein r j^jzziu4 ^ri^jzziu4j, mKJNA 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


xtx>t aooaio 
NM 022912 


Homo sapiens nypotneticai protein rLJ131iU(rLJi3llO), mKJNA 


NM 02290/ 


Homo sapiens hypothetical protein rLJZ3U53 (F-LJZJOSi), mJRNA 


JNM 022905 


Homo sapiens hypothetical protein rLJlzD IZ (FLJ 125 /2), mllNA 


XTA/T AT1AA1 

NM 022901 [ 


TT^^,^ * 1 _ il „ I • T?T TO 1 1A1 /T?T T11 TAO\ T)\TA 

Homo sapiens hypothetical protein rLJ21302 (FLJ 2 1302), mRNA 


■x TTV A AOOOflO 

NM_022898 


Homo sapiens B-cell CLL/lymphoma 11B (zinc finger protein) (BCL11B), 

wVDXT A 

mKJNA 


NM UZZo41 


Homo sapiens hypothetical protein rU 12994 (rJLJ 12994), mRNA 


NM 0ZZo40 


Homo sapiens hypothetical protein rJLJ23017 (rL,J23017), mRNA 


NM KjZZodh 


Jtlomo sapiens n}^potnetical protein rLjZZZi z> (rLJZZZl d), mRNA 


XTX VT AIOOII 

NM 022&32 


TT^^, ^ * . _ l^^—. — x'L.-.J.J -.^1 „„^4-„ J T7T CO /T7T T10CCO\ T"»XT A 

Homo sapiens hypothetical protein FLJ 12552 (rLJ 12552), mRNA 


NMJJ22827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


\T» JT /\0000 /" 

NM 022826 


Homo sapiens axotrophin (AXOT), mRNA 


NM 022823 


Homo sapiens hypothetical protein FLJ22362 (FLJ22362), mRNA 


NM 022781 


Homo sapiens hypothetical protein FLJ21343 (FLJ21343), mRNA 


XTX /T A^TIOA 

NM 022780 


Homo sapiens hypothetical protein FLJ13910 (FLJ 13910), mRNA 


NM_022778 


Homo sapiens hypothetical protein DKFZp434L01 17 (DKFZP434L01 17), 

T> XT A 

mRNA 


NM OZZ / / / 


Homo sapiens hypothetical protein FLJ 141 17 (FLJ 141 17), mRNA 


XTTV A ATI r T~l 1 

NM 022771 


Homo sapiens hypothetical protein FLJ12085 (FLJ12085), mRNA 


"x ttv aootza 
NM UZZ//U 


TT _ _ ^4_J __1 . i_ _ ' _ T?T T1 1 A1 O /T"?T T1 O f\1 0\ T">XT A 

Homo sapiens hypothetical protein FLJ13912 (FLJ13912), mRNA 


XTA >T AO O *7lC A 

NM 022769 


T T - ■ _ 1 . ^ - ■» * 1 j * TT?T TO 1 Ci f O /■ 1 'T TO 1 O 0\ T» "VTA 

Homo sapiens hypothetical protein FLJ21868 (FLJ2186S), mRNA 


NM 02Z767 


Homo sapiens hypothetical protein rLJ 12484 (FLJ 12484), mRNA 


NM OzZ/oo 


T T ^ 1 - il j- ' . - 1 4._ ' T7T TOOOOA /T7T TOIOOAX r>\T A 

Homo sapiens hypothetical protein FLJ23239 (FLJ23239), mRNA 


XTA/T AOOozTo 

NM 022703 


TTi^, _ 1 — - — j~I -ir' . 1 ^..KiA^ T?T ■ TOO O" Art /T?T TOOOAA\ T»XT A 

Homo sapiens hypothetical protein PLJ23399 (FLJ23399), mRNA 


XTTVyf AOO~7/ro 

NM vZZ/oZ 


Homo sapiens hypothetical protein ^1^22318 (FLJ22318), mRNA 


NM OZZ/59 


Un<un _ _ * _ _ \—— _ 4.T- * _ 1 „.„ J TT'T TO 1 O ZT C /T?T TO 1 0^*aT\ t^> TvT A 

Homo sapiens hypothetical protein FLJ 2 1865 (FLJ21S65), mRNA 


JNiVL UZZ /D4 


xlomo sapiens nypotneticai protein rLJ iZo /o (FLJ lzo7o), mRJNA 


XTTV yf AOOO^O 

XNJML UZZ/OZ 


rlomo sapiens nypotneticai protein rJLJZZU59 (FLJZz059), mRNA 


1N1V1 UZZ/31 


xlomo sapiens nypotneticai protein ri^JZlolO (FLJZlolO), mKJNA 


IN XVI UZZ/->U 


TT y>. ltiM/\4-'Un4'4/tn1 „ — 4. _ J_ CT TOO4CAO /T7T TO O A O \ — .T>XTA 

Homo sapiens hypothetical protein rLJ 22693 (FLJ 22 69 3), mRNA 


XTA/T A007yl7 

NM UZZ/4/ 


TT „ J _ „ „ 1_. _ _ 4-T_ _ ~ ~ 1 „ „_ J„ T7T TT^CCO /CT TO O ^ C O N t> X T A 

Homo sapiens hypothetical protein rLJ22558 (FLJ22558), mRNA 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


XTTV /T AO O '"T /I T 

NM 022743 


T T 1 j1 i 1 1 j -i— 'T T^ 1 AHA /^T^T T^ -1 r\ O /\\ T> "VTA 

Homo sapiens hypothetical protein FLJ21080 (FLJ21080), mRNA 


XTTV A AIOT/1 1 

NM 022741 


TT~ " 1 >T j" *| j T"»T T 1 1 OTA /T~"T T 1 1 nfA\ T> "VTA 

Homo sapiens hypothetical protein FLJ1 1850 (FLJ1 1850), mRNA 


NM 022736 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 


XTX /T A^ITI /I 

NM 022734 


Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NM_022731 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 
mKJNA 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


XTTV A A111 A*7 

NJVl_012l97 


Homo sapiens rab6 GTPase activating protein (GAP and centrosome-associated) 
(GAPCENA), mRNA 


XTX A A 1 Cn/T 

NM_015136 


Homo sapiens K1AA0246 protein (stabl), mRNA 


xtx >r Aio/"c n 

NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FLJ1 1500), mRNA 


INIVI UZZ*? / 1 


riomo sapiens puian ve leuKocyre piateiei-aciivaimg iacior receptor 
(HXJMNP1TY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-SU) (IFITM3), 
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1I1XvIN/Tl 


MM" 07944 S* 

INlVl V/Z.^'t'tJ 


T-fnmn c^nipnQ "fliiflTniTi "n vrnnli n <jtt Vi nlH naQp 1 fTPTCI 1 ttVR"N*A 

XXU111VF oCtpAV'Ho Lilian 11 1 1 ysjl Wj^ilvopil^IviliCloC 1 ^li XVI y } llUVL^ri 


NM 022495 


Homo sapiens hypothetical protein FLJ12799 (FLJ12799), mRNA 


Xnv/T OOOAQ/1 
INlVl UZZ^fyH' 


xiomo bd.piciia nypoineucai proiem r bj^i^jz ^jrJLJZi;7.}z i 5 iiitxiN/v 


TsJA/T 0994Q9 
INlVl KjLLHyL 


noino sapiens nypoineucai proiem ilj iz / oo ^Jri-j iz /oo iiu\Jl>/\. 


"NfiV/T 0994RR 
INlVl UZZH-oo 


noino sapiens rL/j-70 protein \jr^o-yojj miviN/v 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 


IN1V1__UZZH- /*t 


Homo sapiens hypothetical protein FLJ12615 similar to membrane protein, 

r*a1mitn\/1nt<*^ ^ (\A A OT FRT cnlvfiamilv m#»rrThf*r ^ /HPT T1961 ^ -mPlSJA 
pctimnuy laieu 0 \ ivJLiV V.J kj iv p»j»? oU.oid.miiy uicmDcr ^ ^ ^jri-rJ izou j 9 ixirviN^rv 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA 


099/K9 
INlVl UZZ43Z 


xiomo sapiens nypotneucai protein pjlj i ioio {t.lj i loioj, mtviN/v 


vnv/r n99/i/io 
]NJVl_UZZ44o 


Jtiomo sapiens nypoineucai protein rL>JZ i o i / similar to Knoipz (rLJZ l o l / j, 
rnivi>/\ 


XTN/T 09977'* 


nomo sapiens nypoineucai protein rLJZZD id (rj-jzzjioj, mKJNA 


TvTlV/f 099170 
±N1V1_UZZ.} /U 


xiomo sapiens nypoineucai protein ri^JZiU4M- similar to K.Digi ^ri^JZiu^f^, 

ITllVlN/\ 


XTA/T 099^AR 
IN 1V1 UZZjOo 


nomo sapiens praja i ^jtj/\i mjtvrs/\ 


TsJA/T 099^££ 
1N1V1 uZZjOO 


nomo sapiens nypoineucai protein jt'ljzj loz yri^jzj lozj, mxsJN/v 


TsJA/f 099*361 
INlVl UZZO Ol 


nomo sapiens popeye proiem o {ryjrD ) 9 mixiN/v 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


XTN/T 0997A9 
INlVl UZZJ4Z 


Homo sapiens kinesin family member 9 (KIF9), mRNA 


XTN/T 099199 
INlVl UZZj /Z 


Homo sapiens G protein beta subunit-like (GBL), mRNA 


XTN/T 0991^£ 


Homo sapiens fructosamine-3 -kinase (FN3K), mRNA 


XTN/f 099T}7 
INlVl UZZU / 


Homo sapiens secreted modular calcium-binding protein 1 (SMOC1), mRNA 


XTA/T 099 1 1 8 
IN1V1_UZZ 1 1 0 


Homo sapiens cutaneous T-cell lymphoma tumor antigen se70-2 (SE70-2), 
mRNA 


"MM" 0991 1 A 
INlVl UZZ 1 lO 


riomo sapiens iiageun-iiKe i ^ivjinjli ), mtsJN/\ 


XT\/T 09910"* 
INlVl KjZZLVD 


nomo sapiens nypouieucal zinc tmger protein Jrl^J 14U1 1 (rl>J iwi I J, mKJNA 


1N1V1 VJZZU /v 


TTrvmrv co-rii/»-r>o V»imr\+Viiafir»ol r\-i-rt+<=>-t-n T7T T990Q7 CRT T990Q7^ -i-n"I?"MA 

xiomo sapiens nypoineiicai proiem jti-jzzuo/ ^ri-rjzzuo / j, uikjln/\ 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


~W\/T O9107O 

inivi_uz i y / u 


Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 

nVF AP9l<f1 TV>\\ ml? IMA 
^IVJLrVi Zxv 1 li 1 j, mJVLN/V 


xnwf oiQ09i 
iNivi uiyuoi 


nomo sapiens jsaj\j\\)hd\j gene proouct ^JsJL/v/vu^fouj, mxvi\/\ 


INlVl UZI70I 


Homo sapiens pre-T/NK cell associated protein (ID 12 A), mRNA 


XTA/T 090191 
1N1VL_UZU 1 Z 1 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), 

rrVPTsJA 
ITlxvI>/\ 


NM 0066S3 


Homo sapiens human epididymis-specific 3 alpha (HE3-ALPHA), mRNA 


XTA/T OO6077 
1N1V1 UUOU / / 


Homo sapiens calcium binding atopy-related autoantigen 1 (CBARAl), mRNA 


XT7WT 09 1 Q1A 
INlVl UZ 1 7J^f 


xiomo sapiens nypotneucai protem rl^Jll//J (rL,J L l / / 3), mKJNA 


IN lVl \JZ 1 7JJ 


riomo sapiens nypotneucai protein ri^J vzhdo ^jti^j iz^-oo^, m±sj.N/\ 


NM 021930 


Homo sapiens Rad50-interacting protein 1 (FLJ1 1785), mRNA 


"KTN/T 091Q9Q 

inivl_uz 1 i/zy 


Homo sapiens hypothetical protein FLJ21613 similar to rat corneal wound 
neanng reiatea protein ^ri-,jz 10 i j ^, mrviN/\ 


XTIV/r 007979 
1N1VI UU/Z/Z 


Homo sapiens chymotrypsin C (caldecrin) (CTRC), mRNA 


XTN/f 004937 


Homo sapiens thyroid hormone receptor interactor 13 (TRIP 13), mRNA 


xjA/r oo^£4Q 


xiomo sapiens succinaie-i^o/v ngase, vjrui'-iormmg, aipna suDunit ^oUiwiwVJi ), 
mRNA 


NM_021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM_021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


NM 021730 


Homo sapiens hypothetical protein PP1044 (PP1044), mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo sapiens kelch-like protein C3IP1 (C3IP1), mRNA ! 


NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mRNA 


NM 021627 


Homo sapiens sentrin-specific protease (SENP2), mRNA 


NM_021626 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
carboxypeptidase (RISC), mRNA 


NM_021622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHA1), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein 1 (PRKCBP1), mRNA 


NM 021252 


Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA 


NM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mRNA 


NM 021204 


Homo sapiens E-l enzyme (MAS A), mRNA 


NM 021191 


Homo sapiens neurogenic differentiation 4 (NEUROD4), mRNA 


NM 021178 


Homo sapiens enhancer of invasion 10 (HEI10), mRNA 


NMJ)21127 


Homo sapiens phorbol-12-myristate-13-acetate-induced protein 1 (PMAJP1), 
mRNA 


NM_021114 


Homo sapiens serine protease inhibitor, Kazal type, 2 (acrosin-trypsin inhibitor) 
(SPINK2), mRNA 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


NM_006435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (JFITM2), 
mRNA 


NM 021073 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


NMJD03S88 


TT * "til 1 11 1 -l * t t A V* A T T\TT< A. S~> X 

Homo sapiens aldehyde dehydrogenase 1 faimly, member A2 (ALDH1 A2), 
mRNA 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo sapiens KIAA0186 gene product (KIAA0186), mRNA 


NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTS1), mRNA 


NM 021025 


Homo sapiens homeo box 1 1-like 2 (HOX1 1L2), mRNA 


NM_021003 


Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium-dependent, 
alpha isoform (PPM1A), mRNA 


NM 020674 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


NM 019612 


Homo sapiens hypothetical protein R30953 1 (R30953 1), mRNA 


NM_020904 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NM 020686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protein (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AD026), mRNA 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


JNJVL UZUO / / 


xiomo sapiens rlo^AKvj protem (HoCAKCj), mKJN A 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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NM 018434 


Hnmn ^anipns poliath rvrntpin fGP^ tnRNA 


NM 020437 


"pfomo QfiTiipn*? similar to a^nartatp npta TwHroxvlase f ASPH^ fT ,00571 68^ 
mRNA 


NM 020524 


Homo s aniens hematonoietic PRX-interactini? nrotein fHPLP^ mRNA 


NM 018638 


Homo saniens cthanol amine kinase flEKIl i niRNA 


NM 016326 


Homo saniens chemokine-like factor 1 (CKLF1Y mRNA 


NM 016951 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 020143 


Homo sapiens putatative 28 kDa protein (LOC56902), mRNA 


NM 020141 


Homo sapiens protein x 013 (AD-020), mRNA 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


NM 018843 


Hrvmn QanipnQ ttti tor, rionHri a 1 parripr familv nrotpin fMvTFP i mPMA 

IXUlllU DdL/lvllO llUVUullvllUl LAX vfllllwl XCLXXXXXy L/LUlvlll liViV-'l X XXXLXX^IXX. 


NM 018840 


Homo QarripnQ mitativp l?al"»5-intprafYtinQ nrotpin /^RTP5^ mRT^A 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 




T-T^Tn/^ conipno r»i/r»1ir» A \/l IJ—tp^ m 1 1 ai~f^r\ T\\^r\^TT\r\ r\r\r c^ff^iri *J 1 L^Ti I A 1? "PP_^ 1 l "\J A 
rHJIIlU oapiCno L/yL/llL' rYlVlx -ICgUldlCU pilUopilUpiLilClIl, Z. 1 IvL/ ^-rt_TvJT X - Z/ 1 J, IILIVLNi^V 




rLOC51182i mRNA 


NM 013259 


Homo Qatiipii^ TipnTfinal TiTfitPin O^P^5 i ml^NA 

XXV^li.l\J OtXJJlt'Ho XX\*>\XX\JIXCLX VJX\J\.\sXXX \\X^iX Z**Jjy iiuviNrv 


NM 005064 


Homo QatiiprKi <:ma11 inrliipilSIp pvtnkinp Qiihfamilv A ( r^v^-C^v^ i mprnVipr 23 

x j-Uiiiu odui^iio oiiiaii iiiixixv'iL'lw \s y iwiviiiw &\jl\jxclxxxxx y iv^jro v / y J ^ xxx\sxxx\j\sx *j 

fSCYA23^ mRNA 


NM 013260 


Homo <5anien<? Iran^crititional rp<ni1ator nrotein rHC^NCrP^ mRNA 

XXVX1XJV/ OCtJJXV^JlJLO LXCllXjSm/X XVJLXyjlXClX X vgUlulul plUkvlll ^IIVIIVIA y ) XlilVllil 


NM 090433 


Homo «;anien<? fivnothetical nrotein T OC57158 rLOC57158, mRNA 


NM 020410 


Homo qatiipnc: POT-1 59 nrotpin fPOT-l 59 i mRNA 


NM 0^0401 


Homo ^anipn^ rniplpar t*»otp romnlpx nrotpin fNTTP107i mRNA 

XX.\JkXX\J OdlJ X\sXlJ llUvlwAl pvlv \s\JXXXyJ X\~> A. pi v LV^ 111 > V J _L 1 W / Ij llllvllii. 


NM 020400 


TTfimn Qar»ipn^ (T- ■nrr^tpin-poiinlpH rpppntnr 09 ^rTpRQ9^ ml^T^A 


NM 020397 


tTnmn Qanipn^i {^amTCT-likp "nrotpin Vina<ip 00571 1 mRNA 

X XvJ 11H~> CXXX XtVX 1 1 JVt' jJX \J 111 JVJ.11mOW« ^i-iV/v-'J / X X O J} 1 1 1.1 Vl N l\. 


NM 020388 


Homo <?anien<5 CATX-1 5 nrotpin TCATX-l 5 i mRNA 


NM 020386 


Homo saniens HR A 55 -like sunnressor fl-fRASvI^SY mRNA 


NM 020361 


Homo saniens carooxvnentiHase R nrecursor fCTPAT-n mRNA 


NM 020357 


Homo saniens PEST-containint? nuclear nrotein Tncnn i mRNA 


NM 020345 


Homo sapiens I-kappa-B -interacting Ras-like protein 1 (KBRAS1), mRNA 


NM 020360 

A HYJL V*rfV JUW 


Homo saniens nliosnholinid scramblase 3 TPLSCR3 i mRNA 


NM 020348 


Homo saniens cvclin Ml (CTNNM1 i mRNA 

XXV/111V lJUL/lwllu VJr Villi 1YX 1 1 v/1 11 ilYX 1 F ^ 11LLVJ. H X. 


NM 000888 

JL, 1 JLvJL Vr V-r LJ VJ LJ 


Homo saniens intetrrin Hpta f» rTXCrHfi^ mRNA 

Alvlllv/ OUUlvllO llllwgl 1/vlU VF I X X VJUU fj Al i-LVi. ^ x \. 


NM 020181 

JL 1J." JL V V/ JL w JL 


Homo saniens mvelin nroteolinid nrotein-like nrotein fiPL,PL^ mRNA 

XXwlllV/ OU-L/l vllu 111 y villi pi UlvVllUlU. L/l L/Lwlll lllvV Ul vLvJUl I JL J—Zl iJ § ^ llllvJ. li Jl 


NM 020144 


Homo saniens nolvf K\ nolvmpra«:p V>pta ^te^ti^s sneeific^ CP A POT ,TV\ mRNA 


NM 020202 


Homo saniens Nit nrotein 9 fNIT2 , mRNA 

lAvlliv uuptvuo J. lit ^;iuiVlll ^ yllll X. llllvi l/l 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 020237 

JL ™ i. ▼ JL \J Amid \J Amm mj / 


Homo saniens MOST- 1 nrotein fMOST-1 i mRNA 

xxvAixlv otttyi^iiia iviwo X X |J1 Ul&lil ^Irlvul 1 ll-lX\_i. > xX 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM 020128 


TTnmn ^anipriQ nuplpar nrntpin r\n\ iV»1#* mi mitp 1 ^Avf T^JlVf 1 i rnT? TvJ A 

XiVJlllvJ ocXpltllo llUOlCcll pUJLCUl UUUU1C IIIIIIUIC I ^1Y1X-/1V1 1 y ? IllxvxN >rv 


NM 020169 

A^AYX \J ^—\J A 


Homo ^anipn^ latpxin -nrr^tp^m YTsI^ mRTsIA 

11U111U kJd 1 v-llo XCX LV^^VIXI yJX KJ LVvlll \^ 1 • s\ I N J ^ llXivJl^i xV 


NM 020133 


1-TAmn catJiftic l^/crvT^Vir^cr^Vidfi rli r* or»ir1 of» - \/l'H"a'rkc - f(pi"QCA-.rl*»1t5* (\ "PA A T"_H ^=»1+ci » 
XHJI11IJ oo-jJlCllo xy oL>pilOopilallU.lL/ dVlLl clOyiirclIlolCIdoC~\J.ClL£l V^-Lvi rSJ^i. x -U.C1 Ld ^ 3 

mPNA 


NM 020241 


Hnmo saniens sema Hnmain trancmpmrvranp Horn a in ^HTlVt i anfl rvtor^laQmip 
nuiiiu oajjiwiio oviiia ixwiiidiii, Li diioliidXiLii ciixc nvjiiicnii ^xxvx^j diivx \sy tv^L/iaoxixiv^ 

domain rsemanhorin i 6R f£!FMAf>Ri mRNA 


NM 020163 


Homo saniens semanhorin sem2 (\ OP 5 6920 1 mRNA 

XXV/lliVJ' wULViviAU UVlllUL/llV/l XIX O w X 1 1 /— ^XjV^V-/*/ V/y J— V J y 111XVL 11 Jv 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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NM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mRNA 


NM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NM_020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 020186 


Homo sapiens DC1 1 protein (DC1 1), mRNA 


NM__020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NMJ) 19887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NMJ 19892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5-phosphatase homolog; 
phosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5PIV), mRNA 


NM__019885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


NMJ 19845 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPRJMO), 
mRNA 


NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2-interacting telomeric RAP1 protein (RAP1), mRNA 


MM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FLJ20500), mRNA 


NM 019056 


Homo sapiens neuronal protein 17.3 (P17.3), mRNA 


NM 019042 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


NMJ 19061 


Homo sapiens phosphatidylinositol-3 phosphate 3 -phosphatase adaptor subunit 
(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


NM_019034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


Homo sapiens hypothetical protein (FLJ1 1045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FLJ 10996), mRNA 


NMJ18180 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


NMJ 19028 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing priotein 
AKR1 (FLJ10852), mRNA 


NMJ 190 14 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FLJ 10640), mRNA 


NM OlRlfi? 


nomo sapiens nypoineucai protein ri^J ivOdj (pjlj lvOjj)^ itlkin/v 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJ10404), mRNA 


NMJ 1 8846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NMJ 18400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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(HSA243396), mRNA 


NM 018700 


Homo sapiens tripartite motif-containing 36 (TRIM36), mRNA 


NM 018547 


Homo sapiens hypothetical protein PR02964 (PR02964), mRNA 


NM 018546 


Homo sapiens hypothetical protein PR02958 (PR02958), mRNA 


NM 018544 


Homo sapiens hypothetical protein PR02949 (PR02949), mRNA 


NM 018634 


Homo sapiens hypothetical protein PR02893 (PR02893), mRNA 


NM 018543 


Homo sapiens hypothetical protein PR02859 (PR02859), mRNA 


NM 018542 


Homo sapiens hypothetical protein PR02834 (PR02834), mRNA 


NM 018538 


Homo sapiens erythroblast membrane-associated protein (ERMAP), mRNA 


NM 018534 


Homo sapiens hypothetical protein PR02714 (PR02714), mRNA 


NM 018530 


Homo sapiens hypothetical protein PR02521 (PR02521), mRNA 


NM 018627 


Homo sapiens hypothetical protein PRO2405 (PRO2405), mRNA 


NM 018523 


Homo sapiens hypothetical protein PR02325 (PR02325), mRNA 


NM 018519 


Homo sapiens hypothetical protein PR02266 (PR02266), mRNA 


NM 018517 


Homo sapiens hypothetical protein PR02214 (PR02214), mRNA 


NM 018621 


Homo sapiens hypothetical protein PR02198 (PR02198), mRNA 


NM 018619 


Homo sapiens hypothetical protein PR02133 (PR02133), mRNA 


NM 018618 


Homo sapiens hypothetical protein PR02121 (PR02121), mRNA 


NM 018616 


Homo sapiens hypothetical protein PRO2037 (PRO2037), mRNA 


NM 018512 


Homo sapiens hypothetical protein PRO2015 (PRO2015), mRNA 


NM 018610 


Homo sapiens hypothetical protein PRO 1942 (PRO 1942), mRNA 


NM 018510 


Homo sapiens hypothetical protein PRO 1866 (PRO 1866), mRNA 


NM 018507 


Homo sapiens hypothetical protein PRO 1843 (PRO 1843), mRNA 


NM 018606 


Homo sapiens hypothetical protein PRO 1787 (PR017S7), mRNA 


NM 018589 ' 


Homo sapiens hypothetical protein PR01635 (PR01635), mRNA 


NM 018587 


Homo sapiens hypothetical protein PRO 1617 (PRO 16 17), mRNA 


NM 018503 


Homo sapiens hypothetical protein PRO 1598 (PRO 1598), mRNA 


NM 018586 


Homo sapiens hypothetical protein PR01584 (PR01584), mRNA 


NM 018502 


Homo sapiens hypothetical protein PRO 15 80 (PRO 15 80), mRNA 


NM 018603 


Homo sapiens hypothetical protein PR01496 (PR01496), mRNA 


NM 018584 


Homo sapiens hypothetical protein PR01489 (PR01489), mRNA 


NM 018582 


Homo sapiens hypothetical protein PR01483 (PR01483), mRNA 


NM_0 18602 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 4 (DNAJA4) 
mRNA 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NM 018576 


Homo sapiens hypothetical protein PROl 163 (PROl 163), mRNA 


NM 018497 


Homo sapiens hypothetical protein PRO 1048 (PRO 1048), mRNA 


NM 018565 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


NM 018590 


Homo sapiens hypothetical protein PRO0082 (PRO008?") mRNA 


NM_0 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase II) (SMPD3), mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NM_018468 


Homo sapiens uncharacterized hematopoietic stem/nmcrpnitrvr ^pllQrn-nt^in 
MDS033 (MDS033), mRNA 


NM_0 18467 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS032 (MDS032), mRNA 


NM_0 18464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (B1N3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS), mRNA 


NM 018446 | 


Homo sapiens glycosvltransferase AD-017 (AD-017), mRNA 
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NM 018416 


Homo sapiens FOXJ2 forkhead factor (FHX), mRNA , 


NM 018407 


Homo sapiens putative rntegral membrane transporter (LCz /), mRNA 


NM 018472 


Homo sapiens uncharactenzed hypothalamus protein HlUll (HI 01 1), mKJNA 


NM 018471 


Homo sapiens uncharactenzed hypothalamus protein HI UlU (±il01U), mKJNA 


NM 018470 


Homo sapiens uncharactenzed hypothalamus protein HI ouy (Jliuuy), niKJNA 


NM 018469 


Homo sapiens uncharactenzed hypothalamus protein HlOOis (HTOOo), mKJNA 


NM 017523 


Homo sapiens XIAP associated factor-1 (HSXIAPAF1), mRNA 


NM 017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 


Homo sapiens rTS beta protein (HSRTSBETA), mRNA 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 


NM_018553 


Homo sapiens ELG protein (HSA277841), mRNA 


NM 018403 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 


__ r* • /,i j * 1 • /T T" C\ A r AOI f\\ X*»"VT A 

Homo sapiens gene for senne/threonme protein kinase (HSA250839), mRNA 


NM 017582 


Homo sapiens NICE-5 protein (HSA243666), mRNA 


NM__0 18684 


Homo sapiens hepatocellular carcmoma-associated antigen 127 (HCA127), 
mRNA 


NMJ 18477 


i i < 7 7 ■ T T A -m-\ -mr\ 1 7 ST X A T\ X7j 7 7j \ 

Homo sapiens uncharactenzed hypothalamus protein HARP 1 1 (HARP 1 1), 
mRNA 


NM 018652 


Homo sapiens golgin-like protein (GLP), mRNA 


NM 017962 


Homo sapiens hypothetical protein FLJ20S25 (FLJ20825), mRNA 


NM 017961 


Homo sapiens hypothetical protein FLJ20813 (FLJ20813), mRNA 


NM 017960 


Homo sapiens hypothetical protein FLJ20808 (FLJ20808), mRNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (FLJ20802), mRNA 


NM 017958 


Homo sapiens hypothetical protein FLJ20783 (FLJ20783), mRNA 


NM 017957 


Homo sapiens epsin 3 (FLJ20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FLJ20772 (FLJ20772), mRNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FLJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ20731 (FLJ20731), mRNA 


NM 017953 


Homo sapiens hypothetical protein FLJ20729 (FLJ20729), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FLJ20725), mRNA 


NM 017941 


r-r • 1 ..1.1*1 a * T-'T T /~\ r*\ 1 /X^T T/^ /\ t "\ TtXT A 

Homo sapiens hypothetical protein FLJ20721 (FLJ20721), mRNA 


NM 017938 


xx 1 , -1 , * i , t~»t 1 f /T?T T^AT1 X> x T A 

Homo sapiens hypothetical protem FLJ20716 (FLJ20716), mRNA 


NM 017937 


■»-r * 1 . T , • 1 t~»t X/^ /A *^ 1 f\ /T'T T^*% /\ ^7 1 O \ T% XT A 

Homo sapiens hypothetical protein FLJ20712 (FLJ20712), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLJ20700 (FLJ20700), mRNA 


NM 017929 


Homo sapiens hypothetical protein FLJ20695 (FLJ20695), mRNA 


NM 017928 


•wr * i .1 ■ • 7 r* nr x/'N y tT\ a /t^t x^ /*v a*~ f~\ A \ Trt "VTA 

Homo sapiens hypothetical protein FLJ20694 (FLJ20694), mRNA 


NM 017925 


Homo sapiens hypothetical protein FLJ20686 (FLJ20686), mRNA 


NM 017920 


•r-r • 7 ,1 , • i . • "r-»T T/* r\ a*" f A /T'T C A *\ X> "X T A 

Homo sapiens hypothetical protein FLJ20654 (FLJ20654), mRNA 


NM 017919 


Homo sapiens hypothetical protein FLJ20651 (FLJ20651), mRNA 


NM 017918 


<v t ,1 , • . T'T TA A/ 1 iT / ■ ^ f M /\ A ^7\ X> "VTA 

Homo sapiens hypothetical protein FLJ20647 (FLJ20647), mRNA 


NM 017917 


Homo sapiens hypothetical protein FLJ20644 (FLJ20644), mRNA 


NM 017916 


xx 1 . 1 , • i , T-iT A/" /(I /T^X A/T /I T \ X*\*k t a 

Homo sapiens hypothetical protein FLJ20643 (FLJ20643), mRNA 


NM 017915 


Homo sapiens hypothetical protem FLJ20641 (FLJ20641), mRNA 


NM 017912 


•wr ' 7 . i , ■ -l , • T~»X ~t~^% /-\ ^> « /in t TO /\ *} *7 \ "VTA 

Homo sapiens hypothetical protein FLJ20637 (FLJ20637), mRNA 


"MTV/f C\ 1 7ftAO 

INJVl Ul 


idomo sapiens nypotnetical protein ri^jzuoz/ ^ri^jzuoz/j, hiivln/v 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel L homolog (KIAA1 169) ? mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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NM 017897 


Homo saniens hvnothetical nrotein FLJ20604 fFLJ20604^ mRNA 


NM 017894 


Homo saniens hvnothetical nrotein FLJ2059^ (TLJ20595> mRNA 

AA\Jxllw Ou^flwlO Hj [yvlllvllvUl r 111 X X—/U i-i \J \^ X X—i*} *^\J ~s <s %s J 5 11U\1 ill. 


NM 017893 


Homo saniens sema domain immunoglobulin domain transmembrane 

Ai-V/lHU OtiLZ X vl IO OvliJU W 1 1 1 LX 1 J 1 « UlUlXUliVgAvLrUllll UVX1XU111 yjL^Jy U UllOlllVlllUl Ullw 

domain (TM^ and short cvtonlasmic domain. ( semaohorin^ 4G ( SEMA4G^ 
mRNA 


NM 017891 


Homo sapiens hypothetical protein FLJ20584 (FLJ20584), mRNA 


NM 017885 


Homo sapiens hypothetical protein FLJ20568 (FLJ20568), mRNA 


NM 017881 


Homo saniens hvnothetical nrotein FLJ20559 (TLJ20559") mRNA 


NM 017876 1 


Homo saDiens hvnothetical nrotein FLJ20552 (TLJ20552") mRNA 


NM 017873 


Homo saniens hvnothetical nrotein FLJ20548 AFLJ20548} mRNA 


NM 017868 

i x / \j \j kj 


Homo saniens hvnothetical nrotein FLJ20535 ^020535^ mRNA 


NM 017866 

X 1 At JL \J X t U vv 


Homo saniens hvnothetical nrotein FLJ20533 CFLJ20533^ mRNA 


NM 017S63 

a ~ a ▼ a. \y x / ' v 


Homo sapiens hypothetical protein FLJ20527 (FLJ20527), mRNA 


NM 017860 


Homo sapiens hypothetical protein FLJ20519 (FLJ20519), mRNA 


NM 017858 


Homo sapiens hypothetical protein FLJ20516 (FLJ20516), mRNA 


NM 017856 


Homo sapiens hypothetical protein FLJ20514 (FLJ20514), mRNA 


NM 017854 


Homo sapiens hypothetical protein FLJ20512 (FLJ20512), mRNA 


NM 017853 


Homo saniens hvnothetical nrotein FLJ2051 1 (TLJ2051 1) mRNA 


NM 017851 


Homo saniens hvnothetical nrotein FL.P0509 (TLJ20509 > > mRNA 

J. J.V111V l^iipivllO 11V UV/tllVvlVill L/i. VtVill A. 1 ^«tf 1 V/ mJ \J „J V U«**Wfc/vy /j 11ALVI li A 


NM 017848 


Homo saniens hvnothetical nrotein FL.P0506 TFLJ20506} mRNA 

llwlllw ijupi VllU il J pVUAvUvUl Ul VkVlll A- UJmVi/ W \A_ X-J%J ±* \J \J \J / j 111AVL 11 A> 


NM 017843 


Homo saniens breast carcinoma amolified seauence 4 fBCAS4^ mRNA 

11V111V ^tipiViiu L/I VUJi VU1 V 111\JA11U UlllL/llXlVVl JVVjUvIlwV ■ I HV/i Afc-/ * / 5 11U.V1 tA a 


NM 017836 

A 1X"J. A / \J \J 


Homo saniens hvnothetical nrotein FO20473 TFLJ20473^ mRNA 

X 1V/J 1 \ KJ OtlL/lVllO 11 V Lfv lllV U1VC11 i^/1 V-/ t-VIA 1 A. AM 1 / *-/ y^A. 1 /%/ V/ 1 / mJ J y 111AX1 ii X 


NM 017834 


Homo sapiens hypothetical protein FLJ20464 (FLJ20464), mRNA 


NM 017831 


Homo saniens hvnothetical nrotein FLJ20456 fFLJ20456^ mRNA 

11V/111V/ OviUlVlU 11 Y pvtllvllvUl L/l V/ twill A> X-J\J \J * \J y AVtr^Vr 1*/ v 1 j 11JAVL ii A 


NM 017828 


Homo saniens hvnothetical nrotein FLJ20452 fFLJ2045'? > > mRNA 


NM 017825 


Homo saniens hvnothetical nrotein FLJ20446 fFLJ20446 > l mRNA 

XIV/XIXV OtipivllO 11 V u\J LllVllVUl UlUlWlll X JL~**J A—\J 1 TV/ 1A XjJ**U T~\JJy XX X1VL 1 Xa. 


NM 017824 


Homo saniens hvnothetical nrotein FLJ20445 (TLJ20445^ mRNA 


NM 017819 


Homo saniens hvnothetical nrotein FLJ20432 fFLJ20432^ mRNA 


NM 017817 

A ilTl V/ A / VJ A / 


Homo saniens hvnothetical nrotein FLJ20429 (TLJ20429 > > mRNA 

XXVSlllVr OtXUX VXIO 11 Y UV/UXvUV/UX piVlvXIX A XJirAv~£<y IX XJiTXaV *jL**r Jj X1U.V1 1X1. 


NM 017816 


Homo sapiens hypothetical protein FLJ20425 (FLJ20425), mRNA 


NM 017814 

■L'i-"* Vy A / w A T 


Homo saniens hvnothetical nrotein FLJ20422 (TLJ20422 > > rnRNA 

A AV/lllv uUUlvl.Ik) 11 Y U V/ LllV 11 Will L/l V/ tVlll A. J — t\J \J imm y A A — /*J W I F ^ 11H\1 11 JL 


NM 017813 


Homo sapiens hypothetical protein FLJ20421 (FLJ20421), mRNA 


NM 017812 


Homo sapiens hypothetical protein FLJ20420 (FLJ20420), mRNA 


NM 017808 


Homo saniens hvnothetical nrotein FLJ20413 (TLJ20413^ mRNA 

1AV/111V iJtlL/lVl lu A AY VJ KJ LllV llvili VJ x XJJ IW AAA JL A — J*J a** \J I A \ A 1 A^\/ F X *J J ^ 11UVL 1 A A 


NM 017805 


Homo sapiens hypothetical protein FLJ20401 (FLJ20401), mRNA 


NM 017803 


Homo saniens hvnothetical nrotein FLJ^0399 (TLJ20399} mRNA 

HVlllv JUUIVIIl) 11 Y pvtllvtlVUl pi VtVlll JL UJ^v./ / / \ A, ^*\J -*J ~S *S J <y 11IAV1 11 A 


NM 017801 


Homo saniens hvnothetical nrotein FLJ20396 CFLJ20396) mRNA 

AA vniv uupiviiu 11 jr pv/tiiwvivui Ul Vlvlli A. AAFw v«/-/ V V AJv*rfW*/-/ V/j liu^i n A 


NM 017799 


Homo saniens hvnothetical nrotein FLJ20392 CFLJ20392^ mRNA 

AAV/111V UUplwltiJ 11 J pV/LllvllvUl pi VLV111 JL X^i%J \J *J «/ ^ V A-'v V %/ «/ a« f ^ 111A\1 11 A> 


NM 017793 


Homo saniens hvnothetical nrotein FLJ20374 fFLJ20374^ mRNA 

-■.j-wi x x\j uul/ivxiu ix y pvtiivuvui uxviviii x x—i*3 4*\j-j / r y^-L. a—i%3^,\j^j / r y ^ xxxxvx ix *- 


NM 017791 


Homo sapiens hypothetical protein FLJ20371 (FLJ20371), mRNA 


NM 017787 


Homo sapiens hypothetical protein FLJ20154 (FLJ20154), mRNA 


NM 017782 


Homo sapiens hypothetical protein FLJ20360 (FLJ20360), mRNA 


NM 017781 


Homo saniens hvnothetical nrotein FLJ20359 fFLJ20359 > ) mRNA 

A x. IV UWpiWllU 11Y pvtllVVlVUl pi \/iVlll -A \J *J ~S 1 A- A>i/mV«/«// # j 11UX1 1<1 A 


NM 017779 


Homo sapiens hypothetical protein FLJ20354 (FLJ20354), mRNA 


NM 017777 


Homo sapiens hypothetical protein FLJ20345 (FLJ20345), rnRNA 


NM 017776 


Homo sapiens hypothetical protein FLJ20344 (FLJ20344), mRNA 


NM 017773 


Homo sapiens hypothetical protein FLJ20340 (FLJ20340), rnRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), rnRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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NM 017761 


Homo sapiens hypothetical protein ri_JZ0o iz (rLJzuj izj, nixsJN/v 


NM 017760 


riomo sapiens nypotnetical protein rJLJZU-5 1 1 v rju jzu j 1 1 j, mjviN/v 


JNM 01 / /55 


xiomo sapiens nypotnetical protein rLJZUJUj {rjw jzujujj, ixlkj.n/\ 


NM 017752 


Homo sapiens nypotnetical protein ruzuzyo v r jljzuz^oj, ttlkina 


NM_0 17750 


Homo sapiens hypothetical protein FLJ20296 (FLJ20296), mRNA 


NM 017746 


TT • i . i i • _ 1 j ■ TTT TOAOOO /TTT TOAOOT\ —-DXT A 

Homo sapiens hypothetical protein FLJ20287 (FLJ20zc /), mRNA 


NM 017745 


Homo sapiens hypothetical protein FLJ20285 (FUZUZod), mKJNA 


NM 017742 


Homo sapiens hypothetical protein FLJ20281 (FLJ20281), mRNA 


NM 017741 


Homo sapiens hypothetical protein FLJ20280 (FLJ20280), mRNA 


NM_0 17739 


Homo sapiens O-linked mannose betal,2-N-acetylglucosaminyltransferase 
(FLJ20277), mRNA 


NM 017737 


Homo sapiens hypothetical protein FLJ20275 (FLJ20275), mRNA 


NM 017729 


TT 1 i.1 a.' 1 j. T*T T^AIf O /T?T TO AO <C 0\ _^T> XT A 

Homo sapiens hypothetical protein FLJ20258 (FLJ20258), xtiRJnA 


NM 017728 


TT t_ 1 1 , • i , T'T C C /T7T TO AO C C\ T1XT A 

Homo sapiens hypothetical protein FLJ20255 (FLJ20255), mRNA 


NM 017727 


Tf t * 1 , 1 . ■ i ■ T^T T'X A^f /I ATT TOAO^/IX T1XTA 

Homo sapiens hypothetical protein FLJ20254 (FLJ20254), mRNA 


NM_0 17724 


Homo sapiens leucine nch repeat (in FLII) interacting protein 2 (LRRFIP2), 
mRNA 


"V TH JT iX 1 ^7TX 1 

NM 017721 


TT 1_ .I j- 1 _ . TPT TO/\0 /I T /TTT TO A O /I 1 *\ —DXT A 

Homo sapiens hypothetical protein FLJ20241 (FLJ20241), mRNA 


NM 017713 


TT • _ _ T _ , I j* i i • T7T TO/VO 1 1 /T7T TOA01 1 \ T> ">vT A 

Homo sapiens hypothetical protein FLJ2021 1 (FJLJ2021 1), mRNA 


xnv jt ai m 1 i~\ 

NM 017712 


tt _ _ , _ * t j t i • ■% i ■ T7T TO AO AO /T7T TOAOAO\ ^_ _.TX XT A 

Homo sapiens hypothetical protein FLJ20208 (FJLJZOzOo), mRNA 


NM 017710 


TT _ _ • _ _ T_ ii <" 1 i " T7T TO A1A1 /T?T TO A O A 1 \ TX XT A 

Homo sapiens hypothetical protein FLJ20203 (FLJ 20203), mRNA 


NM 017708 


TT * 1 ii j ' i j • T'T T^/\0/\n /T?T TOAOAA** _^_T") XT A 

Homo sapiens hypothetical protein FLJ20200 (FLJ20200), mRNA 


XTK /f A1 T~I{\~1 

NM 017707 


T T ■ t_ ~ ^-J _ „ 1 " T7T TOAl AA /TTT TOA1AA\ _«'D"\T A 

Homo sapiens hypothetical protein rLJ20199 (r LJ20199), mRNA 


\r» /■* /\ 1 00/\/" 

NM 017706 


TT— t j 1 _ j * 1 j. _ ■ ITT TO /M rtC /TTT TO A 1 A^\ ...T) XT A 

Homo sapiens hypothetical protein FLJ20195 (FLJ20195), mRiNA 


NM 017705 


TT ' _ 1 -i a • 1 i _ * T7T T1A1 AA /TTT TOA1AA\ T* XT A 

Homo sapiens hypothetical protein FLJ20190 (FLJ20190), mRNA 


NM 017703 


TT • 1 ■ l 1 . • t~"T TOrviOO /TTT TO/*10 0\ TX XT A 

Homo sapiens hypothetical protein FLJ20188 (FLJ20188), mRNA 


NM 017702 


TT ' — 1 a.1 i* 1 -j. ' T~«T TO A 1 Oz_ /T»T TO AT OZf\ — rtiXT A 

Homo sapiens hypothetical protein FLJ20 1 86 (FLJ20 1 86), mRNA 


NM 017700 


TT 1 . -i 1 j T^T T1A1 O/l /TTT TOAIOylX — TJXT A 

Homo sapiens hypothetical protein FLJ20184 (FLJ201S4), mRNA 


X. TX if AI '"'1 f C\ /•" 

NM 017696 


TT * *_ _ ii . ■ -1 j T^T TO/\"tOA /TTT TOAIOAN ____T> XT A 

Homo sapiens hypothetical protein FLJ20170 (FLJ20170), mRNA 


XT» if A1T/"Ai! 

NM 017694 


TT _ „ * _ 1 ii i • I _ i T"T T1A1 /A /TTT TOA1^TA"\ ~.D\T A 

Homo sapiens hypothetical protein FLJ20160 (FLJ20160), mRNA 


NM 017693 


TT 1 « 1 i • i . t~ 'T TO/\ 1 ^A /TTT TO A 1 rA\ _^T> XT A 

Homo sapiens hypothetical protem FLJ20159 (FLJ20159), mRNA 


"V TTV Af A 1 *~7 /T\ 1 

NM 017691 


TT — — — ^ T jT_ a_~ _ ^ 1 j * TTT T1A 1 C /" /TTT TO A "1 t /^"\ — TX XT A 

Homo sapiens hypothetical protein FLJ20156 (FLJ20156), mRNA 


x. tx jt /x -t t y a f\ 

NM 017689 


TT • ^ 1 j l_ a • _ 1 — x — " TTT T1A1 1 /T~'T TO A 1 C 1 \ ___TT XT A 

Homo sapiens hypothetical protein FLJ20151 (FLJ20151), mRNA 


XT* <«" nn/'oo 

NM 017688 


tt _ . • _ "i_ 1 ^ jL ^ ' TTT T1A1 C f\ /TTT TOA1 C f\\ . , -, T> XTA 

Homo sapiens hypothetical protein FLJ20150 (FLJ20150), mRNA 


NM 017685 


tt„ _ « — — _-1 — .^.4-— .J— . TTT TO A 1 O A /TTT TO A 1 1 A\ w>t)\T A 

Homo sapiens nypotnetical protein rJLJ20139 (Fl^JZUl J>y), mRNA 1 


NM 017684 


TT • 1 ii «• 1 j • T^T T'X /\ 1 ^ jf /ITT TO A 1 1 -__.Tr> XT A 

Homo sapiens hypothetical protein FLJ20136 (FLJ20136), mRNA 


XT* ft A1 *7/'0'1 

NM 017682 


tt „„„ * 1 j-1 a' t „ j „ • „ TTT TOAt^O /TTT TO A1T1\ . , , TX XT A 

Homo sapiens hypothetical protein FLJ20132 (rLJ2013z), mRNA 


\TX /\ 1 O/"0 1 

NM 017681 


TT _ _ _ ' 1. it a ' •» i TTT TO/\ T O t\ /TTT TO A 1 O A\ — r. T*> T>> T A 

Homo sapiens hypothetical protein FLJ20130 (FLJ20130), mRNA 


NM 017679 


tt 1 _ a.' _ _ i _ j TTT TO A1 lO /TTT TO A 1 O O \ -~»T>"KTA 

Homo sapiens hypothetical protein FLJ20128 (FLJzOlZb), mRNA 


XT* jf Ai T /TT /I 

NM 017674 


t t ^_ ^ _ _ ' ^ rln n il. < ." . . 1 J TTT TO A 1 O O /TTT TO A 1 OT\ T> XT A 

Homo sapiens hypothetical protein rLJ20123 (FLJZOlzJ), 111RJNA 


NM 017664 


T T . — . _ * \~ , j_1 j • "1 j " TTT MAAAO /TTT T1AAA'5\ _ TX X T A 

Homo sapiens hypothetical protem FLJ20093 (FLJZ0093), mRNA 


NM 017661 


TT n. r-, i~k«. i-. V. , ^» ^ _ „ „ 1 „^ i „ *_ TTT TOAAO/C /TTT TO A A O /C\ __T> "XT A 

Homo sapiens hypothetical protein rLJ200oo (r LJZUObo), mRNA 


XT* /f /\ 1 "7 s" s~r\ 

NM 017660 


TT' _ _ _ _ J — . !«,_ _ _ -».4.T_ _xJ _ _1 TTT TO A A O C /TTT TO AAOC\ *v»D\T A 

Homo sapiens hypothetical protein rLJ200o5 (FJLJZOOo!)), mRNA 


XTA /T An/TCO 

NM 01765b 


TJ«*«ft nn<M« Q-t-»<-. !-»■« — TTT TO A A O 1 /TTT TO AAO 1 \ T> XT A 

Homo sapiens hypothetical protein rUZOOol (r LJZUUo l J, mRNA 


NM 017656 


Homo sapiens hypothetical protein FLJ20079 (FLJ20079), mRNA 


NM 017655 


TT „ „ T_ j i_ , ■ <| j f"iT TOAATC /TTT TO A AO C \ TX X T A 

Homo sapiens hypothetical protein FLJ20075 (FLJ 20075), mRNA 


NM U1/054 


Homo sapiens hypothetical protein rJLJZOU/J ^i^jzuu/oj, tiikjna 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NM_0 17650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPPlR9A),mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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NM 017644 


Homo sapiens hypothetical protein FLJ20059 (FLJ20059), mRNA 


NM 017643 


Homo sapiens hypothetical protein FLJ20055 (FLJ20055), mRNA 


NM 017639 


Homo sapiens hypothetical protein FLJ20047 (FLJ20047), mRNA 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 


NM 017633 


Homo sapiens hypothetical protein FLJ20037 (FLJ20037), mRNA 


NM 017631 


Homo saniens hvnothetical Drotein FLJ20035 CFLJ20035 ), mRNA 


NM 017630 


Homo sapiens hypothetical protein FLJ20034 (FLJ20034), mRNA 


NM 017627 


Homo saniens hvnothetical nrotein FLJ20030 fFLJ20030) mRNA 


NM 0176^6 

X N XYX \J J. / 


Homo saniens DnaJ fHsn40i homoloe, subfaniilv B. member 12 (T3NAJB12V 
mRNA 


NM 017621 

J. llTX \J X / V-/Xw X 


Homo sapiens hypothetical protein FLJ20013 (FLJ20013), mRNA 


NM 017618 


Homo sapiens hypothetical protein FLJ20006 (FLJ20006), mRNA 


NM 017617 


Homo sapiens hypothetical protein FLJ20005 (FLJ20005), mRNA 


NM 017615 


Homo saniens hvoothetical nrotein FLJ20003 fFLJ20003), mRNA 


NM 01S394 

X N i_VX \S X O w» ^ " 


Homo saniens hvnothetical nrotein FLJ1 1342 fFLJl 1342 , mRNA 


NM 018393 


Homo sapiens hypothetical protein FLJ1 1336 (FLJ1 1336), mRNA 


NM_018391 


Homo sapiens hypothetical protein FLJ1 1328 (FLJ1 1328), mRNA 


NM 0183S9 


Homo saniens GDP-fucose transporter 1 fFLJl 1320i mRNA 


NM 018388 

X ^1 iVX U1UJOO 


Homo saniens hvnothetical nrotein FLJ1 1316 fFLJl 1316\ mRNA 


NM 018386 


Homo saniens hvnothetical nrotein FLJ1 1305 (TLJ1 1305") mRNA 


NM 018383 


Homo saniens hvnothetical nrotein FLJ1 1294 fFLJl 1294) mRNA 


NM 018380 


Homo saniens DEAD/H CAsn-Glu-Ala-Asn/His i box nolvnentide 28 0DDX28), 
mRNA 


NM 018379 


Homo sapiens hypothetical protein FLJ1 1280 (FLJ1 1280), mRNA 


NM 018376 


Homo saniens hvnothetical nrotein FLJ1 1275 fFLJl 1275) mRNA 


NM 018375 


Homo saniens hvnothetical nrotein FLJ1 1274 fl?LJl 1274^ mRNA 

XXV/lllw OCX ^ ivlio XX jr ^ lllVllvul t.wxxx x x_~/»/ x x a<> / r ^x x^«r x. x * ■ y , *■ 


NM 018374 


Homo saniens hvoothetical nrotein FLJ1 1273 (FLJ1 1273), mRNA 


NM 018372 


Homo sapiens hypothetical protein FLJ1 1269 (FLJ1 1269), mRNA 


NM 018370 


Homo sapiens hypothetical protein FLJ1 1259 (FLJ1 1259), mRNA 


NM 018366 


Homo sapiens hypothetical protein FLJ1 1230 (FLJ1 1230), mRNA 


NM 018365 


Homo sapiens hypothetical protein FLJ1 1222 (FLJ1 1222), mRNA 


NM 018360 


Homo sapiens hypothetical protein FLJ1 1209 (FLJ1 1209), mRNA 


NM 018359 


Homo sapiens hypothetical protein FLJ1 1200 (FLJ1 1200), mRNA 


NM 018357 


Homo sapiens hypothetical protein FLJ1 1 196 (FLJ1 1 196), mRNA 


NM 018356 


Homo sapiens hypothetical protein FLJ1 1 193 (FLJ1 1 193), mRNA 


NM 018355 


Homo saniens hvnothetical nrotein FLJ1 1191 (TLJ1 1191), mRNA 

X XVlll v OCX L-/ X wX 1J llj p\/tilvlAwUl plv/lvlll A. JL-/*/ x. x x ~s x ^ x. x^u x x x x y 5 xxxx>^x ^ -a a. 


NM 018351 


Homo sapiens hypothetical protein FLJ1 1 183 (FLJ1 1 183), mRNA 


NM 018350 


Homo saniens hvnothetical nrotein FLJ1 1181 fFLJl 1181), mRNA 

X. XVliXV UU^/XvlXw X X jr yj IXXv VX VUl f^X \S V w XXX X. X. J»J XXX \-/ X yX X_/v XXX ' 1 yj xx J-fc-^-k. ™ x ^ 


NM 018349 


Homo sapiens hypothetical protein FLJ1 1 175 (FLJ1 1 175), mRNA 


NM 018348 


Homo sapiens hypothetical protein FLJ1 1171 (FLJ1 1171), mRNA 


NM 018346 


Homo sapiens hypothetical protein FLJ1 1 164 (FLJ1 1 164), mRNA 


NM 018344 


Homo sapiens hypothetical protein FLJ1 1 160 (FLJ1 1 160), mRNA 


NM 018343 


Homo sapiens hypothetical protein FLJ1 1 159 (FLJ1 1 159), mRNA 


NM 018342 


Homo sapiens hypothetical protein FLJ1 1 155 (FLJ1 1 155), mRNA 


NM 018338 


Homo sapiens hypothetical protein FLJ1 1 142 (FLJ1 1 142), mRNA 


NM 018335 


Homo saniens hvnothetical nrotein FLJ1 1 132 fFLJl 1 132), mRNA 

XXvXlXv uU[y4vllu I1J pV/llxVUVUl |/|. vi>vxix X. M X X X -4^ ^X XV*I X X x ^ 2 * * ^ * ^x 


NM 018329 


Homo sapiens hypothetical protein FLJ1 1117 (FLJ1 1117), mRNA 


NM 018328 


Homo sapiens hypothetical protein FLJ1 1113 (FLJ1 1113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FLJ1 1110 (FLJ1 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJ1 1 106 (FLJ1 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJ1 1 105 (FLJ1 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FLJ1 1 100 (FIJI 1 100), mRNA 
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"NTA /f A1 Oil /: 

JNJVL Olo3io 


xiomo sapiens nypotnetical protein r juj nu/o ^r .lj i iu / o), niivLNrv j 


"X.TA /f AI Ol 1 A 

NJVMJ183 14 


Homo sapiens hypothetical protein ru i luoo \\rL,j i luoo ), itikina 


JNJVl 018309 


Homo sapiens nypotnetical protein jtjlj i iuho vtjlj i lu^foj, hiivln/v 


NM OioiOo 


Homo sapiens nypotnetical protein Jtjlj i iuhz v r.LJ 1 iU4Zj, mruNA 


XTTV>f A1 OOA'7 

NM 01830/ 


Homo sapiens nypotnetical protein rLJ 1 1U4U (rLJ 1 1040), mKJNA 


NM 018306 


Homo sapiens nypotnetical protein JbJLJ 1 103o (bLS 1 103o), mKJNA 


\T» /r Ai OTA/1 

NM 018304 


Homo sapiens hypothetical protein tLJ 1 1U29 (fLJ 1 1U29), mKJNA 


NM 018302 


TJm«u a ' 1 ^^.t_ «.^-.4--.i»« T?T Tl 1 An /T?T Tl 1 A 1 '~7\ --—"DTvTA 

Homo sapiens hypothetical protein rLJllUl / (rLJllOl/), mKJNA 


NM 018299 


tt_^_ • ^ i_ ^ jj ^ ^ 1 j.^ *„ T7T Tl 1 A1 1 /T7T Tl 1 A 1 1 \ -«-%T>TvT A 

Homo sapiens hypothetical protein rLJ 11011 (rLJ 11011), mKJNA 


NM 01829/ 


Homo sapiens peptiaeiN-glycanase similar to yeast rMNOi (rL,j i iuudj, mKJNA 


■VTTl It A1 Olft^ 

NM 018296 


Homo sapiens hypothetical protein rJLJl 1U04 (JhLJl 1U04), mKJNA 


NM 018294 


TT — * i . ii . i ; . _i TTT T1 AAAO /TTT T1 AAAO\ ^__T> "NT A 

Homo sapiens hypothetical protem rLJ 10998 (rLJ 10998), mKJNA 


NM 018292 


XT " _ "i jl i j_ " TTT Tl AAOA /TTT T1 AAO A\ ^TTl TvT A 

Homo sapiens hypothetical protein FLJ 10989 (rLJ 10989), mKJNA 


NM_0 18289 


tt . _ * ^ _ i _ i "i _ / ■ i i ' ttt t 1 Arnn /TTT T 1 A^ A\ — ti \t a 

Homo sapiens hypothetical protein 1^^10979 (1*^10979), mKJNA 


NM 018288 


* _ i ;i j_ ■ 1 * _ • TTT T \ AA1 C /TTT T 1 AA1C\ ^.T^XT A 

Homo sapiens hypothetical protein JbLJ 10975 (^1^10975), mKJNA 


NM 018279 


TT 1 x -I 1 j T**T Tl AAO^ /TTT T1 AA1 A TT» XTA 

Homo sapiens hypothetical protein FLJ 10936 (FLJ 10936), mRNA 


"X TTV K f\ 1 0<^^7^ 

NM 018275 


TT_ _ • _ j.1 j-J 1 v _ • TTT T1 AA1C /T7T T1 AAAC\ — T)\T A 

Homo sapiens hypothetical protein FLJ 1 0925 (rLJ 10925), mKJNA 


NM 018271 


TT * -i ii j- i a • TTT T 1 A A 1 /T /TTT T1AA1 A T»\T A 

Homo sapiens hypothetical protein FLJ10916 (FLJ10916), mRNA 


X TTV jT /\ 1 y* 

NM 018264 


TT_ * _ i_ j_i j * -i j ■ TTT Tl A AAA /TTT T1 AAAA\ T** X T a 

Homo sapiens hypothetical protein FLJ10900 (rLJ 10900), mRNA 


TV TTV X /"VI OT/"1 

NM 018261 


TT - ■ ~ " _ _ c~\ e\ i "T /CI TT/ - ^^ \ __TIXT A 

Homo sapiens Sec3-hke (SEC3), mKJNA 


NM 018260 


tt„ ^ ^ " 1 ^^.1 ^. 1 _ TTT Tl AO A 1 /TTT T 1 AO A 1 \ __T) ~VT A 

Homo sapiens hypothetical protein FLJ 10o91 (rLJ 10o91), mKJNA 


X TTV /T AI OACA 

NM 018259 


TT „ .. - * ^ _ t j "l_ _ j* 1 ^ x ~ - ^ TTT T 1 AO A A / ITT T T f \ O A A\ . . . TT> XT A 

Homo sapiens hypothetical protein rLJ 10890 (rLJ 10890), mKJNA 


NM 018250 


tt_ ' ^ _ i _ jl < " i j * TTT Tl AOT1 /TTT T1 AOT1 \ T** X T A 

Homo sapiens hypothetical protein FLJ 10871 (rLJ 10871), mKJNA 


*K TTV /T AI O vlO 

NM 018248 


XT 1 jt . j * . _ 1 x_ ' TTT Tl AOCO /TTT Tl AOCO\ __T)XT A 

Homo sapiens hypothetical protein FLJ 10858 (FLJ 10858), mRNA 


NM 018247 


TT " 1 . i i • i . T~»T T1 f\0 C ^ /TTT T1 A O .C /f\ T» "X.T A 

Homo sapiens hypothetical protein FLJ10856 (FLJ 10856), mRNA 


NM 018246 


TT_ * i 4l. „ *T n ,. T "„ TTT Tl AOCO /TTT Tl AOC1N M D\T A 

Homo sapiens hypothetical protem rLJ 10853 (rLJ 10853), mKJNA 


-v TTV tX AI OO /II 

NM 018243 


TT _ _ _ • _ _ i j 1 j. ■ _ _ 1 a. _ • TTT Tl AO/IA /TTT Tl AO /) A\ t>\t A 

Homo sapiens hypothetical protem FLJ 10849 (FLJ 10849), mRNA 


X TTV A A1 O ^ O O 

NM 018238 


TT. • 1_ 1 1 j* 1 a TTT T1 AO/IA /TTT T1 AOA1\ — ^.T>TVT A 

Homo sapiens hypothetical protein FLJ10842 (FLJ10842), mRNA 


"XTA /f AI MOC 

NM 018235 


T_T - . - , -, ^ ' _ i .-, _ a. ' .-, TTT T1 AOOA /TTT T1 AOI A\ . , . T*> XT A 

Homo sapiens hypothetical protein rLJ 10830 (rLJ 10830), mRJNA 


XTX X A 1 OT) yl 

NM 018234 


tt - T_ _ _ ^."L. ... 4-2 ^» „ 1 __„4. n a« TTT Tl AOAA /TTT Tl AOAA\ _«T>\T A 

Homo sapiens hypothetical protein rLJ 10829 (rLJ 10829), mKJNA 


XTTV jl" AI OAT1 

NM 018231 


TTa«a - * - . - _ i__ r-r> „ ^.v. „ ±2 __1 .... 4 , '. . . TTT T1 AO 1 C /TTT Tl AO "1 C \ . , ,T> \T A 

Homo sapiens hypothetical protem rLJ 10815 (rLJ 108 15), mKJNA 


NM 018229 


TT„^,^ nAn.mm.1 It, ^ „r. rT, n4-l r-. 4-~.l~* TTT T 1 A O 1 O /TJ?T T1 AO 1 1\ «-."D TVT A 

Homo sapiens hypothetical protein rLJ 10813 (rLJ 10813), mKJNA 


XTTV jf A1 OOAO 

NM 018228 


tt _ ^ _ * _ _ -I,, „ 4-1 ^ ±1. n -1 .-..-n I.-, TTT T1AQ1 1 /TTT Tl AO 1 1 \ ___T> T a 

Homo sapiens hypothetical protein FLJ 1081 1 (rLJ 1081 1), mKJNA 


X TTV /T AI O^n 

NM 018227 


TT _ " "t jut j_ * 1 _j_ ^ • _ TTT T1 A O f\ O / ITT T 1 A OA O \ - - X t A 

Homo sapiens hypothetical protein FLJ10808 (FLJ 10808), mRJNA 


NM 018224 


Homo sapiens hypothetical protein FLJ10803 (FLJ10803), mRNA 


NM 018222 


Homo sapiens parvm, alpha (PARVA), mRNA 


*v r* /\i n«v/M 

NM 018221 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6), mRNA 


NM 018216 


Homo sapiens hypothetical protein FLJ10782 (FLJ10782), mRNA 


"X TTV jT /"V 1 O T T C 

NM 018215 


XT _ - t .1 • • 1 . TT»T T1/\^Tf>1 /T~*T T1 ATD1\ Tl XT A 

Homo sapiens hypothetical protem FLJ10781 (FLJ10781), mRNA j 


X TTV Jf AI OA 1 A 

NM_0l8214 


TT - ^ ■ _ X A TT /I * * 1 j j titn f^TX — J _ _ TYT"\ r 7 - - - - -*- - * - /T A TvT/"\X 

Homo sapiens LAP (leucine-nch repeats and PDZ) and no FDZ protein (LANO), 

W T)XT A 

mKJNA 


"KTAvT A1 Q01 A 

NM OloZlO 


Homo sapiens nypotnetical protein FLJ 10 / o9 (rLJ 10 /o9), mKJNA 


XTTV A AI OOAO 

NM 018208 


Homo sapiens hypothetical protem FLJ 10761 (rLJlO/ol), mKJNA 


XTA K Al OOAI 

NM 01 82U3 


TT---. _ ««»«4a-m« In. -. r-.T. ,-. j 1- ,-. a * j-. .-■ 1 .-, .- _, ^t- -, . . v TTT T1 AT/I O /TTT Ti A*7/lO\ ♦«T3"K.T A 

Homo sapiens hypothetical protein rLJ 10748 (rLJ 10 /4b), mKJNA 


XTA yf AI OOA1 

NM 018201 


TT _, " ™_ _ i , . ,.» r , 41. , ^ ^ ^ , , 1 .- j. _ * . TTT T1 AT^I /TTT T1 AT/TN T) XT A 

Homo sapiens hypothetical protein FLJ 10743 (rLJ 10 /43), mKJNA 




nomo sapiens nypotnetical protein ri_j iu/jo ^r j^j lu/ooj, miviNA. 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ10713 (FLJ10713), mRNA 
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X>XVX UIOIOJ 


Wnmn conipns Vivnnthertral nrntpin FT T10701 fFT T1070H mRNA 




rJrvmn QfmipnQ hvnnthptipfll nrntpin FT T10700 fRT T10700^ mRNA 


NTVT 0181 81 


TTomn conipnc. hvnnthpfirfll nrntpin FT T10607 fFT T1 0697^ mPNA 

XXVJJXlvJ ouplCllp Il_y JJvJ Lllv^ Lll/CZi JJiv/lt/llI X X-/J XV/VJ^ / ^X X-»J X \J\J*f 1 X X IX vl ^ A 


NM 018176 

X^IXVX V 1 O 1 / \J 


"Rnmn canipnc hvnnfhpfirfll nrntpin FT T1067S /HRT T1067Si mPNA 
xxuiiiu oapiciio iiypuiiiciiisai piuLcin rx>Jivu/j ^rxijiw / jj 5 liixvi >/v 


NM 018174 

1 ^ XVX V X O 1 / *T 


T-Tnmn cQnipnc nttTYYrrincnn'if* 10 nnpn r p c\c\\r\Cr frftniP S ft 1 0ottS\ ml? XT A 
XxUllltJ oapiCllo Olll UlllOoUlllC 1J7 UjJCll ICaUlllg XiailiC -» ^17U11J j } lllXvlN^V 


NM 018173 


Ffnmn QfinipnQ hvnnthptirfll nrntpin FT T1 066S TFT T1066S^ mPNA 

XXVJI1UJ OCljJiCXlO Lly \J{J 11 L\s\.l\s a I piUlwlli X XvJ IvUUJ y^X X-iJ i. \JyJ\J~J Jy llXXvlN/A. 


NM 018172 


T-Tnnrin QJiTiipn^ Vivrnr»tV»ptip?^1 "nrotpin FT T10661 f^FT T10661^ mT^NA 


NM 018170 

X>IXYX \7 X O X /V/ 


T-Trv"n"ir\ c5»T%4^nc 1r\mr\tl"»£*t"ir*c*1 TM*r\ff»"iTi FT T1 06S.6 /"FT T1 06S6^ tyiT?"NA 

XXW111\J OCtfJiWilO lly ^\J\,kl\sll\sCLl (JIUtClll X XjJ XVSv)~MJ yl X_»J IvUJU^j lllXviN/A. 


NM 018168 

X^XYX V X O X UO 


FTnmn cjiriipnQ TivrintViptirnl r»rofpin FT T1 06S0 rPT T106S0^ mPNA 

11U1UU oa.jJlCalo llj' JJULllC/LlV/dl piUtClll X X^J luUw'U ^rJUJ luUJUy, lllXviNxA. 


NM 018167 

X > XYX VXUlv I 


Unmn <;a-nipn<; VivnntViPtiral nrntpin FT T10648 fFT T10648^ m"RNA 


NM 01 81 66 

lNxvl UlOl oo 


XXUlllU odpiCllo liypUlilCLH/al prULCin l^ X^J lUOt / v J7JL.J lUUt / J, iIxxvIN/tl 


NM 01816^ 

XNIYI UiOl DO 


Jnorno sapiens nypotncncai proieiii tjuj luoj't ^flj iuoj*tj, itixvIN/v 


NM Ol 8 1 ^7 

XNIVI \J 1 O IJ / 


xxomo sapiens nypoineiicai proxcin pjujit/ozu ^xtj—j iuozuj, nixviN/v 


NM 0181 S6 


TTrk-mr* coniptic Vi\rrvr»tVi^ti r»al nrntpin FT TIO/^IQ /TTT 11 H/^ 1 Q\ n-»T?XTA 

noinu oapicns riypoLncLiL/ai pruLcin ri^j iuoi7 ^x^i-,j luoiyj, nitviNA 


NM 01 81 


nomo sapiens nypoincticai proiein jt .l-j iuoi 0 v^pjuj luoio niJKJN/v 


NM 01 Rl 

xNxVl UlOl 


xxonio sapiens nypotncncai proiem jrJL»jiuou ,<l f ^i^x^j luou^y, nuviN/\. 


NM 01 81 SO 

IN XVX UlOlJu 


Urtmn canipnc nAmntrtpfipfil nrntpin FT TIA^O'7 /'FT T1 H^Q7\ ml? XT A 

xxuiiiu sapiens iiypuLncLiL/di pruicm r juj L\jjy / ^xtjuj iv/j-7 / ^, iiiixin/\ 


NM 018140 

XN 1Y1 UlOl H-_7 


TTnmn c^nipnc Tvimn.tV»Pr-ir»o1 nrntpin T7T T1 /TTT T1H^f5^ m"PXTA 

xxuiiiu sapiens nypoinencdi protein ri^j iu*>o / ^jtjuj lkjdo i ) 9 itixsj.n/\ 


NM 018148 


Unmn ccinipn c 1rvmnt1-kPtir»a1 nrntpin PT T1 /"PT Tlfi^S^ mP\TA 

xiomo sapiens n^^poLneiicai protein ri^j iujoj ^fx^j iujojJ, nixvLN/v 


NM 0 1 8 1 46 

X> XYX UlOl t ~r\J 


TTnmn cqnipnc n\7nntnptir-o1 nrntpin FT TIH^SI /'FT T1 Q 1 ^ m"PXTA 

xxuiiio sapiens nypomcueai proiem rivjiujoi ^i/i^j lujoi j 9 nixviN/v 


XTTV/T 01814S 

1 NXVX UlOl 


TTnmn canipnc VixmntVipfir'csl nrntpin "PT T1fK7Q /'PT T1 ^ i ^7Q^ mT?\T A 

xxoiiio sapiens nypoineucai proiem r /y ^17jl»j io-> itix\J>j/\ 


NM 01814^ 


Ur\mn ennipne l-n/nnfr»ptir»^l nrntpin PT T1 f1^7 / 5 /T7T T1 ^ < I70^ m"PT\TA 

xxonio sapiens iiypoLncLicai proiem r juj iuj ^jtjlj iuj i £) 9 iTixsj.>i/\. 


NM 018140 

1N1V1 V/XOIH-O 


T-Tnmn cam'pn c VnrnnthptiVnl nrntpin PT T1 O^^^ fPT T1 ^^^\^^ ml? XT A 

xxonio sapiens nypoLneiicai proiem ri^j iudoz) ^ri^j iujuj ), nix\iN/v 


"NM 0181^0 


Unmn canipn c 'h^/nnt'hpfir'ol nrntpin PT T1 n^^\1 /TnT T1 fl^A^ n-»"PXTA 

xiomo sapiens nypouiencai proiem jtjuj iujuj ^jtL-.j iujoj ) y ixLt\j\i/\ 


NM 01 81 ^8 

lNlVx UlOl JO 


T-Tnmn ennipne 1-»i7nntV»ptir»cil nrntpin PT T1 A^AO /PT T1 fl^^fA n-iT?XTA 

xiomo sapiens nypoineiicai proiem p-L-j iodou yri^j iooooj, rnrviN/v 


NM 01 81 3? 

1NXVX UlOl Ji. 


T-Tnmn cgniprtc Vi - \/nntnptir*«»l nrntpin FT T1 O^A^ /'P'T T1^^2l^^ mT?XTA 

xxonio sapiens iiypoLiieuoai pioLcm rLrJiu*? t rj ^x^jl»j luj'tj j 9 rnxviN/v 


NM 018130 

x>xvx UIOUU 


TTrvmr* Qnnipnc "hvnrttl-rpHpal rirntpiri FT T1 O^^Q f*FT TIO^^O^ mPNA 
iiuniu sapiens iiypouxeLiuai proicin ri^j iujjj ^ruiujj7jj itiixxn/y 


NM 01 81 ^0 


T-Tnmn conipnc Ti-vn-\ntnptir»c»1 nrntpin FT T1 fi^^^ /FT T1fi^'*^*\ m"PXTA 

xxuiiiu sapiens nypoineLioai proiem pjuj iujjj ^xj-iJ iu^jj j 9 nirviN/Y 


NM 01 8128 

X N-LVX \J X O X 


T-Tnmn c?inipn q "h\rnn.fhf»tif s»1 nrntpin FT TlO^^il /FT T1 O^^^Tl mT?XT A 
x xunnj oapieiio iiypoiiicuoai pLoiem rijj iujjh yrx^j jl\j^}dhj } iiix\j.n/\. 


NM 018126 

X^lXYX V/ X O 1 ••— w 


T-Tnmn Qar\iPTi<2 VivnrvtTiptiVnl nrntpin FT T10^9S /FT T10^9^"\ m"RNA 
xnuiiio sapiens nypoineiiCrai pioiem rLiJiujzj ^x^j_/J iuj^j inxviN/\ 


NM 01812S 

X^IXVX V 1 O 1 


T-Tnmn Q;vnipn<; nvnntViptiral nrntpin FT T10^91 /FT T10S91^ mPMA 
xxunnj sapieiio iiypouiciioai pioiein xvLjJ iuj^i ^x^x_»j iuj^i iii_csj.n/y 


NM 01 81 91 

XN1V1 UlOlZ,! 


Ufimn eanipnc Vnmr\tViptipo1 nrntpin FT T1fi^19 /PT T1fi^19^ n-il?XTA 

xiomo sapiens nypoineucai proiein r l*j ivj iz ^r'l-.j ivd iz mivLNA. 


"MM 01 81 1 8 

1NXVX UlOl X O 


T-Tnmn conipnc h\mnthptir>ci1 nrntpin PT T1 H^OQ /PT T1^^flR^ m"PXTA 

xiomo sapiens nypomcneai proiem ri^Jiujuo v.x;juj lujuoj, inxviN/v 


NM 01 81 1 5 

INIVI UlOl 1 J 


TTnnin conipnc Vi^mrvtl^p>ti r» o1 ■n^-r\-t^t% "PT T 1 f\AQQ /P'T T1 Aj4GQ\ rwDXTA 

xiomo sapiens nypoineucai proiem rJUj lu^fy© ^r'l^J io*+yoj, hikjna 


NM 0181 1 3 

1N1V1 UIO 1 1 J 


riomo sapiens iipocaim-inieracung memurane recepior ^JLnvjLKj, rnKJN/\ 


"NM 018111 

INlVX ulOlll 


T-Tnmn conipnc n\/nntViptir«ei1 nrntpin PT T1 ClAQfi /PT T1 HzlOH^ m"DXTA 

xiomo sapiens nypoineucai proiein rLuJ iu*+yu ^jri-rJ i\JHy\j), itixvln/y 


NM 018110 


Homo sapiens hypothetical protein FLJ10488 (FLJ10488), mRNA 


NM 0 1 8 1 OQ 

1N1V1 \JLOl\jy 


T-Tnmn conipnc Vi\rr\nt1-»pri r»o1 nrntpin PT T1 C\A /PT f \ C\AQ£\\ mT>XTA 

riomo sapiens nypoineucai protein rx^j lu^foo (.JrJL/J lu^oo;, miviN/v 


NM 018108 

1>J1V1 UIOIUO 


T-Tnmn conipnc "rnrnntVkPtir* ol nrntpin T7T Tl C\A Q'i /PT T1 0^155^^ m"DXTA 

riomo sapiens nypoineucai proiem Jri^J iuhoj ^j7JL>j iuhoj) nixvlN/Y 


NM 01 81 OS 

INiVX \J 1 O 1 V J 


T-Tnmn conipnc rt\rr»ntr»pti<-»o1 nr/^+p-in "PT T1 C\A 11 /TTT T1 C\A11\ ml? XT A 

riomo sapiens nypoineucai proiem ri^-j iuh-/ / ^rLJ iuh/ / ) 9 niruN/v [ 


NM 01 81 OA 


T-Tnmn conipnc T%imnTl-»pti/^o1 r%mi-^it^ "PT T 1 C\A 1 A /PT T1 C\AH A\ mD\T A 

xiomo sapiens nypoineucai proiem ri^j 104/^4 ^rLyj lU't/^j, nu\iN/v 


NM 01 8006 
xnivi__u i o\jyo 


norno sapiens nypoineucai proiem similar to Deta-txansaucin iamuy (i* iuhDo 

mT?XT A 
nixvxN/^. 


NM 01 800S 
x^ixvx uioyyj 


T-Tnmn conipnc InmnthPtipol nrntpin PT Tl C\A^(\ /"PT T1 OJ.^0^ mUXTA 

riomo sapiens nypoineucai proiein r juj iu*tju lj iuhjuj, iiixvLN/y 


NM 01 8080 

X ^ lv X V10V/07 


TTnmn conipnc Vix/nntTiPtinol nrntpin FT T1 C\A 1 ^ /TTT Tl 0A1 S^ ml? XT A 

xnuiiio sapiens iiypoLneiicai proiem J7i_>j luti j ^j^i->j iuhi jj, inrsJNrV. 


NM 018088 


Homo sapiens hypothetical protein FLJ1 0408 (FLJ1 0408), rriRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ 10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ1038S), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 0180S0 


Homo sapiens hypothetical protein FLJ10381 (FLJ103S1), mRNA 
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NM 018077 


Homo sapiens nypotneticai protein r jlj iuj / / iuo / iiuxin^v 


NM 018071 


Homo sapiens nypotneucai protein rL,J ivdd / {rL^j iujj / )> jiusa\/\ 


NM_0l8068 


Homo sapiens likely ortnolog 01 mouse piwi nice nomoiog i ^j^robupnn*! j hkc 

(rJ^J 1U3D 1 J, mKJNA 


TvTTV K AI OA/C7 

NM OloOo/ 


riomo sapiens nypotneucai protein rj-*j iujju \x , jl.j iujjv;, iiuxx^ri 


NM OloOoo 


riomo sapiens nypotneucai protein ri^j ivjh-7 ^r^j iu^t7;, hixvl^^. 


NM 018065 


riomo sapiens nypoxneucai protein jt.lj iujhd ^rjL-j iujnuj, hu\i>a ; 


NM OloUol 


Homo sapiens nypotneucai protein rLJ iujju iri^j ivjjvj, iiuvin^. 


NM OloOSo 


riomo sapiens nypotneucai protein rjuj iuj i-? ^fjuj uj, ilu\±vs^ 


NM 018055 


Homo sapiens nypotneucai protein ri-j i ih ^rx^j huun/v 


NM 018048 


Homo sapiens nypotneucai protein jtjlj iuzi/z- ^riwj L\j^.y^j, ixuvin^ 


NM 018045 


Homo sapiens nypotneucai protein r jlj iuz /o i^ru iuz /oj, itiivin/\ 


NM 018042 


Homo sapiens nypotneucai protein rJLJ iuzou {rx^J iuzouj, iuiuna 


NM 018037 


Homo sapiens nypotneucai protein rLJ luz^f ^ri^j iuzm-'+j, mrviN/\ 


NM 018036 


Homo sapiens nypotneucai protein rLJ iuzh-z ^ri^j iuzhzj, ttuvina 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA ! 


NM 018027 


tt^ - i „ .j_t ^ x • ^ ^ i „ - A 4./».'« H7T T1A01A/T7T TlA01A"\ i-nl?7vTA 

Homo sapiens hypothetical protein JhLJ luziu (r LJ luziuj, hikina 


NM 018024 


Homo sapiens hypothetical protein rLJ 1UZU4 yrL*j luzu^fj, mKJN/\ 


NM 018022 


Homo sapiens hypotheUcal protein rLJ luiyy (rLJ luiyy;, mJsJLN/\ 


NM 018017 1 


Homo sapiens hypothetical protein rLJ 101 ob (rLJ lUtooJ, mKjN/v 


NM_018014 


Homo sapiens B-cell CLL/lymphoma 1 1A (zinc linger protein; (r5<^Li 

_ T» TV T A 

mRNA 


NM 018013 


Homo sapiens nypotneucai protein rLJ luijy ^rjuj iu i^y ), iruviN/A. 


NM 018012 


tt^ ^ • _ "U-^^+i-^^^^l «T-/\+oir> FT Tl AI ^7 /T7T T 1 A 1 ^7"\ ml? "KFA 

Homo sapiens nypotneucai protein rLJ iuio / (ru iuij / )> inssj>ii\ 


NM 018005 


Homo sapiens nypotneucai protein rLJ luijy (rLJiui^yj, mtsaN/^ 


NM 017998 


Homo sapiens nypotneticai protein rLJiuiiu (rLJiuiiuj, rnxviN/v 


NM 017996 


Homo sapiens nypotneucai protein rLJ luiuo (ru iuiuj;, mx\j.N/Y 


tv ttv x rv 1 nnO/T 

NM 017986 


TT_, . ^ ^^fU^4~, «rrvfo-ir> T7T Tl AA^vA /HPT Tl 00/^0^ TTlT?T\TA 

Homo sapiens nypouieucai protein rLJ iuuou (rLJiuuouj, tjixvln/y 


Tv ttv /T A 1 TOOC 

NM 0179o5 


Homo sapiens nypotneticai protein rLJ iuujo ^r juj iuujoj, uuvi>in 


"NnVvT A1 TOO/1 
NM 017V54 


Homo sapiens nypotneticai protein plj iuuj / ^rui iuwj / uuvin/i 


NM 017983 


Homo sapiens hypothetical protein FLJ10055 (FLJ10055), mRNA 


NM 017982 


tt • * m ^. A x"U_.x^ rt ^i "CT Tl AA^O /TJT T 1 AA^ 0\ mP"WA 

Homo sapiens hypothetical protein rLJ iuudz (rLJ iuldzj, mKXN/\ 


NM 017980 


Homo sapiens hypothetical protein FLJ10044 (FLJ10044), mRNA 


NM 017977 


tt 1 jl 1 * T7T Tl AAilA /~CT T1AA/1A\ W ,T>\T A 

Homo sapiens hypothetical protein FLJ 10040 (rLJ10U40 j ), mKJNA 


NM 017974 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


NM_018410 


Homo sapiens hypothetical protein DKFZp762E1312 (DKFZp762E1312;, 
mRNA 


NM_0 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 
mRNA 


NM_017597 


Homo sapiens hypothetical protein DKFZp761K1824 (DKrZp/olKl5Z4; ? 
mRNA 


NM_0 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423) 5 
mRNA 


NM_0 18421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823) 5 
mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatm (VliZ.AlJUN;, ttikjna 


IN SVX Ul / J y*r 


Wnmn Qnr»ienQ hvnAthptiral nrotein DKF7n761 C07121 (DKFZd761C07121\ 

mRNA 


NM_017535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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JNJV1_UI Ijjy 


TJrttviA coniono Vixm/-t+VtAti/-*a1 nrA^pin TMt**T7 f 7-r*A3ZlT-r9 ? 1 5 rTll^T?'7-o4.3ATT99 1 5^ 

riomo Sapiens nypoineiicai protein jl/ls^ZjP^^hxtl^z.1 j vx/r^z^p^-JHJx^zLJj, 

IliiVxN.r\. 


■NjA/f 017SQR 
rNivi vi / j y o 


u ftTri A Qfl-nienq hvnofhptfpfll nrotpin DT<CF7r>434C0923 flDKP7n43 400923 i 
mRNA 

1 1 XL VX > XX. 


"MM 017577 


Homo ^aniens hvnothetical nrotein DKFZn434C0328 fl3KTZn434C0328 1 
mRNA 


NM 014612 

X>1VX v i~vl*« 


Homo saniens C9orfl0 orotein fC9orfl0 1 mRNA 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


XNXVX UlOtJ/ 


TTrvmn Qnnipnc imr*Ti?iTaf*tpri'7pH nonp marrow nrotpin T3A/T045 fT^lVf045 i mRNA 
X XVJlllvj ocljJicilo uilW/lldi aiylwl iz*wu uui 1^ uiaiiuvv jpiv-iiAviii uivivtj ^jjitiutj y 3 iiixvi^xx 


iNxVA V/ 1 0*t J 1 


TT/vrvir» cnr\-i^nc /■»f»ntmcrvmci1 T-*^d 1 _s*ccnr»is*tpH nrrvf"f*in iPPAPl ttiT? 7\T A 
xxUIllVJ octpiciio v/diLJi*Jo^Jiiiai x*t. I'aooUuiaicu iJivi^iLX \v>-x ztjl iixlvxn^v 


NM 01R45O 


TTr*mr\ cflnipnc iiT"if > T'iJi"r5iftf»ri , 7'pH Hrknp marrnw TH'ofpiTi R1V^0?Q fRlMD?Q/i Tnl^"WA 


INxVl UloO/H- 


XlOlTlt) D£tpiCIlo pUuiLlVC aC-lU.-&cnbIIlg lUIl OllalxllCl ^/loiv^^, IIJUCvX>l7*V 


NM_017435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 

CO 1 A 1 £\ mPTsJ A 


xNIYx. ulDOHO 


rxoino odpiciio iicuioiicii oiil/ \^zx\^d )^ iiixvx^i-ti. 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


IN1VL UIOjzjj 


xiomo sapiens pnospnoQiesierase 1 1/\ yXTLje i mx\j.N/\ 


IN 1VJ. ul j Z H z 


xxomo sapiens similar lo mouse vjilj) or u. maianogasier uansunpLion iaoior uld 
/ r AF003fiRO^ mRNA 


XIM Ol 
INIVL ULOZO/ 


riomo sapiens 1 kjls lj u ^luiMJUj, itlxsj.n^-v 


"MM HI *58^Q 
IN lVx_U IDoDy 


xiomo sapiens general iraiiscripuon iacior jul/\, 1 \p ix\xj dnu xyx\±j buDuniLd^ 
TOTF?A1^ mPNA 


TvTM 016971 

INxVl \J I UZ, / x 


"Homo QQnipnc ^ITR FNT nrofpin f^HTRTNn m"RNA 


NM 016584 


TTomo cfltiiptic in ff^Tl f^nViTi ?3 alnVia Qiihimit -n 1 Q (TX ?3A"^ Tnl^N^A 
x xviiiiL; oajj iviio iiilwi iv^uiivxii w_j ? cxxvjxicx i> lil/ ixxii l ij x y i > i^~>jt\.) t x 1 ixvx > xx 


NM 016399 


Homo <^nipnc T?TT1 ^PTTI^ mPTvJA 

jLXAJUXU japitllO IvU 1 ^JVU X }y llXIVXX-tT. 


NM 016337 

i^ixvx \J x -J 1 


Homo <3anipn<5 "RNR6 fRNR6^ mRNA 


NM 016146 

x t( ivx viunu 


Homo satiiens PTD009 orotein CPTD009A mRNA 


NM 016145 

X^IXVX v/JLx/X^«7 


Homo «ianien<? PTD00R nrotein fPTDOOR i mRNA 

XXVSlllvS OuUlL/liO X X \S\J\J O L/lVJL^Xli IX 11/V/vUlj 1111\X ill. 


NM 016144 

X ^1 XV X \J X \J X. I I 


Homo saniem PTD002 nrotein fPTD002 1 mRNA 


NM 016147 

X >l XYX V/ J. \J X *T / 


Homo <5anipn<! r>rntpin T>1in^nViata^p mPtVivle^tera^e-1 ^PlVTP-1 i mRNA 

xxvyiiiu oupidio yjx\ji.\^xxi yji x\j&yjxx{x luo^ liiv^ nijr lvoiw c^o^ x yx xvxx^ x uiivi in 


NM 016445 


Homo <?flnipn<s r>1pc1c<strin ? rmon<;ei Viomolop" rPT J T^TC2i mRNA 

X X \J X X i\J OdJJlWllO pJ ww rVO L L J 1 i ^ \^lliVJ UOV J XXVJXXX\JX\Jj^ yX. Jui-<lVfa A 1 U- xJ. V 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


NM 01613? 


xxUlIiU odpiCIlb lliycilil gCIlC CApiCbolL/Ii x<X\^\\jL ^xVXx_/r ilXlVl NxA. 


NM 01 6SR6 


TTomo cnnipne A/TRTP nrotpin ^IV/TRTP^ mRNA 

XXUlllU odpiCllo IVlDxT piLILCXil ^1VJ_DXX )^ llXXVX>J 


NM 016547 

1NXVX UiUjt/ 


TTomo cot^i f*n q mIpiiith oin^lino* nrnfpin C^ziViA^ T~\Tf*r~t itqot ^f~^^nZl^i ml?NA 

XXvJlllVJ OCl^J 1 CI lo \sCLl\slLXLll UlilVJXllg \J LCXll \_sCL\J'~T ~> LJ1 t-VvUl oUl y\»^ClL/*Tj #, HlxVX>xV 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


MM 01644? 

xNIVx \J 1 VJ*+*tZ 


xxuiiiu oapicno type x LUiTior iict/ruoib iaviv>i icucpuji biicuuiiig, cuiimupcpLiudac 
rpcnilfttor ^ART*s-1 i mRNA 


"MM 01643R 

1 > 1YJL. V 1 U*r«? O 


TTomo <;anipriQ PT 1 1?40 nrotpin (CT <iT1 1 ?40 i mRNA 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


XTN/T 01 6^06 
lNIVx__U L DO UO 


rioino sapiens unaj i^risp^fuj nomoiog, suDiamiiy x5 3 nicmuer 1 1 ^uin/vjxji i j, 
mRNA 

IlXXVlN-TV 


MM 016?Q? 

IN ivx U 1 


TTomo cnnipnc \yock+ oWnrAr Txrf\te>iYy 7^ (' 1 'Hf AP1 l mT? TSJ A 
XXl>lIlU octpiCIlis IlCd.1 bllUL/JV piOLCIll / J ^ 1 X\J*VJr 1 ^ 3 llXlVlN/A. 


NM 01 6?4R 


TTomo Qfinipnc A l<Hn ^ cp /^RRTTA^ nnrTiof Tifotpin 1 1 ( ATCAP1 1 i mR"NTA 
xxv^iiiv aajjiciia r\. ivXllcloC ^xiVlvri^ <xxx\ux\\Jx yj\.\j\s^xxx 1 1 ^ox\/ix l ly, lliXvlNi^ 


NM 016?07 

X^IXYX \J X VJZ. V / 


TTotno ^flnipriQ p!p?i"v^O"P qtiH noI'v/pHpn'vlfltion ^nppifip, "Fapfot* 3 73VTj QiiT^nnit 

fCPSF3, mRNA 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP5 8 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), rnRNA 
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JNJVI Ulozo4 


Homo sapiens KIAA1007 protein (KIAA1007), mRNA 


JN1VI U1004D 


Homo sapiens mesenchymal stem cell protein DSC92 (NEUGR1N), mRNA 


iNlVI UlOOOl 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


1\1VI_U 1 CO / O 


Homo sapiens GMPR2 for guanosine monophosphate reductase isolog 
^i^vjLy j i zyz ), mKJN/v 


aja/t m^sm 

1N1V1 UlUJul 


riomo sapiens nypotneticai protein rJLJ lUjy / (rl^J lU^y /), itiRNA 


AJA/T 01 rf^nfi 

1NJLV1 \J I OJUU 


riomo sapiens nypotnencai protein (LULjIzoU), mKJNA 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 




Homo sapiens r AHr-interacting protem 2 (PAIP2), mRNA 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


XTA X A1 /ro/cn 

JNJVi uio3oy 


Homo sapiens claudm 18 (CLDN18), mRNA 


JNM Uloi:>9 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


JNJVL_U 1 6246 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 

/T 1 "7 1 \ TJ XT A 

(LULj 1171), mRNA 


AJA/f HI £1 OA 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 10 (SERPINA10), mRNA 


JNJM UloloU 


Homo sapiens AlM-l protein (MATP), mRNA 


ATA/T A1/I17A 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


XTA/f HI A1 "7/1 

JNIVI Ulol /4 


Homo sapiens cerebral cell adhesion molecule (LOC51 148), mRNA 


NM 016131 


Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA 


"VTA /T A1 1 

NM_0 16031 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 1 (ELOVL1), mRNA 


ATA A A1 Cf\f f 

JNJVI UlSiOj 


Homo sapiens C21orfl9-like protein (LOC51072), mRNA 


JNJVI Ul!>y31 


Homo sapiens ils485 (LOC51066), mRNA 


ATA/T A1 CQ70 

jnivl__uido /y 


Homo sapiens sialyltransferase 8C (alpha2,3Galbetal,4GlcNAcalpha 2,8- 
siaiyitransterase) (olAIoC), mKJNA 




Homo sapiens myo-inositol 1 -phosphate synthase Al (ISYNA1), mRNA 


lNlVX U 1 OHOO 


Homo sapiens hypothetical protein (HSPC232), mRNA 


1N1V1 U 1 OH / o 


Homo sapiens nypotneticai protem (HSPC216), mRNA 


AJA/f 01/^/1^^ 
1N1VX v 1 OHOj 


Homo sapiens nypotneticai protem (HSPC195), mRNA 


AJA/f n i ^4 1 n 


Homo sapiens nypotneticai protein HSPC177 (HSPC177), mRNA 


AJA/T 


Homo sapiens nypotneticai protem (HSPC155), mRNA 


AJA/T 0 1 £Afi 1 
XNIYI U 1 04 \J I 


Homo sapiens nypotneticai protein (HSPC138), mRNA 


NM 016400 


Homo sapiens Huntingtin interacting protein K (HYPK), mRNA 


AJA/T AI^O/; 


Homo sapiens hypothetical protein (HSPC129), mRNA 


NM 016391 


Homo sapiens hypothetical protein (HSPC1 1 1), mRNA 


JNJVI u l j y J 3 


Homo sapiens hypothetical protein (HSPC016), mRNA 


AJA/T r\i CQOO 

iNivi uijyjz 


Homo sapiens hypothetical protein (HSPC014), mRNA 


AJA/f f\l £L 1 "70 
INJVl_U i 0 1 /2 


Homo sapiens putative glialblastoma cell differentiation-related (GDBR1), 

-__T> TvT A 

mKJNA 


NM_016194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 

•at-iTD XT A 

mKJNA 


AJA/f 01/^1 QA 

iNivi u i o i yo 


Homo sapiens KJLAA0682 gene product (KIAA0682), mRNA 




Homo sapiens nucleoporin 62kD (NUP62), mRNA 


rvivi \j i o i y d 


Homo sapiens M-phase phosphoprotein 1 (MPHOSPH1), mRNA 


NA/T OI^S-nO 

1N1VX v/ 1 OJ O U 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protem (CINP), 
mRNA 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NM_0 14886 J 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM^014035 


Homo sapiens SBBI31 protein (SBBI31), mRNA 
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NM 014S68 


Homo sapiens rine fineer orotein 10 CRNF1CA mRNA 

*■* **^y m. wx x kj i 1A1 Q i^ V Will X \y ^iVL 1 JL 1 \J J j 1 til VI X X 


NM 014092 


Homo sapiens PR01575 protein fPR01575 > l mRNA 


NM 014138 


Homo sapiens PRO0659 protein (PRO0659), mRNA 


NM 014135 


Homo sapiens PRO0641 protein (PRO0641), mRNA 


NM 014134 


Homo sapiens PRO0628 protein (PRO0628), mRNA 


NM 014133 


Homo sapiens PRO061 8 protein (PRO0618), mRNA 


NM 014076 


Homo sapiens PRO061 1 protein (PRO0611), mRNA 


NM 014074 


Homo sapiens PRO0529 protein 0PRO0529 , mRNA 


NM 014129 


Homo sapiens PRO0478 protein fPRO0478 > , mRNA 


NM 014126 


Homo sapiens PRO0365 protein (PRO0365), mRNA 


NM 014124 


Homo sapiens PRO0255 protein (TRO0255^ rnRNA 


NM 014121 


Homo sapiens PRO0233 protein (PRO0233), mRNA 


NM 014120 


Homo sapiens PRO0214 protein (PRO0214), mRNA 


NM 014118 


Homo sapiens PRO0159 protein (PRO0159), mRNA 


NM 014117 


Homo sapiens PRO0149 protein (PRO0149 , mRNA 


NM 014116 


Homo sapiens PRO0132 protein (TRO0132, mRNA 


NM 015364 


Homo sapiens MD-2 protein (MD-2), mRNA 


NM 014020 


Homo sapiens LR8 protein n\R8^ mRNA 


NM 014931 


Homo sapiens KIAA1 115 protein fECTA A1 1 1 mRNA 


NM 014901 


Homo sapiens KIAA1 100 nrotein fiCIA A 1 1 00^ mRNA 

J~J~\JXXi.\J jupi^/liij 1VJUTJ1 X X WW pxUl^'XXX ^ivXTXrV. X L\J\Jj^ 1 X XXVX >i XX 


NM 014908 


Homo sapiens KIAA 1094 nrotein (KTAAIO 0 ^ mRNA 

J-J.vyxxiv/ oup IvllO lvJuul X\J ™ L^X vJlv/lll ^ 1\XiLt\. X V «/ > 1 X XX.VX N xx 


NM 014906 


Homo sapiens KIAA107? nrotein fKIAA1072^ mRNA 


NM 014932 


Homo ^ar)ien<? "neiirolicri ri 1 fNT frlSTI^ nVRT^JA 


NM 014894 


Homo sapiens KIAA 10^6 protein fKTAA 1056, mRN A 


NM 014956 


Homo sapiens KIAA1052 protein fKIAA1052 > > mRNA 


NM 014928 


Homo sapiens KJAA1046 protein rKIAA1046 > i mRNA 

^- A a a iv uu|jiwiiu x.T»i i jt x_i x x v/ rv/ pi iviii y^x,^, xj jut x x v/ y ^ iiJxVl XX. 


NM 014909 


Homo sapiens KIAA1036 protein (!KJAA1036\ mRNA 

-*- *■ w v*^^* wx&k^ X. Via kl X X v/ *J \J 1. Will ^IxXl XZ X 1 \J J V/ ^ ^ lliiVL ^( X X 


NM 014939 


Homo sapiens KIAA1 012 protein CKJ A A 1 0 1 2^ mRNA 

iiviiiv r xvxixni u i ^ r t^iii ^i>j/Lfii \j ix> XXXANJ-^ixV. 


NM 014895 


Homo sapiens KIAA1009 protein rKIAA1009^ mRNA 


NM 014960 


Homo sapiens KIAA1001 protein fKTAA 1 00 mRNA 

11V/J.A1V/ uupivllLJ JX^» AJL Xi X X \J \J 1 |il V/LV/1X1 ^IVIXlTV 1 V V X J y llJxVL ll\ 


NM 014950 


Homo sapiens KIAA0997 protein (KIAA0997), mRNA 


NM 014934 


Homo sapiens zinc-finger protein DZLP1 (DZBP1) 3 mRNA 


NM 014023 


Homo sapiens KIAA0982 protein (KIAA0982), ipRNA 


NM 014900 


Homo sapiens KIAA0977 protein fKlAA0977 > k mRNA 


NM 014929 


Homo sapiens KIAA0971 protein {TCIAA0971 , mRNA 


NM 014935 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP3), mRNA 


NM 014937 


Homo sanien's SIflC Hnmpin-noTitaitiTncr innci tnl i^hncrVhntacF* 9 ^QA^ ,, 9^ -mTJXTA 

xwj. otij^/xwxxo uuv uv^rxxiaill wvll Lclllllll £^ XXHJolLLIl ^JllVJo|JilclLClL3C J 7 XilXvlN rt. 


NM 014902 


Homo sapiens KIAA0964 nrotein H<CTA A0964'. ml^NA 


NM 014898 


Homo <?anien«; KTA A0961 nrotein rRTTAAOQ^.1^ rrYRTsJA 

A auhiv/ ocXL^lV^llO X\XaTiTV/ J/Ul LJ1 U LV^XIX ^X^xuxxVVy Zs\JL J ? iXXXvXN A 


NM 014942 


Homo ^ ;anipT^ , ? finlrvnn rpr>pfit rfrimain f\ ( ATsJm? ml? TsTA 

iiViiiu OCXLJiVXXO ttXIJVJflXlX 1 V^^J^t-LL \_LwlllCXXll ^Zl ' \ *> tXJ f\J llXXVXNlX 


NM 014959 


Homo catii PT1 tlimnr lin-'Tecmlnt^H A F)-pr\ntQinin rr a-ntdorvn-ici- pQcnooA Tiii-i/a 

(TUCAN) mRNA 


MM 014952 


Homo sapiens KIAA0945 protein <1CIAA0945^ mRNA 


NM 014904 


Homo sapiens KIAA0941 protein TRabl 1-FTP2^ mRNA 


NM 014903 


Homo sapiens KIAA0938 protein (TCIAA0938^ mRNA 

* *.-%^»- i^rw^-i^ a via v xxxi xx wy «J u pi vvviii yxxJU xx x\7 «y \Jf J ^ IXJx\JL l-ti. 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


NM 014883 


Homo sapiens KIAA0914 gene product (KIAA0914), mRNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA 


NM 014966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens KIAA0889 protein (KIAA0889), mRNA 


NM_0 14936 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 


NM. 01 4940 


tt_ ■ T A a /\ o t j frr tt a a /*v <*i ^ ^ \ _ T"> ~k T a 

Homo sapiens KIAA0872 protein (KIAA0S72), mRNA 


NM 014943 


TT _ . - - _ _ • T^T A A C\ O C A . ftr T A A /\ O ^ A "\ T|\l A 

Homo sapiens KIAA0854 protein (KIAA0S54), mRNA 


JNM 014926 


Homo sapiens KIAA0848 protein (K1AA0848), mRNA 


"XTTV >f A 1 /lA/ic 

NM 014945 


Homo sapiens KIAA0843 protein (KIAA0843), mRNA 


NM 014924 


Homo sapiens KIAA0831 protein (KIAA0831), mRNA 


NM 014703 


Homo sapiens KIAA0800 gene product (KIAA0800), mRNA 


NM 014650 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


XTTV >T A 1 A /rr\ 

NM 014660 


T T ^ . - . * T^" T A A /\ /~i ^ ■* . /"wry ^ a a y\. x -v -r a 

Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


NM 014726 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


tvttv >r rv 1 yl /Ton 

NM 014690 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


XTTV AT A1 /lOAC 

NM 014805 


Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


NM 014869 


Homo sapiens KIAA0763 gene product (KIAA0763), mRNA 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


JNM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


NM_0 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 
mRNA 


"XTA AT f\ 1 A O A O 

NM 014848 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B), mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


XTK AT Ai A f C *\ 

NM 014652 


Homo sapiens importin 13 (IMP 13), mRNA 


NM 014867 


Homo sapiens K1AA071 1 gene product (KIAA071 1), mRNA 


XTX A~ f\t A O C\ 

NM 014852 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


XTTV jf /"VI A *C £Z~i 

NM 014663 


Homo sapiens KIAA0677 gene product (KIAA0677), mRNA 


NM 014648 


Homo sapiens KIAA0675 gene product (K1AA0675), mRNA 


Tvnv>f ni Anna 
JNM U14//y 


Homo sapiens KIAA0669 gene product (KIAA0669), mRNA 


"K.TTV AT f\1 /)01 1 

JNM 014811 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


XTA >T ai yion 
JNM U14M/ 


TT -_ . ■ _ T A A l\ f A A i # frr ta a r\ s~ a a n t> \ t i 

Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


XTA AT AI CA/I/T 

NM U 1 SU4o 


T ¥ _ ^- * — _ Tj^ T A A /\ Af*f^ a * S*Ta*"^ a a yx y r+ x t a 

Homo sapiens KIAA0625 protem (KIAA0625), mRNA 


XTA /f Ai ACC\A 

JNM U 14694 


Homo sapiens ICIAA0605 gene product (KIAA0605), mRNA 


XTA >T A 1 yfOI 

JNM 014632 


Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


NM 014749 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 


XTTV /T A1 A £Z £Z Ci 

NM 014668 


Homo sapiens KIAA0575 gene product (KIAA0575), iriRNA 


XT\ AT A "1 ^ "7/"\ (\ 

NM 014709 


Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 


XTA /T AI "Anf\ A 

NM 014/04 


Homo sapiens KIAA0562 gene product (KIAA0562), mRNA 


XTTV AT A 1 /I 'lAA 

NM 014790 


Homo sapiens KIAA0555 gene product (KIAA0555), mRNA 


XTTV AT AI >1T>1 

NM 014731 


Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


XTA AT ai /nm 
JNM_U 14 Jy$ 


X_X H ^ _ — _ • A X^ X A A f \ C A ^n *1 a firy t A A f\ IT A \ t\ f a 

Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 


XTA/f H1 / QIC 

NM UJ.4&ZJ 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08), mRNA 


XTA /T A 1/1 CM A 

JNM U14o4U 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


XTIi AT f\ 1 A X"0' , \ 

NM 014682 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


XTA AT /"VI /IOC1 

NM 014851 


XX X/" X A A /A j4 yx -* x-w y "W a A /"\ A aT\. V ^ t A 

Homo sapiens KIAA0469 gene product (KIAA0469), mRNA 


NM 014638 


xiuiiiu txipiciia x^AJr\jr\\jHD\) gene prOQUCl \ISJlC\J\\j £ + 7 j\) ) i mivLN/V 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (TGAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (TOAA0427), mRNA 


NM 014631 


Homo sapiens KIAA0418 gene product (1OAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (TCIAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mRNA 


NM 014717 

± N XYX \J X ~ / X / 


Homo QsmienQ TCTA A01Q0 crpnp nroduct fPCTAAOlQOi mRNA 


XNXVX \J X tUOU 


TTomn canjpnc "K"TA A0155 crpnp nrodnrt (TCTA A0155^ mRNA 


NM 01487? 

XN XYX \J 1 tO / 


Uaitia Qftrnpnc TCTA A0154 crpnp nrnHiirt rK"TAA0154^ mRNA 


NM 014R30 

X N XYX UltOJU 


TTomn QanipnQ TCTA A 0159 crpnp nrorhict (TCTA A0159^ mRNA 

XXU1I1U oajJlv^Ilo IVxrVrVU J JZ- gCllC LJIUIXUVI ^JVIxVTVU u ~J JL, J y IXIxXXN-TTl 


NM" 014616 


T-Tomo ccimpnc T?ch cm t on -in* 3 THir*! pr\+i rip py p Vj on op tci r^f" r\T* T? o 1 r~»T-^ ^ 1 A 
XXvJIilLi idpiCIlb xvcU ^UalllllC IIUUICLRILIC CAL/IldllgC XaOLUI Xvdi. VJx O 1 -TV 

fRALGPSlAi mRNA 


NM 014615 

X N XVX \J X T \J J 


Homo cflnipnc; 1CTA A0116 apnp nrnHnrt H<TTA A0116i mRNA 

XXVPXXXU OaplUlJ XVX^V-T\.V/-?^VI gCXlt/ yJL UUUb L ^XVXTLriU JJUy) IXXXVLN-Tx 


NM 014S03 


TTomo <;anien«; TCTA A0115 apnp nrodurt t'TCTA A0115^ mRNA 

ixuiiiu oupiwixj lvxrirvvj j j ^t/iiL/ |jxvju.lxl/L ^i\xrxri.V/ j j j y } iixlvxnxTl. 


NM 014844 


Homo «?anien<5 XTAA012Q crpne nrnduct fFCTA A 01 29 1 mRNA 


NM 014821 


Hnmn <;anien<? TCTA A01 1 7 apnp nroHnr.t fFCTA A01 1 7^ mRNA 

iJLUinu juuiLi lo i\ i rvrvvj x / gt/iiu Lyx vjvxliv»'1. ^xviiLrvv j x / y ? xxxxvXNxx, 


NM 014699 


Homo saniens KIAA0296 eene nroduct rKIAA0296^ rnRNA 


NM 014742 


Homo saniens KIAA0955 aene nroduct TKIAA0255 i mRNA 


NM 014734 

X ^ XVX \J X T / «J *T 


Homo ^aniens TCTA A 0247 crpnp nroHunt HCTA A0247i mRNA 

XXV/X1XCF OixLyX^iXo X\ 1 rXjTWf^^t I Uyl WLILI*^ L ^IVXiTLTl.Vi-'T / ^5 XXXXVXNxx, 


NM 014760 

XNXVX Vv J. " / \J\J 


Homo sarnpns TCTA A02 1 8 crpnp nroduct HCTA A02 1 R i mRNA 

XXWXX1W OtAl/lwi lo IVulTvuZ/ 1 U cilk^J.lw LJXvJvXIXwL ylvJxlilUx. X O / ? IXIXVXNxx 


NMJ)14735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


NM 014610 

IN XVA KJ X tUJ \J 


Homo ca-nipnc 'K'TA A 09 1 1 rrp«n<=» T-\rr\Hnr-t fTTT A A 09 1 1 ^ mRTvJA 
xxUIIHJ bctpiCIld JNJLfVrVL/Z, X X gene piOUUCL ^JVJ-rVrVV/Z, X X ) 9 IllXvlN^V 


NM 014744 

XNXYA V X^T / 


xxOXIHJ baJJlCLlb JSJLt\~r\\JZ, I \J gCXLC prUUtlwl \±\*lx\x\.\j£. L\J), iXxxviN^V ! 


NM 0147?^ 

XNXVX Ul 4 !/ 


xxoixio sapiens xvi/v/vuioy gene proQUCi ^ivij^-rvuxoyj, nixviN/\ 


NM 014753 


Homo sapiens KIAA01 87 gene product (KIAA0187), mRNA 


XTM 014701 

XNXYJ. UIH-/71 


xxomo sapiens UKeiy oirnoiog 01 maternal emDryonic leucine zipper Kinase 
fTCTA A01 75VmPNA 


NM 014746 

XNXVX UlH/tU 


TTomo canipnc TTTA AH1 ^1 rr<=»n<= T^ro/^nr^t /'l^'T A AOI \ ml? TsJ A 
XXVJII lU J5d.picllt» JVUVtiU 1 0 1 gCnc prUtllXC'L ^JS^LfTL/TL.V/ 1 0 1 Jy 1 1 1 tv J.N 


NM 014611 

XnXYX vIHDjj 


"Homo c? on tic TiTTA AOI rrp»n#a nt*rvr!iir«t ^TTT A AOI ml? XT A 

xxijiiio bdpieiib xvx/-vrvu I j) j gene prou.uL'i ^JVxrv/iuijj ^, itixsjlnxtl 


NM 014009 

XNXVX V/ X *rU UZ 


xxomo sapiens xisjcv-reiatea Kinase epsuon, lnuuciDie iKappat> Kinase ^ijsjsjc/J, 

mRNA 

llXx\JLN/\ 


NM 014847 

XNXVX UI'tO't/ 


Homo Qnrvipnc TCTA AOI 44 ap-we* nrorliift (\C TA AOI 44^ mRNA 


NM 014771 

XNXVX V/X*t/ / J 1 


Homo cnrtipnc TCTA AH1 xll rr<=»nF' i-\-r/^r1nr»t (\£ TA AOIZl^ mPNA 
iiUIliU bapieixb XVl/Vrvv i*ti gCXIC piOUUL-L ^XSJ_rVjrV\J 1H1 J, IUx\J.N/Tl 


NM 014649 


Homo Qjmipnc: K"TA A0 1^5? crpnp rvrnHiirt /TCTA AOI ^Ri mRNA 

XXU111U odL-UC-lli) JXXnxiul JO gCHC JJXUvJUIwl ^J\xfxr\.v/ 1 J , XIXXXXN-Ti. 


NM 014792 

x ™ xvx v/ x r / x« 


Homo <5flnipn<; TCTA A01 9S crpnp nroHnrt HCTA AOI 9S i mRNA 

X x\J 11 lw oCXiyl&Xlo J\xru\vlXiJ gwllW IJX v*-tlXvL ^X\XrLTl.V X £*-J / 5 XXXXvXNxv 


NM 014999 


Homo cjanipn?; PCTA A01 1 8 rrrntpin HfCTA A01 1 8 1 mRNA 

XXVSXXXU OcLjJtC'llo IVXrVrvv 1 XO kJl V7 LV^lll 1 i\^L\.\J x x lXXXVXNxx 


NM 014740 


Homo sanien*; TCTA A01 1 1 crpnp nroduct fKTAAOl 1 1 i mRNA 

X X W1J.1V/ Oupivllo lVlflTlv 1 X X fcwllv L^X UUUw l» ylVliLTlU 1 X X y 5 llXXVXNxx 


NM 014673 


Homo <;ar>ipnc: TCTA AOI 0^ opup nroHurt fPCTA A01 0^ mRNA 

iiuiiiu od-Lyj&ixo ivxrxriv 1 v j gt»iit» ^jl w^i uiv/ u ^xvixltvu x \jj>jy xxxxvlnx*. 


NM 014736 

X n XT JL \J X ■ / \J 


Homo <?arneri<; TCTA A01 01 ffprip nroduct fTCT A AOI 01^ mRNA 

iiv/iiiu oajpiwiio ivxrxrxu x \j x g^iit/ yjx uuuv l ^x^jlttlxA-v/ x \j x / 5 xixx\_lnxx 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


NM 01467Q 

XNXYX \JX*tW/Jt 


Homo ccvrvi^nc liTTA A 0009 apnp T4fnr1iir»t /HfT A A^OQ9^ mPXTA 

numu bapienb rvJLrw-vuu-^z- gene protiuvL ^Jvi/vfiuuyz^, irixviN -rv 


NM 01476Q 

X N XVX \J X *T / 


Homr\ cQniPrtc T^TA AOOS7 apnp -r»T-/^r?nr*t /T^"TA A OnST\ -ml? XT A 

xxuino sapiens xs^x/\/\uuo / gene proauci ^xsjt\/\vjl/o / j, ixLiviN/v 


NM 014877 

XX XVX V/XTO/ / 


Homo Qnm'pnc nplioacp "KTA A00S4 ^TTT A A00^4^ mRNA 


NM 014716 

X X XVX \J X *T / X \J 


XXUIxHJ oapiCIIo C-CULcllXxlIl, UCLd X ^V>HXN X Xj X J y IILtvlN f\ 


NM 015161 

XNXVX V/ 1 J JU1 


xxoxiiu bapieiib ivjjn uuniani ^Ljuitib suxgie-siraxiLicu. miL/ieiC/ aoius j containing 
rR3HDMi mRNA 

^XvJXXX/lVl Jy 1 11XVJL Nvv 


NM 014880 

X ™ XtX V 1 lUUv 


Homo <5anipn<; TCTA A0099 crpnp nrodnrt TTCTA A0099^ mRNA 

XXV/XXXW odJJltllo xVXzj^txV/V/Z.^' gX^llVx jJIUIXLXI/L ^JVLriXxV u Jy XlXIVXNx*. 


NM 014878 


Homo saniens KIAA0020 &ene nroduct (TCTA A0020i mRNA 


NM 014665 


Homo QfmipnQ TCTA A 001 4 crpnp nroduct (KJ A A 001 4i mRNA 


NM 014671 


TTomo oanipnc nni/iiiitin-WAtPiti i cnnpnli rip l-irr^icp ^P'i^ ATT A A OOI (X\ TnT?XTA 
XX\JlliU bdpiCIla IXUlV^Llllill-JJl VJLClXl IdUpCpilLie UgdoC \LU J \ IM AWW p lllj IliXxJLN /T. 


NM 014637 

X n XVX V/ X / 


Homo <3?mipn<; TCTA A 0000 crpnp nrnHnrt HFCTA AOOOQ^ mRNA 
xrxdiiiw cxxpiciio ssjLt\j^\j\j\j*7 gene piLrU-iid \ss*iJ\j*L\J\j\jy)y xixx\J.Nx^ 


NM 015384 


Homo sapiens IDN3 protein (IDN3), mRNA 


NM 014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), rnRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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NMJH4176 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 
(HSPC150), mRNA 


NM 014173 


Homo sapiens HSPC142 protein (HSPC142), mRNA 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mRNA 


NM 014171 


Homo sapiens postsynaptic protein CRIPT (CRIPT), mRNA 


NM_014169 


Homo sapiens HSPC134 protein (HSPC134), mRNA 


NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


tt T"Tj*j*"j j" a* VX /"¥" TT T 1 XTX \ __ TTX *T* A 

Homo sapiens Huntingtm interacting protein B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protein (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protem (HSPC053), mRNA 


NM 014148 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


NM 014147 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase l2kDa (SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA ! 


NM 014028 


Homo sapiens HSPC019 protein (HSPC019), mRNA j 


NM 014026 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


NM 015603 


Homo sapiens DKFZP586M1019 protein (DKFZP586M1019), mRNA 


NM 015537 


Homo sapiens DKFZP586J1624 protein (DKFZP586J1624), mRNA 


NM 015584 


Homo sapiens DKFZP586F1524 protein (DKFZP586F1524), mRNA 


NM 015677 


Homo sapiens hypothetical protein (DKFZP586F1318), mRNA 


NM 015416 


Homo sapiens DKFZP586A011 protein (DKFZP586A011), mRNA 


NM 015513 


Homo sapiens DKFZP566D213 protein (DKFZP566D213), mRNA 


NM 015509 


Homo sapiens DKFZP566B183 protein (DKFZP566B183), mRNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKFZP564M082), mRNA 


NM 015455 


Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP564G092), mRNA 


NM 014044 


Homo sapiens DKFZP564G0222 protein (DKFZP564G0222), mRNA 


NM 015658 


Homo sapiens DKFZP564C186 protem (DKFZP564C186) ? mRNA 


NM 015654 


Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


NM 015535 


Homo sapiens DKFZP564A2416 protem (DKPZP564A2416), mRNA 


NM 014034 


Homo sapiens DKFZP547E2 110 protem (DKFZP547E2 1 10), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), mRNA 


NM 015515 


Homo sapiens type I intermediate filament cytokeratin (HAIK1), mRNA 


NM 014064 


Homo sapiens AD-003 protein (AD-003), mRNA 


NM 014517 


Homo sapiens upstream binding protein 1 (LBP-la) (UBP1), mRNA 


NM_0 14294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy-1 gene (DKKL1 -pending), mRNA 


NM_014445 


Homo sapiens stress-associated endoplasmic reticulum protein 1 ; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NM_0 14504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 
mRNA 


NM 014589 


Homo saniens nhosnholinase A2 qtoud 1 1 E fPLA2G2EX mRNA 


NM 014471 

i. N XVA V/ X i 1 / J. 


Homo sanienR serine nroteaRe inhibitor tCazal tvne 4 TSPINK4^ mRNA 

XXVXAXXVX O CX J_/ ivl AO Owl XXI w ^ilV/lvdiJV X 1 IX 1 1 LX JL LVXX ^ X».<4 f »C 1 1 \- Jf pV T ^ ' -»- *- "yj *• 


NM 014S91 

i- > XVX VJ X i VJ-X X 


Homo Raniens PDGFA aRsociated nrotein 1 fPDAPIV mRNA 


NM 014308 

1 liVX VX X T \J \J 


Homo Rani ens nhosnhoinoRitidp-^-lcinaRe reeiilatorv subunit. Dolvnentide dIOI 
(P101-PI3K),mRNA 


NM 014359 

X > ± YX VX X ~ ~J *J ^ 


Homo saniens onticin fOPTCTi mRNA 

xxviiiv oupiviiij upuviii yvyx x xxxxvx>x x 


NM 014515 

X 1J.T1 \J X r«_/ X *X 


Homo saniens CCR4-NOT transcrintion comnlex subunit 2 f CNOT2V mRNA 


NM_0 14360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


NM 014371 


TTnmn RanipriR npicyhhrvr of* A-VinaRf* anplioriiio^ nrotfin fNATCAPOS^i tnRNA 


TsJM 01414? 


TTriTTifi Q5*TfcipriR TTiitopliOiiflTial pafripr VinTnolocr *7 ^T\AT , (^* , T-f^^ miplpar apnp 

encoding mitochondrial protein, mRNA 


NM 01 S71 ft 

xNlVx I/IJ / 1 vJ 


TTrvmn QnTiiPTiR A^icQiianpn/Nj 1 l^-Tplafpr! IHtiarp rA^TNTPCi inT^N^A 
XiL/iUV-f 2>ci|Jit/iia ! Vxxool id j._ft_-ii/ x. N ixx. _ i tiaicu ivxi laoc ^ivxJ-i.>xv j f llli.vJ.Nxx 


IN iVJ. v/ itJJO 


Hnnin cani p-n c (^-tvrip ( pfllpiiim flptiPtiHpTit pnTi^oHA/rlTatp-TPPo<Tnii"ioii domain*! 
Ipctin Rimerfamilv member 9 fCT FCSFO'i mRNA 


NM 014552 

X^f JL.VX VX A "w* «X 4* 


Homo saniens LBP nrotein 32 TLBP-^^^ mRNA 

XXVXX1XVX OCipiVl 1 J X I X_X 1 mj \ V jXJ 1 tmr J ^ XX XX VX > X X 


NM 014247 

X 11TX V X l^^— I / 


Homo saniens PDZ domain containing guanine nucleotide exchange 
factor(GEF)l (PDZ-GEF1), mRNA 


NM 014267 


Homo sapiens small acidic protein (IMAGE 145 05 2), mRNA 


NM 014597 


Homo saniens acidic 82 kDa nrotein mRNA (1181-115^52^ mRNA 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


NM 014362 

J. > X. YX VX L^T \J 


TTorno RanipnR ^-nvHroxviRoHiirvi^1-(^opti9 , vmp A hvdrolasp (\-\ 1 K(~!T-T^ mRNA 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


NM 014SR4 


"Homo QjmipTiR FROI-lilrp pprpvi^iap^ TFRD1T ^ mRNA 

XHJ111U odJJlCllo x_/JVv^ 1 111VC ^O. L/ClCVlolaCy \X_»XvW 1 1— > J 5 lllXViNxx 


MM" 014167 


XxvJlllVJ ocxjj lCllo liy JJIJlllC LILal JJlUlClll, ColiaUlVJl lilLlLlL/CV-l \^J_xx-XVJ_> lilxvlN xx 


NM_0 14366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 
mRNA 


NM_014380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein I 
fNGFRAPH mRNA 

^1>VJ1 XVXXX 1 J , 1 1 1J. VX N XX 


NM 014890 


Homo RaniptiR downrpcriilatpH in ovarian panrer 1 ^FiOf^l^ mRN^A 

JLXVJlllVX 3<xpiV/llC5 \J.\J Will t/gVXlClLV^^J. Ill VX V XXX iXXll \j(XL IVvV^/l 1 ^JLVV^V_^ 1 J ? 1 1 XX VJ. > XX 


NM_0 14595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 
mRNA 

1111VJ. > xx 


NM 014316 

X^CXVX \J L ""T J X \J 


T-Tomo RpnipnR ralniiim-rpcml a tpH Vipat-RtflKIp nrotpin f?4VF)^ rr^RT-TSlP-^4^ 

mRNA 


NM 014430 


Homo saniens cell death-induciner DFFA-lilce effector b rCTDE'R^ mRNA 

XXV/illV ijUpivllu wwXX U^ulli IX IVXIXVliiC AS X X X V XlxVv wXiwlvl LV ^ V — '11/ X-J1S J 2 lilXVLIX X 


NM 014400 


Homo saniens GPI-anchored metastaRiR-aRRociated nrotein homoloff TC4 4A^ 

X X VX X X XV/ kJUpiwlliJ VJX X CXXXWXXVXX vVX IXlVv LCXC* IdO lO OOOVWllXlvU UlvlvllI ilVlliVlVXg \ I > TX 

mRNA 


NM 014408 


Homo sapiens similar to yeast BET3 (S. cerevisiae) (BET3), mRNA 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RJP60), mRNA 


NM 013943 


Homo sapiens chloride intracellular channel 4 (CLIC4), mRNA 


NM 013433 


Homo saniens karvonherin beta ^b transnortin fXRN2^ mRNA 

XXVXXXXVX OWplwiikJ 1VUL J VXJ-fXXVvX XIX 1/VlU *^Uy LX CXXXO fJ \JX VXXX y XXVil^yj iXX*."V^TXX 


NM 013435 


Homo saniens retinal bomeobox nrotein TR"5Ci mRNA 

X X VX X X XV/ OCi|^lVXiu 1 V IUXIX1 XXVXXXXVvVX VXV/XV i^/X VX LVvXXX yXV^Vy, IIILVX IX 


NM 013377 

X VX X mJ m-J 1 I 


Homo saniens hvnothetical nrotein ^DlvF7n4^4H0417 * mRNA 

X iAx 1 i i vX l3cxjp»x v^xxo xxjf j_/vx LXlv^ H V/Cll j^l yj Lvvlll ^LxlvJ. x^|x"J^JJ V~ 1 / J ? lliXVl^lXX 


NM 012297 

1 ^IVJ. V/ X a^jLj ^7 I 


Hnmn RanienR RaR-rrT'PaRp aptiva finer nmtpin STT^ domain-bmHincr nrotpin 0 

ilUinU x^/XXO ivao V_J xx flat/ aULl VaLllig, Lxl vX Lt/lll Oil- f vxvxilicilll LXXxlvXlllg txx \J Lvvlll x^ 

fKIAA0660) mRNA 


NM 013286 


Homo sapiens chromosome 3p21.1 gene sequence (HU1\1AGCGB), mRNA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP) 3 mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22) 5 mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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XT\ if A1 1 A f\r\ 

NM 013400 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


NM 013240 


Homo sapiens putative N6-DNA-methyl transferase (N6AMT1), mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MA5), mRNA 


NM 013275 


Homo sapiens nasopharyngeal carcinoma susceptibility protem (LZ16), mRNA 


NM 013312 


Homo sapiens hook2 protein (HOOK2), mRNA 


NM 013332 


Homo sapiens hypoxia-inducible protem 2 (HIG2), mRNA 


NM 013308 


Homo sapiens platelet activating receptor homolog (H963), mRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protein (GLIO703), mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM 013333 


Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN), mRNA 


NM 013395 


Homo sapiens protemx0008 (ADO 13), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM_0 12461 


Homo sapiens TERF1 (TRFl)-interacting nuclear factor 2 (TINF2), mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNW1), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


NM_0 12431 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens RJNG1 and YY1 binding protein (RYBP), mRNA 


NM__0 12420 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 
mRNA 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5 -nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NMJH2390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 
mRNA 


NM 012346 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM_012339 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 
7), mRNA 


NM_012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2), mRNA 


NM 012332 


Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48), mRNA 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM4), mRNA 


NMJ) 12294 


Homo sapiens guanine nucleotide exchange factor for Rapl; M-Ras-regulated 
GEF (K1AA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated protein 1 (KIAA0132), mRNA 


NM_0 12285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 4 (KCNH4), mRNA 


NM 012267 


Homo sapiens hsp70-interacting protein (HSPBP1), mRNA 


NMJ) 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 
mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


NM_0 12204 


Homo sapiens general transcription factor mC, polypeptide 4 (90kD) (GTF3C4), 
mRNA 


NM_0 12086 


Homo sapiens general transcription factor 1HC, polypeptide 3 (102kD) 


NM_012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM_ 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type H, alpha 



312 

BNSDQCID-. <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 









XJLUIllU oapidlo WClltaUI III, dipila 1 ^V^JDIN 1 .TV 1^, IliXXlN^V 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


MM" 007^SR 

INIVI \J\J I D J O 


XlUIllU odplCIlb piiLo-LlVC \-Jir\r\. UlllUIIlg piUtCUl ^IVljfU^, IIIXVIN^A. 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1), 

nVRlSJA 
IlilvIN/A. 


"NTM" 007^60 
IN XVI uu / D\jy 


numo bapiciii> vjr-pioieiii coupieu receptor ^ivij/Z^, iiirviN/\ 


NM_005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
suounit c ^suounit y), isoiorm z ^Air dvjz^, mjxiNA 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon l subunit (AP4E1), 
miviN/\ 


JNJYl UUZO/J 


riomo sapiens piexm r3 i ^\Ly\JNx5 i ), mKJN/v 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 

mP\TA 

miviN/\ 


"Miv/f ooa^47 

lNlvl_UU^O't / 


riomo sapiens iN/vuri uenyarogenase ^uDiquinone^ i oexa suocompiex, h ^idkij. 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


"MTV/f 0071 1 ^ 
1NIV1_UU / 1 1 D 


riomo sapiens tumor necrosis iacior, aipna-maucea protein o ^iiNP/\ijr oj, 


"NJA/T 007917 
INIVI UU / Z 1 / 


xionio sapiens prograiiunea cen aedin lu yr ljk^lj i u niiviN/\ 


XTM" 00796Q 

INIVI UU 


xiomo sapiens syntaxin Dinomg proxem j ^oiajjij itlivln/v 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 

gainillaj ^OkMvJ^, mivINrV 


"MIVT 0079R9 


xiomo sapiens ring linger proiem ij ^isJLNr' uj, itlivin/\ 


xnwr 00796S 

INIVJI UU / lOJ 


iauiiiu 5>d.piciic> oupprcbaor oi o. cercviMdc gcrz ^xtovji i ^, iiixviN/\ 


"NTM" 007993 

INIVI Vv/i.iJ 


jiuiiiu bdpiciib puuiLive vj proLCiii Luupicu receptor ^v»ta rv#, inrsJ.N/\ 


NM_007192 


Homo sapiens chromatin-specific transeription elongation factor, 140 kDa 

QiiViimit ^FAPTP140^ mT?>JA 
iuuuiUL ^rAV^iriHuj, iiir\_LN/Y 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


"\r\/T 00700^ 

INIVI UU/UU3 


riomo sapiens jo^jq-i protein ^rs^ri- 1 j, nixvLN/v 


"MA/f 007010 


Homo sapiens ubiquitin-conjugating enzyme E2C (UBE2C), rriRNA 


TvTA yf H070AA 


Homo sapiens serine/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 


TJA/f 0070^9 

in ivi_u u / uoz 


nomo sapiens nuciear pnospnoprotem similar to o. cerevisiae rwri ^rWri ) y 
mPKTA 

IltTvIN^V 


"MM 0070R0 

1 N 1VX VU /vOU 


XxUIlIU £>a.piCil£5 Oiil piOtClil r ^Jt^OIVlO^, IIIrvIN/A. 


>j]wr 007079 

INIVI UU/U/Z 


Wnmn cciTMVno tTPPV T-T T XP occnnioHnrr 9 /"PTT-TT A 9\ mP TS.T A 

rioriiu bapicnt> nniv v -n jl r rv-associaung z ^ixiiJ_v/-vz ituvina 


"NA/T 007077 

INIVI UU / U / / 


noiriu bapiciib auap tor-re latea protein complex h, sigma i suounit \ k /vr*to i ^, 
mRNA 


7MM 0067S1 

INIVI UUU / J 1 


nuiiio odpiciib opcun t>pcL-iiio antigen z ^oojt^\zi, iiirviN/\ 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


xnv/r OOAR^I 
INlVl UUOOJ 1 


nomo sapiens glioma patnogenesis-reiatea protein ^rvi vr ij, mxsJNA 


XNIVI UUOo 1 D 


riomo bdpienb coateu vesicie memorane protein v.rsJNr^z^f^, nu\i\/\ 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1A 

^I^JTJT I I\I/Tl;, nirviN/\ 


"NTM" 00^891 
IN IVI_U U O O Z D 


riomu sapiens protein Kinase ^c/\iVLr-aepenaent, cataiyticj mniuitor aipna 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMPS), 
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mRNA 


NM 006676 


Homo sapiens ubiqiutin specific protease 20 (USP20), mRNA 


NM 006662 


Homo sapiens Sn£2-related CBP activator protein (SRCAP), mRNA 


NM_006692 ! 


Homo sapiens DNA-bmding protein amplifying expression of surfactant protein 
B (SPBPBP), mRNA 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM_002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_006627 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NM_006648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 
mRNA 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2), 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 (IMP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), rnRNA 


NM_00657S 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM 006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM_006678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35), 
mRNA 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1), mRNA 


NMJ)06584 


Homo sapiens chaperonin containing TCP1, subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL2-like 1 1 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM 006628 


Homo sapiens cyclic AMP phosphoprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SNARE; homolog of S. cerevisiae VTI1) (VTI2), mRNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (AD A3, yeast homolog)-like (PCAF 
histone acetylase complex) (TADA3L), mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 1 


NMJ)06409 


Homo sapiens actin related protein 2/3 complex, subunit 1 A (41 kD) (ARPC1 A), 
mRNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM 006142 


Homo sapiens stratifin (SFN), mRNA 


IN 1VX__U 1/ 0*4 D D 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM_006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA j 


NM^006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM_006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA ! 


NM_J)06239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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mRNA 


NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
0POLD2) mRNA 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
8 (NEDD8 , mRNA 


NM 006369 


TTomo saniens A/fT7F1 nrofpin fiVfT TP 1 ^ mRNA 


NM 006441 

i. nil vw ■ r x 


TTnmo sanienQ S 10-mpthpnvltpfrflhvo'rofolatp ^vnthptaQp f S- 
fbrrnvltetralivdro folate cvclo-H{?ase^ fMTTTFS i mRNA 


NM 006309 


Homo saniens leucinpHcn renpat Tin T^T-TH intprartincr nrofpin ^ fT.RRI'TP'?^ ' 

A 1U oa^/lvllO AWUVslllV 111/11 IvpV/ill v J — 'XX / llllvl Llllg P \J UV' ill 1 JL/1\X\1 XX ) •) 

mRNA 


NM 006330 


TTomo ^anien^ Iv^onho^nholiTva^p T fT YRT mRNA 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


NM 006^9*; 

X^IXVX V/VUJ7J 


T-Tfvmr^ wnipnc nTiimiitin f*r>ti\m Hno" Pti7\nTiP Ih 1 -rvrrvt^iTi ( f-r^I A *7\ mPXTA 

X XWlliU odpidlo LiLJlLjUlllll tXL'll V dllllg Wll.c»y XX1C J_y X llivC piUlClll ^\Jlj/\ / ^, llXXVl N-fA. 


NM 006^22 

X^tXVX VVUJ 


TTomo QaoiPTiQ ^ninHIp nolp noHv rvrotpin ( C^(~*\ i '~k\ tyVRTsJA 
xxlixxiu sapiwio ojjiiiu.it> jjvjiv/ \j\j\xy pujtc^iii ^vjv^x «j 1 1 xxvi > f\. 


NM 006141 


TTomo QfioipriQ Hvnpin pvtonlflQTYiif* lioTit intfM*rn#»rHn1~F» nrt1\/npntirlp 0 ^TjIsTOT T^ i 

XXVJIXILX odpit-ilo LXjrllGlXl, \>jf IVJLJICIlMIIIv-', ligliL lllLd lllCUlclLv^ pLM j'pC'P ULiC ^iMi f lz.^ 

mRNA 


NM 006416 


TTomo ^fmiPTi^ ■soliitp rfnripr fflmilv 3S ^(^^/TP-^ifilip ?*piH tr^nciooTtpri tnpmlipr 1 

X X\JXH\J oapiV^llO OU1UIU l/dllll/1 xa.llliljr ~> ^V_^-1VXX OlCLllly CiL'lLl lldllopUl LSuLJ) illClllU'C/l X 

(SLC35A1), mRNA 


NM 006349 


TTomo ^atiipn^ "nntativp nvplin 01 in tpra flinty TirotpiTi ^PGI H mRTsTA 

JLXKJlllXJ OClyJ lO LilCl L1VL Wj^Vllll U 1 111 LV»^X Lll lg, LJlULtlll il/j 1 1 1_1V_1 N iA 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


NM 006430 


TTomr* Q5mif*nc r*Vi unfair* tiiti r»r\nt5*i"ninrr T'f^'PI cnT»nni1" 2l /Vl^lfc*^ tC^C^TA. 1 tviT? T\T A 
AX-vJillU dClplClia L/llcipC'lUlllll UUllLcllllllI^, XV^JTi, oUtJUIlll *+ ^U-ClLdy ^vUl^Ty, lIlxVlN/A. 


NM 006431 

ANJLVJL yjyjvj^ l 


TTomo QflnipriQ pTmnprnm'n pnntainincr r T(^'P1 cnTiiini+ 0 (\\f*tsk\ (C^C^ r V0\ mT?TsJ A 


NM 0CP810 

J. 1 1VJL VUmU 1 V 


TTomo cofii Pn c nrnfpfi cnmp ( nrncnmp m5ir* - rr\T>5iin^ ciiT»iiTiit r»An-ATPacp /i 

1XU111U oapitllo 1^1 \J tv^CloVJllIt' y Lyl \JovlIlC 5 XllCl^l VJ Li dill ^ ^>VJO o LIU Lll 11 llwll~xA. X X a^L, *t 

CPSMD4i mRNA 


NM 00600? 


TTomo ^anipn^ iiT)iauitin carhoyvl-fprminal PQfprpiQP T ^ fnHinnitin tniolp^tpraQP^ 

JL1UU1U OClL/lvllO UU1U Lll Lll J vul UUA Y 1 lul llllllul LQlwlaOV I ' ' 1 UU1UU1U11 UUviwa LwX flov 1 

(UCHL3), mRNA 


NM 006068 


Homo saniens toll-lilcp rpcpntor 6 fTT Rfii mRT^JA 


NM 006100 

1 llTi A*\J\J 


Homo satjiens alnha2 l-<;ialvllTan«5fpra<?p fSTT^rrAT V"H mRNA 

JLlV/illv OcipiLllO O-iyjlia^y^J oiaijr 1U CulOlvl Cluw 1 u X > V IxiJL/ V Xlj llJXVLN/i. 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


NM 006063 


Wnmn cani p»n c cnrpnmpri c mi i cr* 1 (=» T\7"r^^"<=*i"n ATJ^T^iQTiST^ ml? TvT A 
XxL/lXlLX oCtUxCllo oCtlLvL^lllCl lLv lllLloLylC piCVLClll I^O/xJtVv-/V-/iJxl>l^, IIJxvLN/\ 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 
mRNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA \ 


NM 006039 

l^XVX UUUU J -7 


TTomn Qathphq pnnnpvtip Tf^c (^T\ir\r ixY\ctc % Tf\Y\[iCkCTf> motrnrvcp ve*r* f^Ys'i sxv "fomilx/^ 
AAUixiu idpicilb CllUULyjrHLv ICLyCpLUI ^IllctUI <J]JIl<lgC IllalillObC ICLyCpHJl lainiiy^j 

(KIAA0709), mRNA 


NM 00601 R 

X > XYX Ul/Uv 1 o 


xiviiiu Dcipiciib jjuLdLivc vyiiciiiLiivinc icucpuui, vjf i x -uiiiciiiig proLCiri ^jn.xYi/*+^, 
mRNA 


NM 006101 


TTomo wniPTiQ Viicnlv py t^tp* c c p*H i-n fatippr *rir*T» in 1^nr»iTi^> ln^r^+iaH -r^T^f^Q tc f T— TP (~^\ 
ixuiiiu aapiLiia iixglixy CApiCoaCU III LvaliL^Ci , IlLvIl 111 ICUVIIIC IlcpidU. ICpCdlb ^xxiJ/V_- y 5 

mRNA 


NM 006098 


Homo sampn*? O'lianinp miolpotiHp Kin Hi n cr ■nr , otf*in ^^T- r>rotf*in^ Kptn ■nol'vriRr^tiHp 

*-xksii±\j oci-L/iv^llo g,L4dlliliU HUL/l^^llUC UlllUlll^ pi L/LOlll ^VJ pi \J LL^lll J y L/C La. pUl Jf' pt^p L1L1C 

2-like 1 (GNB2L1), mRNA 


NM 005895 


Homo sapiens golgi autoantigen, golgin subfamily a ? 3 (GOLGA3), mRNA 


NM_006023 


Homo sapiens D123 gene product (D123), mRNA 


NM 006090 


Homo sapiens choline/ethanolaminephospho transferase (CEPT1), mRNA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCR1L1), mRNA 


NM 005827 


Homo saniens UDP-e:alactose transDorter related f[ TGTRFT 1 ^ mRNA 


NM_005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAP interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NMJ)05S43 


Homo sapiens signal transducing adaptor molecule (SH3 domain and IT AM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NM_005775 


Homo sapiens vinexin beta (SH3 -containing adaptor molecule-1) (SCAM-1), 
mRNA 


NM 005785 


Homo sapiens hypothetical SBBI03 protein (SBB103), mRNA 


NM 005862 


Homo sapiens stromal antigen 1 (STAG1), mRNA 


NM_005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


NM 005615 


Homo sapiens nbonuclease, RNase A family, ko (RNASE6), mRNA 


NM 005771 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


NM 005833 


Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 


NM 005687 


Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


NM 005796 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 


NM 005742 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


NM 005824 


Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 


NM_005861 


Homo sapiens STEP1 homology and U-Box containing protein 1 (STUB1), 
mRNA 


NM 005601 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


Homo sapiens melan-A (ML AN A), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHST4), mRNA 


NM 005828 


Homo sapiens WD-repeat protein (HANI 1), mRNA 


NM_005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


NM_005505 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor>like 1 (CD36L1), mRNA 


NM 005760 


Homo sapiens CCAAT-box-binding transcription factor (CBF2), mRNA 


NM 005795 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 
mRNA 


NM_005876 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


NM_005481 


Homo sapiens thyroid hormone receptor-associated protein, 95 -kD subunit 
(TRAP95), mRNA 


NM 005449 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NM_005419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 
(STAT2), mRNA 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


NM_005494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM_005466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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subunit c (subunit 9), isoform 1 (ATP5G1), mRNA 


NM_003418 


Homo sapiens zinc finger nrotein 9 fa cellular retroviral nucleic acid Hindinc 
protein) (ZNF9), niRNA 


NM_005151 


Homo sapiens ubiauitin specific protease 14 TtRN A- guanine transfflveosvla^ei 
(USP14), mRNA 


NM_005119 


Homo sapiens thvroid hormone recentor-assnciated nrntein 1 SO VDa Qiihimir 
(TRAP 150), mRNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1 A6), mRNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_005033 


Homo sapiens nolvmvositis/scleroderma autnanricren 1 (7^\cTY\ fPA/F^PT 1 1 
mRNA 


NM_005025 


Homo saniens serine for cv^teine^ rvrnteina^e inViiTviiYvr rlnHi:* T /'npnmcpmm > \ 

1AV1 "W ou|/iviio Ovl lllv V J' W*\±a&*j VJl \J L^Ultlo^ llAlllL/1 LVJi , v- 1 cl vJ V_~ X ^IICUX UoCl piily, 

member 1 (SERPINI1), mRNA 


NM_005023 


Homo saniens nrotein oeranvlpt^ranvllTanQferaQe tvnp T K<»t:a cnVm-nit / r T>f~if^'T1 T}\ 

*-»-v**avj ouyiviu p v/ivui c> ciiiy igui till y l LI ullolvl U-OW Ljr^Jw X, UCld oLiUtiXllL ^1 UVJl i. X3 y, 

mRNA 


NM_005020 


Homo sapiens phosnhodiesterase 1C cal modi lhn-denen dent C7Ci\cTi\ fPTYR IPi 
mRNA 


NM_005017 


Homo sapiens phosphate cvtidvlvl transferase 1 choline aloha isoform 
(PCYT1 A), mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 (P84), mRNA 


NM 005101 


Homo sapiens interferon-stimulated protein, 15 kDa (ISG15), mRNA 


NM 005122 


Homo sapiens nuclear receptor subfamily 1, group I, member 3 (NR1I3), mRNA 


NM 004666 


Homo sapiens vanin 1 (VNN1), mRNA 


NM 004247 


Homo sapiens U5 snRNP-specific protein, 1 16 kD (U5-1 16KD), mRNA 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


NM 004620 


Homo sapiens TNF receptor-associated factor 6 (TRAF6), mRNA 


NM 004604 


Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 


NM_004785 


Homo saniens solute carrier familv 9 f<?ndiiim/hvflrnaf»n pypVi^d <yp»r\ icr^frvrrn ^ 

■ a -- tv *** v u**Yr van ivi auaaiaajt J ^ouui will! iljrUi vALllangCl K 1 ov_/l \)L 111 J 

regulatory factor 2 (SLC9A3R2), mRNA 


NM_004252 


Homo saniens solute carrier familv Q f QnHinm/h"vHrr*tTf*n PYpfi^nopri ior^f/vrm "X 

ou^/Aviiij ouiuiv vu.il Ivl La.ixxi.iy ^OUUlUlll/ lljUlU^Cll CALvlldllgCI 1, loUlOIIIl 3 

regulatory factor 1 (SLC9A3R1), mRNA 


NM_004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 6 (SLC16A6 > > mRNA 

uivuivvi \j ^uAjv> 1 viiv i 1 AA vA 'I xv. 


NM_004696 


Homo SanienS SOllltP carrier familv \f\ Avirvnrir»a"rKr»Y\/lir* Ckr>\A fran cnnr+pr c\ 

■* J-vyxAiw oapxviio OUlu.lV vanivi Adlllll^y A \J ^lAlVJllVJL'Cli UVJA.J'ilv^ cL\si\\ LI ctlloUvJI ICIo J 7 

member 4 (SLC 16 A4), mRNA 


NM_004263 


Homo Sapiens Sema domain immiinofylfiHnlin Hnmain fTcr^ trflncmpmKranp 

■"■■"-""i-v oviiiu VJV/AAAC4X11, 111AA AllAliVJ£^lU L/ LA 1111 LAVylllCllll l^A£^ J y H CaIaOAAICIaIUI CtllC 

domain (T1VD and short cytoplasmic domain (semanhor in^l 4F fSJFMA4Fi 
mRNA 


NM_004868 


Homo sapiens glycoprotein, synaptic 2 (GPSN2), mRNA 


NM_004844 


Homo sapiens SH3-domain binding protein 5 fBTK-associated'i fSHlRPSi 
mRNA 


NMJ)04703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB1 IB, member RAS oncogene family (RAB1 IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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NM 004671 


Homo sapiens Protein inhibitor of activated STAT X (PIASX-BETA), mRNA 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 
(PCYT1B), mRNA 


NM_004563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondnal) (PCK2), 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


NM_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, epsilon (NFKBIE), mRNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


NM_004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kE>, 
AGGG) (NDUFB2), mRNA 


NM_004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kE>, 
MNLL) (NDUFB1), mRNA 


NM_004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 
B9) (NDUFA3), mRNA 


NM_004544 | 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10 
(42kD) (NDUFA10), mRNA 


NM_004784 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3 
(NDST3), mRNA 


NM_004901 


Homo sapiens lysosomal apyrase-like 1 (LYSAL1), mRNA 


NM 004798 


Homo sapiens kinesin family member 3B (KIF3B), mRNA 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45kD (ILF2), mRNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


NM 004854 


Homo sapiens HNK-1 sulfotransferase (HNK-1ST), mRNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM_004479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 
mRNA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


NM_004094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(EIF2Sl),mRNA 


NM_004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIF1AY), mRNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


NM_004831 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 
(70kD) (CRSP7), mRNA 


NM_004269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD) (CRSP8), mRNA 


NM_004270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 
(33kD) (CRSP9), mRNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


NM 004882 


Homo sapiens CBF1 interacting corepressor (CIR), mRNA 


NMJ304198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRJN A6;, 
mRNA 


NM 004825 


Homo sapiens chromodomainjprotein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3 a receptor 1 (C3AR1), mRNA 
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xpvr 0048QQ 


Womo Qanipns brain and renroductive orean-exnressed (TNFRSF1A modulator) 
(BRE), mRNA 


IN 1VX_V/ \J*-T 007 


TT*vmr» "5ar>ipn<s ATP wntha.se H+ transDortine mitochondrial FO complex, 
subunit f, isoform 2 (ATP5J2), inRNA 


inivx yjyjHoyyj 


"HTvmn Qanipns Qnprm acsociafpd antigen 7 fSPAG71 niRNA 

Xxv/llHJ OdJJAtXAO o^JVvllll aooUvlalvu diALAgv^AA / \ * IVJ ' Jy *■ 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


IN lVl__UU3H'UO 


TTnmn cani p»n c "K/Tr*cin^ ^ -rin r*ii rirvvv^pn a Qp/lrvntonh an S-monooxvffenase 
xxOniO od.pi Clio lyiUolllC j~IIlUllUWAjgClia.owii^LJiv/iJiiu.ii —> iAivJxAv/vj.A.jr gv/ii«.ovx 

apfivatirvn rvrnfpin "zpfa nnlvnpnridft rY"WTIAZi mRNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
A n^kDi TVAPA'i mRNA 

A ^ J J JVX-/ J \ V xVX xv/j 1 1 AX VI i xv 


1N1V1 _Uv/ l\J / J 


Wnmn Q^nipnc T TTYP dvcosvl transferase 2 familv tjolvnentide Bl 1 (TJGT2B1 1 /, 
mRNA 


NM 00^00 


Homo sapiens TNF receptor-associated factor 3 (TRAF3), mRNA 


NMJ)03297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 
mRNA 

AlAXVA> XV 




TTrimr* wmpnc tpra tocarcinoma-dpri ved erowtb factor 1 fTDGFl L niRNA 


iNlVx VJV/O / OJ 


Unmn Qar»ipn<2 c \ rn t a "V in 16 fSiT^v'1fV > l mRNA 

XXL/ 1 1 11X odJJl t/lio o_y lltdA.111 1U ^ul/\.iuy) Ax xxvi. i xx 


1N1V1 v/\/-5-7._> J 


Homo ^aniens STAT induced STAT inhibitor 3 fSSI-3) mRNA 


xniyi \j\jDvjy d 


TJnmn <?ani pn<? acetvl T DT recentor* SRKC=scaveneer recentor exnressed bv 
endothelial cells (SREC), mRNA 


1 1 1VX WV/JJUJ 


TJnnm «?anipns «?npck"1e-tvne POZ nrotein (SPOP i mRNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


KTN/f on^nQQ 
injlvi 


XXUlllO actpiCIlo oL>l Llllg 11CA.111 1 ^ulN/V 1 ), xiiXvl^xv 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), inRNA 


JNJVi_uuouy i 


TT/xmrv condone c-»-v-io11 nn^lAot* -nKnrinr»1pnnrAtpin T*r*1'\mf i T"i7"irif i C onH T-s 1 i 5\I R PKi 

xiomo sapiens smau nuciear riDonucieoproLcin puiypcpiiucs> x> aiiu. i_> i ^oinxvx *-> j, 
nixviN/\ 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 

^uiNnXL'r J 9 IlJJ\XNxr\. 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 1 
rSMAPP^^ mRNA 

^OlNxTXT K^J J 3 111XXXNx*-V 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 


IN 1V1__U KJ 3 ¥ o D 


"HTr»m/^ eonipne cr^bifp pdrripr faTni1\/' 7 ^patinnip amino acid Iransnorter \7~\~ 

XXVJlIlw odpiCllo OVJIIXLC v/dllxd Klllllljr / \^v>£lLlVJlxJ v/ axilllivj Cxv/lVx Li ctxxo v/i LV--1 , jr 1 

cvcfpmi mpmbpr f\ ('ST P7A6i mRNA 

&y o LClll J j Illv71IlUvVl \J ^OivV/iiUy, ilxXVj. i xv 


lNiVI_UU J 7lO 


fTm-riA cQnipnc nH?i"ntnr-rf»1ntpH nrrfctpin fnmnlpx 1 sioma 2 subunit TAP1 S2i 
XxUIIlO odpiCllo aUctpi\JI-IClcxLCvl LJiUlClll UVJlJilLiiCA. l, oigiiia x- 3uu hi lit ^xTxx. i /, 

mRNA 


TsJTVT Ofi^RQ^ 

INIVX uWj070 


TTz-v-mo canipnc Qialvl transfprasp 9 ^C\4P-iSTpiiAc*1actosvlceramide alr)ha-2 3- 

XXIJlllL? oCxUl v3xlo olcxl^y 1 LI dllo-LCX dot Zs ^v_ylVXX A i L/UixV . l<xv/ lv/o J iwwi xxxxxx vxvv uxj^xxu F 

sialyltransferase; GM3 synthase) (SIAT9), mRNA 


INIVI UUO /07 


WrMnA cnnipnc QT»1ipinQ "faptor arcrininp/vrprinp-ricb Q i SFRS9 ) nxRNA. 

XXUlllv* DdpiCllo oJ^llVJXlg XdlslAXL, CLL glllAlAW ovvl 11 lv/ llvll S lvu - / "ixviii x 


"MTv/T 00^0,16 

IN IVX v/ U D UlU 


T4*AmA conipric i r*iTi cr ■f!ar*t'r\'r j*t cri ti i ■np/vrf^n n P—TiPri 2 1 SFRS2 J TTlRNA 

XXVJIIILI odJJlCllO oL^llv-'lxl^ A uu , al ^lilliiw oui Hlv'l i^li x-< \ ui x\.u ^ ) •> iiuvi^ixx. 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 

mR>JA 

lIliVlNxA. 


NM 00^708 


Unmn canipns microsomal NAD+-rlenendent retinol dehvdrosenase 4 (TvODH- 
41 mRNA 

*Ty, llJXVl^lx^ 




TTomo sanipns ribonuclease RNase A familv 1 ^nancreatic^ fRNASEl V mRNA 


NM_002919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 
(RFX3 1 mRNA 

\XXX yvJ y , AA1XVJ. ixv 


NM 002865 


Homo sapiens RAB2, member RAS oncogene family (RAB2), mRNA 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NM_002816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12),mRNA 


NM__002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 10 
(PSMD10),mRNA 


NMJ302789 


Homo sapiens proteasome (prosome, macropain) subumt, alpha type, 4 
(PSMA4), mRNA 


NM__002787 


TT * A A* ' \ 1 ' A 1 ^ A <^ 

Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 

AIOH AT a O \ _T» X T A 

(PSMA2), mRNA 


NM_00095 1 ! 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens prohne-nch Gla (G-carboxyglutamic acid) polypeptide 1 
(PRRG1), mRNA 


NM 002750 


Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cytokinesis 1 (PRO), mRNA 


NM_002717 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protein phosphatase 1G (formerly 2C), magnesium-dependent, 
gamma isoform (PPM 1 G), mRNA 


NM — 003620 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isoform 

/TVT^TV AT •% TX\ Tj\T A 

(PPM ID), mRNA 


NM_003625 


TT • . j ■ 1 t A 1 1 f 1 a ' t 

Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (hprm), alpha 2 (PPFIA2), mRNA 


NM 002698 


Homo sapiens POU domain, class 2, transcription factor 2 (POU2F2), mRNA 


xttv at r\no /TO "7 

NM 002ob7 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (PIR), mRNA 


NM 002647 


Homo sapiens phosphoinositide-3 -kinase, class 3 (PDC3C3), mRNA 


NM 000286 


TT * * _ 1 I • _ * f* , 1 ^ /■T>T - »"X.r' 1 r%\ T>"KT A 

Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


NM 002o61 


Homo sapiens phosphate cytidylyltransferase 2, ethanolamine (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


NM_003899 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA 


NM 002563 


Homo sapiens purinergic receptor P2Y, G-protem coupled, l (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like l (OPRLl), mRNA 


NM_002493 


Homo sapiens NADH dehydrogenase (ubiquinone) l beta subcomplex, 6 (l7kD, 
Bl7) OJDUFB6), mRNA 


NM_002492 


Homo sapiens NADH dehydrogenase (ubiquinone) I beta subcomplex, 5 (l6kD, 
SGDH) (NDUFB5), mRNA 


NM_002489 


Homo sapiens NADH dehydrogenase (ubiquinone) l alpha subcomplex, 4 (9kD, 
MLRQ) (NDUFA4), mRNA 


NM_003oo4 


Homo sapiens MAP kmase-rnteractmg senne/threomne kinase 1 (MKNK1), 
mRNA 


NM_U0i /b4 


TT„„ _ • • / , • \ a T • . 1 J T> / 11 • \ 

Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 7 (SERPINB7), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM UU22&5 


TT» • 1 T ■ 1 1 . 1 _ a J • A TT* 1 A\ fT A T~< >4 \ T^ "VTA 

Homo sapiens lymphoid nuclear protein related to AF4 (LAF4), mRNA 


NM 002213 


xzuiiwj o<ipicni> liiLcgriii, uctd. j vjru ) y iiLt\A\r\. 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock 10kD protein 1 (chaperonin 10) (HSPE1), mRNA 


NM_001521 


Homo sapiens general transcription factor H1C, polypeptide 2 (beta subunit, 
1 lOkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor DH, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 


NM 003910 


Homo sapiens maternal G10 transcript (G10), mRNA 


NM_001969 


Homo sapiens eukaryotic translation initiation factor 5 (EDF5), mRNA 


NM 00^751 

±>±VA \J\J ~J I «/ 1 


Homo sapiens eukaryotic translation initiation factor 3, subunit 9 (eta, 1 16kD) 
(EIF3S9), mRNA 


IN J.VX \J\J ~J 1 *J -J 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta, 44kD) 
(EIF3S4), mRNA 


NM 003756 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 
(EIF3S3), mRNA 


NM 001414 

X 1 ATA V/ w X I A * 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 1 (alpha, 26kD) 
fEIF2Bl), mRNA 


NM 001412 


Homo sapiens eukaryotic translation initiation factor 1A (EIF1 A), mRNA 


NM 003566 


Homo sapiens early endosome antigen 1, 162kD (EEA1), mRNA 


NM 001957 


Homo sapiens endothelin receptor type A (EDNRA), mRNA J 


NM 001936 


Homo sapiens dipeptidylpeptidase VI (DPP6), mRNA 


NM 003648 


Homo sapiens diacylglycerol kinase, delta (130kD) (DGKD), mRNA 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


NM 003590 


Homo sapiens cullin 3 (CUL3), mRNA 


NM 003592 


Homo sapiens cullin 1 (CUL1), mRNA 


NM 001207 

X NJ.YJ. \J\J L £*\J 1 


Homo sapiens basic transcription factor 3 (BTF3), mRNA 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


1N1V1 uulOO? 


TTrvmn QanipnQ ATP «:vmtlia«;e TT+ tran^nortmer mitochondrial F0 complex, 
qiihunit c f subunit 9^ isoform 3 ( ATP5G3") mRNA 

oU.UU.lll L \»» ^ollUUllll *J j lauiuiiu —J \j~ ». x i >/\J — ' / , iiaj-^j. *■ 


NM 001688 


Homo ^aniens ATP svnthase H+ tranSDOrtine. mitochondrial F0 complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


NM 00^664 


Homo saoiens adantor-related orotein complex 3* beta 1 subunit (AP3B1), 
mRNA 


NM 058168 


Homo sapiens gene differentially expressed in prostate (GDEP), mRNA 


NM 058222 


Homo sapiens tectorin beta (TECTB), mRNA 


NM 058192 


Homo sapiens ribosomal large subunit pseudouridine synthase C like (RLUCL), 
mRNA 


NM 058190 


Homo sapiens chromosome 21 open reading frame 70 (C21orf70), mRNA 


NM 058189 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69), mRNA 


NM 058186 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orfll), mRNA 


NM 058184 


Homo sapiens chromosome 21 open reading frame 42 (C21orf42), mRNA 


NM 058182 


Homo sapiens chromosome 21 open reading frame 51 (C21orf51), mRNA 


NM 058180 


Homo sapiens chromosome 21 open reading frame 58 (C21orf58), mRNA 


NM 058173 


Homo sapiens small breast epithelial mucin (LOCI 18430), mRNA 


NM 058172 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


NM 017884 


Homo sapiens PIN2 -interacting protein 1 (PINX1), mRNA _ 


NM 054021 


Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA 


NM 053280 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRIM26), mRNA 


NM 052939 


Homo sapiens Fc receptor-like protein 3 (FCRH3), mRNA 


NM 052938 


Homo sapiens Fc receptor-like protein 1 (FCRH1), mRNA 


NM 052872 


Homo sapiens interleukin 17F (IL17F), mRNA 


NM 024011 


Homo sapiens cell division cvcle 2-like 2 (CDC2L2), transcript variant 1, mRNA 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA _ 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA] 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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NM 033532 


Homo sapiens cell division cycle 2-like z (CDU2L2), transcript variant o, mKJNA 


NM 033531 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript vanant 5, mKJNA 


NM 033529 


Homo sapiens cell division cycle 2-like 2 (CDC2JL2), transcript vanant 4, mKJNA 


NM 033528 


Homo sapiens cell division cycle 2-like 2 (CJJC2L2), transcript vanant 3, mKJNA 


NM 033527 


Homo sapiens cell division cycle 2-like 2 (CI3C2JL2), transcript vanant 2, mKJNA 


NM 006629 


Homo sapiens zinc finger protem 271 (ZN1 H 271), mKJNA 


NM 015294 


Homo sapiens tripartite motit-containmg 3 / (1KJUVL3 mKJNA 


NM 033132 


Homo sapiens zinc family member 5 protem (ZILo), mKJNA 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


NM 033106 


xx • 1 1 '1 . • j /x Ar>ocr/'A\ T»*XTA 

Homo sapiens galanm-hke peptide precursor (LOC85569), mRNA | 


NM 033105 


Homo sapiens beta cysteine stnng protein (LOC85479), mRNA 


NM 033104 


xx * , • /x Ano e a*\ r\~\ n\T A 

Homo sapiens stonm 2 (LOC85439), mRNA 


NM 033102 


Homo sapiens prostem protem (LOC85414), mRNA 


NM_J)03823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


NM_006470 


xx j. * i ' j. j ■ r* , • i f /rnriTi *- 1 ✓ — v •n\T a 

Homo sapiens tripartite motif-containing 16 (TRIM16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 


NM_032576 


Homo sapiens lipopolysaccaride-specific response 5-like protein (LOC84663), 
mRNA 


NM_032518 


Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


XX • X> "V. X A 1 * a* /T /"V /**1 0 A tr A IW T\ "VTA 

Homo sapiens RNA binding protein (LOC84549), mRNA 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc finger protein 289, H)l regulated (ZNF289), mRNA 


NM 031918 


Homo sapiens Kruppel-hke factor 16 (KLF16), mRNA 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKL1), 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


NMJ)03414 


Homo sapiens zinc finger protein 267 (ZNF267), transcript variant 498723, 
mRNA 


NM_023945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 
(MS4A5), mRNA 


NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65122), mRNA 


NM_023013 


Homo sapiens hypothetical protein similar to preferentially expressed antigen ot 
melanoma (LOC65 12 1), mRNA 


NM 022357 


Homo sapiens putative metallopeptidase (family M19) (LOC64180), mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


NM 022345 


Homo sapiens uterine-derived 14 kDa protein (LOC64150), mRNA 


NM 022343 


Homo sapiens 17kD tetal brain protein (LOC6414o), mKJNA 


NM_022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
CLOC64145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


mm 0216^2 


Homo saniens 7inr-"Rncrpr nrntpin 7RRTC1 f7RRK 1i mRNA 

X XWlllVJ OCipiWllO .c^lllW J.lll£jCil piw*lWXll Z^JJ J\iv 1. ^£jUI\J.V 1 # 5 1 1 LA VI >i A 


NM 021630 


Homo sapiens PDZ-LEVl protein mystique (LOC59346), mRNA 


NM 01QS91 


Hnmn sanipns 7inr finapr nrntpin 96 CKCYX 90 i f7>JF96i mRNA 

IlUll LkJ OapiWllO olUW llllgGl piwHwXIX W* ^JVwA £*\J J yZ^x^ix *-*\J J, 1 1 ITVi > -TA. 


NM 01R67S 


Unmn Sflnipns •T'inr finapr nmt pin 109 f7N~F109i mPNA 
xxuiiivj odpiwiio ZjIiiw linger piwHwiii jyz. ^z-»injt j\J4*j 9 iiuxin 


iNivx u-iii-z.u 


T-Tnmn cnnipriQ hvnnfhph'pal nrntpin frnm plnnpQ 91^49 nnrl 91769 fT OOSRS04i 
xxUIllD odpiwllo iiypUlilwllUdl piUlwili llvJlli wiwMlwo Z*D*j'-tZs dllvl /U/. ^XrVJvJOJvtyj 

mRNA 

1 1 1X\X >l 


NM 091 91 1 


TT/vmr* c^nipnc + - rsincnr\crvr , i_Ylf a "ri'\/'pr1 T^ncfprl frsmcnnccicp—liirp nrntpin C\ C~tC~^^ R4R6 1 
XXw*1110 odpiwllo 11 CtlXopUoUIi.~AJ.Ci 1 Vwvl XjUoIwI 1 U allopUoabC~llA.C pivJlwill yl-/KJV~'J O'-rOKJ J y 

mRNA 

1 1 11 V-L > il 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


NM 090Q0^ 

IN 1VX V jL V ~ V -J 


T-Trvmr* camVnc n r»inni'Hn-.cnpf , 'i"fir* nrrtppcciti cr r\T/~\tf*a cp f^f^ 1 *i766'^ 1 mRNTA 

XXWlllVJ OCtpidlo LlUlijUiLill -opCVlllv/ pi <Jls WOOlUg piUlCa&C ^X-/\w/V_/J / \J\J+J J) lll_LVl>i ^1. 


NM 090666 

1N1V1 \JZ,\J\JU VJ 


XXU111U OCipiC'llo V-'lyV./HlVC XVlildOV^' *T ^V^/X/IVT" /, llJXVX^x*. 


NM 0^0491 


TTnmn q^tiiptiq nvnAtnpfipfll nTnfpin {J 0^^714*^ i ml^NA i 

XX4J111V/ OdpiVxllO llj^pvitllWLlOCll pi\JLV/lll \^X-jV*/*~'nJ f 1*7J y } li.JJ.N_L N/v 


NM 0^0140 


TTnmn <;anipn«; mitativp 47 1cDa nrotein Or*S6RQQ^ mRTsIA 

XXL/lllvJ OOpit/llO jJUluUVt/ *T / IVL/d pi VJ I Will y±->\S\~s~J VJiJ *s Jj 1 1 ULNJL ^ fx 


NM 016^0S 


T-Tr\mr» cemi pn c cvnovial ccn-nrim^ "tranQlopfltion crpnp r»n pViT*r\mr4Qr»mp 1 S — 1 i Vp 9 
xxvJiiivJ odpiwxio ojriivjviai odi K^yjxLLCL ii aiioivsw&iivJii ^wiiv VJii win v/iii\Jowiiiw 10 iijvw 

CSS18L2i mRNA 

1 l— ' X \J X-i-i-i f j 11 IX V_JL ^1 JL X 


NM 016417 


Homo saniens clone FLB4739 rLOC5121Si mRNA 

AiV7111\J OCipiWllO vlV/llv X X-iXJ t 1 -J ~s \l^i\^J\^>^J l^lU^, 1 11J-V1. N ITX. 


NM 020467 

X > J.VJL v^V/^VJ 1 


1-Tnmn «janien<? Iivnotliptir.al nrntpin from clone 64^ TT,OC!S727R i mRNA 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


NM 090^RS 
XN1Y1 v/^»v/^o*? 


Hnmn Q5inipn« ^TPA/fP9 nrntpin Or^S7 1 00^ mRNA 

XXOIIIU octpiCilo -/\_X IVlV^Z. piLUClil ^L/UL/J / llXtvlN 


NM 090^R1 


xx on id bcipiciio wdniiiudic luniiJi ouppicooui pruiciii ^lwlj / i\j / ) y iixivln/a- 


NM 090^79 


XXUillU odpiCiio UlgdlllU CaLiUIl irdllopUI LCI ^LULJ / IvU^, lllXVi> xv 


NM 0901 


xxoiiiu oapicno CAObomc t/Oinpuncni xxipHo ^jsjnjthoj, iiitvin/a 


NM 090147 

XNiYl \JJL\J l^T / 


U/xmn canipnc 1rvn-»ntnptipn1 nrntpin from FT FR OTAA A f^P S 1 19^^ ("[ nPS6Q06i 

XXOIIIU odpiCiio Ilj^pULilCLlwcil piUlCiil HUlii X3 LJ JVv-/llVi/A.Vji_/ Ji J.Z.JJ ^XwV_/v^ jU7vL/jj 

mRNA 

11 IXV-L^liv 


NM 020154 


Homo ^anipnci rVirnmnQftmp 1 1 nvnotnpticfll nrntpin ORT^^ OOS68S1^ mRNA 

XXVJlliVJ OApiWllO Vl 11 UliJUOUlllv X 1 lljrpwLllWl.1V/Cll piVJLWlll V — ' 1\1 ~J ^JUV/ uOJ 1 y ? llilvl lXV. 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


NM 01Q0S0 


Womn ennipne 6 9 VH nrnfpin H" OP'S 4^4^ mRNA 
XxUlIlO odpiwllo U.Zr JSXX prULwlIl ^LvvJt'Jt'J J, llllVIN r\. 


NM 019017 


tTf\TnA enntpne pyac^itip pmnnr»Tipnt Rtti41 /ThT T90^Q1^ mUWA 

X 1U111U odpiwllo WA.WOVJ111W WVJllipUllWlll Xvip*Tl \1 X-iJ i»uJ7 1 y ? 111X\X>Z»- 


NM 01RS7Q 

J.N1VX \J 1 Ow» / J? 


XXU111U odpiwllo iilllUV/llLrllvXlidl oUIUIC Wdiilwl ^LW^JlJliiJj 1-LXTvlNxx 


NM 01R48S 


T-Tnmn <;flnipn<! O nrntpin-rminleH tpp pntnr PST 9 0(^^868 i mRNA 

XXUlllW OCipiWllO VJ piVJLWlll WVJLipiWVX iwWwpLUl uJX^ ^X/V/WJ JOUO/ 5 1 1 L1V1 >l /l 


NM 01R479 

1 N 1VX \J 1 O^T / Z7 


T-Tnmr* darjiPriQ nnpViar^pfpTi^pH lrvrnr^tnplnmiiQ nrntpin T-TPT^i A fT Or^SSR69^ 
xxwiiiw oapiwiio tiiiwiidiciwiwi izjwvi iiypvJiiiaXdliitxo pivjuwiii iiwiy/Xuij ^Ijv/wjjou^j 

mRNA 


NM 018447 


Homo saniens 30 kDa nrotein CLOC55831 1 mRNA 

JXX\JLXX\J gupivllu —J \J IVJL^U. i_/l \J UV'iX X \1jV/\-'J JUJ /9 11U.V1 11 V 


NM 018443 


Homo saniens 7inc finapr nrotein ^09 ^7NR'^09 > i mRNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


NKf 01 8402 


T-Tnmo enmpne inf"Pi*1pnl<rin 96 (W 96^ mPWA 

XXWlllV/ OCipiWllO 111LW1 1WU1VX11 £*\J \xX- txJxJ / ; 1 1 il V_L N ax 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


NM Ol R 1 71 

1N1V1 U 1 o I / I 


xxoiiiu sapiens nypoineticai proiwin pjlj iuod^ ^jtjl.j luojyj, nuviN/v 


NM 017^^0 


noino sapiens nypoineucai proxein -LrvJ\_o jdo3 ^IjV^v^jdjojj, ixLlvin/a. 


NM OI^^S^ 


xxL) in o sapiens piecKsirin nomoiogy, oec / ana coiica/con aomains ^x ov^u^fj, 
mRNA 1 


NM 0166S1 


nuiiiu odpicno ncpidwciiuidi wdrwiiiunid iiuvwi gciiw-j proLwin ^Lvv^Jijjy^ 
mRNA 

1 1 UXJ. > IX. 


NM 016QSS 

1N1VX \J 1 \J^7J J 


i xuiiiu odpiwllo ovJlUuiw livwl all 11 gwll/ 11 vwi pdllV/iwdo dllllgwil ^l_»Vyv^«> 1 \jy jlj 9 lllTvlN/v 


NM 01642? 

1N1YX 1 U^^m 


Homo saniens r v ^HP4-1iVp -zinr fin crpr nrntpin ^7KP96i mRNA 

XXW111W OCtpiwilO \s J7XXV_/*+-llJvC ZrlllW XUlgWl piViLwlll lZ.Uj, ilLCVlN/A. 


NM 016520 


Homo saniens hepatocellular carcinoma-associated antigen ^9 rLOC51759^ 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type in (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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INIVI UlOl HU 


Unmn ccmipnQ Ivrain QnpciTin nrotein ^LOC51673 V lXllvNA 


iNlVI U1D1U/ 


Hnmn Qnr\ien<; t\t\c fincrer RNA bindine nrotein (ZFRV mRNA 


1NIY1 VIUU7O 


Homo ^anipns HSPO040 nrotein (LOC5 1660V mRNA 


xNJVI U 1 OU;7 J 


Homo caniens HSPO037 nrotein (LOC5 1659V mRNA 

XxUlllV_7 OCl[J 1 Clio 11UI \^\JmJ / pi \J 1 ^Jj\-/\->^ •*■ ^ — ' --^ / 5 


1N1V1 U 1 OUoO 


WnTY-io canien«; man Vfna<;e nVio<;nhatase-like Drotein MK-STYX (LOC51657V 


INIVI U I OUO 1 


Hnmn <;anien«; CYtT-127 r>rotein CLOC51646\ mRNA 


INIVI \) LOVJjy 


TTnmn canienq COT-0Q nrotein (\ .0051637") mRNA 


iNlVI U 1 OUZ;/ 


"Hnmn ^aniens OGT-86 nrotein fLOC51635\ mRNA 


xNlVI U 1 OUZH 


u n « in oonien^ 001-70 nrotein (1,0051634^ mRNA 


xtavt n 1 1 Q 


TTnmn ^aniens OOT-74 nrotein CLOC516^1\ mRNA 




TJ r\rnr» Qanien«; Hrnin cinecific nrotein nLOC51673^. mRNA 


XTTV/T Ol^Q^Q 


T-Tnmn <!anien«? OOT-09 nrotein CLOC5 1605V mRNA 


inivi yj 1 ooh / 


TTnmn «;aniens; mesenchvmal stem cell Drotein DSCD75 (LOC51337), mRNA 


xnv/r o 1 ^AA£ 

IN 1VI W I O OHO 


u ATnn ca-nienQ mp<;eneVivmal «;tem cell nrotein DSCD28 fLOC5 1336V mRNA 


IN IV1 UIOOjZ, 


TTomo sapiens ARF nrotein CLOC51326) mRNA ! 


INIVI ULOOZ:7 


Ufttnn Qflnipn? VivnotVieticjil nrotein ^1^,005 1323V mRNA 


iNJVI U 1 OOZ / 


ti nTrin cjmiprtQ Vivnothptical nrotein rLOC51321^ mRNA 


INIVI U 1 OOZO 


u nTT1A coriipnQ livnotliptiral nrotein fLOC5 1320V mRNA 


INJVL UlOOlo 


T4nmr\ conipnc VwmotViPtiral nrntpin fT.0051315^ mRNA 


INIVI U 1 DO 1 0 


TTnmn cam>n«; TSTM^JFTR (T 0051314^ mRNA 


INIVI U I OO 1 3 


u nnin cnr^ipnQ AD071 nrotpin (J 0051313^ mRNA 


XTN/T n 1 1 7 
INIVI UIOOIZ 


"HTrtmn Q?mipTi<j mitorVionrlrial solute carrier fLOC51312V mRNA 


INIVI U 1 Ojz/H 


WnTY-ir* cariipnQ T*K^0{% Hinrlinp nrotein nrecursor fLOC5 1303V mRNA 


xnv/r n 1 /^£7 


cnrtipnc tnlUlilrp rpppntor 7 fTT,R7^ mRNA 


IN XVI U I OjHO 


u nrnn cnrnpnQ romnlpmpnt Olr-lilce nroteinase DrecuTsor, (LOC5 1279V mRNA 


xnv/r m 

INiVI UlODj't 


u nrnfl cQnipnc onto QiQ-rel a tprl nrotein PNAS-1 fLOC5 1275V mRNA 


XTTV/T n 1/^71 
INIVL UIODZl 


T4r»rr>rk car»ipriQ P7"P-1iVp nrotein fi 0051270^ mRNA 


XTTV/f 01 1 1 
INIVI U LOO 1 1 


T-Tnmn cnnipnQ O-tvnp Iprtin-liVe recentor-1 HLOC5 1267V mRNA 


xnvr m^no 
inivi v/ 1 \jj\jy 


TTomo <5anipn<; O-tvne lectin-like recentor-2 fLOC5 1266V mRNA 


xnv/f n 1 £AQ£ 

IN IV! KJ 1 OH!7 O 


Mnmo ^anien<? hvnothetical nrotein ^0051257^ mRNA 


NM 016494 


Homo sapiens hvDOthetical protein (LOC51255), mRNA 


XTTV/T OlAAftA 
INIVI U 1 OH OH 


u rtrnA QnrvipnQ VivnotHptipal nrotein (1 0051248^ mRNA 

XlUIllO ^dJJlCXXo XXjr \JV LXXCLX^/dX piUlwll ylvvvyJ xxxxvx^xx 


xnv/r n 1 £A71 

INIVI U 1 Oh / 1 


Wrvmrv cQr\ipn«; Vivnotlipriral nrotpin ^1 0051242^ mRNA 

XjLv/xXXv/ OdJJXCXlO Xljr JJv/Lllt»LlL/dX LJXLJtt'Xll yX_/v_/ i^n'^.^ iiixviix l 


xnv/T n i fkAfn 

INIVI \J I OHO / 


T-Trvmn cnnipnQ livnothptiral nrotpin TT.0051240^ mRNA 

XTl\JIXXv v od|JXwXXo xiy Lilt/ LI V^dl jpxV^LWlli ^i-'V/vy-' x.£-—r\jj^ niiviii i. j 


Xn\/T HI £A^A 
INIVI U I Oh- OH 


Unmn caTvipriQ VivnotVipriral nrntpin (1 0051234^ mRNA 

XxUllXU odplwllo J Lllv* LIL/dl LyXUtVlXi ^i-iVVJ x^-y-T^/j xxxx\_l ix a. 


inivi u 1 OHzy 


Tj ATVin canipnc r^OP"79 frvr nr»np1atiirin r oat nrotein 7eta-COP fLOC5 1226V i 

XjLOIIIO OdpiCIlo L/Ui /jZ 1UI IlvJllL/ldLlil 111 UUOl |JX*JtC/XXl tA'Mi v-'V^a i^wyj 
m D XT A 


XTTV/T m^R^ 

INIVI U I Dj oj 


"Hnmo «;anien«; HOM-TES-85 tumor antieen fLOC5 1213V mRNA 


INIVI w 1 UJ Ou 


T-i"nmo ^aniens diferentiati on-related nrotein difl3 TLOC51212), mRNA 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


xnv/r m^^Q 

INIVI U10JJ7 


LT Arnn G5tniPTi<; T inV cnianinp miplpotirlp exchanffe factor U TLOC51 195 ), mRNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC5 1 194), mRNA 


"KTA>1" 0 1 1 

JNJVl UIOJJl 


"PVvmi-k caTvipnc 7inp fincrpr rvrfifpin ATsTO 7TT01 (J 005 1 1 93^ mRNA 


JNJVL Ulo^LL 


u Arr1 A corvipTiQ ATPacp inViiKitrkr "nrprnr<2or (1 OO^l 189^ mRNA 
nOITIO bdpiCIlb jt\. x JT doC llxIxlLJllOI piCUUl&vJl ^i^V-/v-/«-' x ioy; 3 xxxa>j.^x-i. 


JNxVL_UiOZOO 


TTn-m /-\ cQnipnc XJ—iir*^^/! o-lnr»r\cdTYriTif»-. 1 -rVhricrVhriHlPCiter alnna-N— 
XXOUlO bdpiCXlo X>l~dL«CLyiglUL/OadIIllIlC-l -pilUopXXUvXXWOUVl aiyua x^ 

acetylglucosaminidase (LOC51172), mRNA 


NM_0 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(TACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC5 1157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC5 1 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC51 147), 



324 



BNSDOCID: <WO 



03O74fiR4AP 1 > 



WO 03/074654 



PCT/US03/05028 





mRNA 


NM 016158 


Homo sapiens erythrocyte transmembrane protein (LOC51 145), mRNA 


NM 01614 9 


Homo sapiens steroid dehydrogenase homolog (LOC51 144), mRNA 


NM 016141 

X X YX Vy X \J X "T Jl 


Homo saoiens dvnein lit?ht chain-A TLOC51 143 i mRNA 


NM 016125 

J. > XYX V/ 1 U 1 Aw* 


Homo saniens PTD016 nrotein (LOC51 136) mRNA 


NM 0161^1 


TTomo <;?mien<; NY-RFN-4^ antiaen fT OP^l 1 13 i mRNA 

XX.*J1XJVJ oa}JlvHd I N X X\JL-»XN •Tw' uXXLXgtsXX ^XjWV/ J 1 1 J ^ 1 1 LL\_l > il 


NM 01610? 


T-Tomo «;5mienc tri n art ifp rnoH"F-rontainin<y 17 ("TRTA/fl 7 i mRNA 

XXVJ111VJ oclJJlWiXO LlljptlltltV^ XXXVJIXX l/UXXLCXXlUXlg X / ^ 1 1VUVX 1 / A1U.VL > ./ ». 


"NJA/T 0160^8 
INxVx UiOUjO 


i"Tnmo Q?mien<? PCtT-07 nrotein OPS1 1 1 Q 1 mRNA 

XXVJI1HJ oa|XlwXXO V,-V_JX -7 / yjl VJ 11/ 1 11 yX— X X 1 -7 J) XXXXVIN-TY 


"mtv/t oi^nis 

xNlVx UIOUjj 


U nmn csmienc Pffl-Q? -nrntein H 1 1 7 i mRNA 


NM 016026 

X > 1VX \J 1 UUiiU 


Homo wnien<? PGT-82 nrotein TLOC51109I mRNA 


NM 016010 

XNxVX \J L \J\J I \J 


Hnmo <;arvieii<! PGT-62 nrotein (1 OC51 101 i mRNA i 

XXLIXXXV/ OdJJlv/llo V-/VJX \J ^JL \J twXl 1 ^XjV/VJ X X V x y j 1 1 XJL VJ. t z*. 


NM 016001 

X>XVX \J 1 \J\J\J 1 


Homo «?anien^ PGI-4S nrotein rLOC51096i mRNA 


NM 01SQ96 


Homo «;anienq PGT-40 nrotein (1 OP5109?i mRNA 


NM_0 15978 


Homo sapiens putative protein-tyrosine kinase (LOC510S6), mRNA 


xNxVx v 1 J"Oj- 


TTnmn cQnipnc PGT-^S nrntein OPS 1 077 i mRNA 


IN JYl U1J70U 


T-Tr^mA csmienc PGT-^? nrotein OPS 1 076 i mRNA 

XXUillO oaplCxxb v_^vjrX-J) piOLCUl ^LWL JIU/UJ, IXXXXxN-rY 


NMT 0 1 ^0^7 


U^mn ocinienc P'OT^O nrotein C\ OPS 1 (YlA\ mRNA 


"MM" 01^0^4 
INIVI \J IDyDH 


"Homo enniene PGT-?^ nrotein H OPS 1 071 ^ mRNA 
XXUIIIU odpiCIlo V^VJ1-Z,U piUlClxl ^LVJV^J L\J / 1 J 9 XIxxVxN^V 


NA/I 01^017 

iNivi__u i jy i / 


Unnrn conipno rr1nt*atV»i/rne Q _froti cfpro cp cnl\imit 1^ nomoloo* il PiP'SIOnZll 
xxOIIaO b<ipiCIlc> glUldXIllUIlC O-LIcHlalCId.dC bUUUIHL 1J IlUxIlUlUg ^X-/V-/V^_? 1 \J\J-tJ} 

mRMA 


NM 01 S01 3 


TTomo canienQ Vivnotrietif*?il nrotein ('T OPS 1 060 i mRNA 

XX^JIXIU odJJl tlio XXy jJULXXdXVvdX |JiV^lwXXX ^X->V_/V^»y X \J\J\J J , 1 1 LX VJ. i x\. 


NM 01SQT> 
xn ivx v i y i 


TTomo c^nienc Vivnotnetienl nrotein (1 OPSlOSOi mPT^JA 

XXVJIIXV? odpiC-llo Lly pUUlCUt/al JJXL^LtiXXX yJ_/V/V_/J lVJy J 7 lXXXVi^l^*. 


NM* 01 S91 1 

X^JXVX ul J71 1 


TTomo QnnienQ nvnotnetiefil nrotein OPSlOSRi mRNA 

X XvJli l\J odJJXWJllo Iljr LJULlXwLlivCXX |JXU(.^XXX yXjV-/\_/w/ 1 \J -/ ij J y IXXXVXiXX 


NM" 01SQ07 


UnmA OQTvienc leneine QminonentiHnce TT r^PSIOS^l mRMA 

11 (Ji l l\J OO-JJl Clio ICU-OlllC (XlxLLllKjjjKZ UlUlCloC- ^X—^V^'V^^ X W ^/j XXXXVX>i». 


MM ni^SRI 

xNxVx ulJo OD 


TTomo conipnc elone 1000 nnlrnoixm nrotein fJ OPS 1 04Q i mRNA 
xxOIilO oapiCTla L/HJI1C xy\JVJ LillJvllVJ Wil JJIULCXII ^L/WV^JlU'ry^j HlXvlN^Y 


MM 01SR7? 


TTomo canienQ Vninnel-reljiterl *7ine tincrer nrotein VieTCrox (1 OPS1 04^ i mRl^A 

XXvJllHJ oapiCllo ISX U.JJ^JC1 — 1 C'idLC'VX JLaIII\j XXllgd jJUJltiXXX 11^/XVX KJj\. ^X/VWlVTJ^) -11XXVJ. v. 


MM 01SR71 


TTomo ccinieno ^inr* "fiTiorer nrotein ^T PlP-S 1 0/1^^ mRNA 

XXL/IllVJ oaplCllo ZjVIIKj Xlllg,Cl gJlUlCXXl ^XjV/V_/J Iv/T^^j XXXXVXNxt. 


MM 01607? 


TTomo Q^nienQ POT-141 nrotein H OPS 1 096 i mRNA 


MM 016068 

IN IVx U 1 OUOO 


TTomo c^nienc POT-1 ^S nrotein fl OPS 1 094 l mRNA 

XXUIllVJ odpiClld V_^vJX- X JJ piOlCJXl ^XjVJvJiV/Z.'Tj, lllxvlN^A. 


NM 016053 


Homo sapiens CGI-1 16 protein (LOC51019), mRNA 


MM 0 1 6046 


UnmA cemipne Viomolr^rr x;pq ct evocomul eore nrotein P^IT 4 ( P 1 .^sT 4i mRNA 
XXlJIIllJ odpiCllo IliJlliUlUg Ul yCaaL CAUoUlllal l/UIC |JXULC111 V^OLI ^v^l3Xj*t^, 1 A IX VX N 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


xnv/r OI^CM/1 
IN IV! VJ 1 J y*+H 


riomo sapiens proiem ^jlvjv^j iuu^j, itixvin/\ 


INIVI U 1 OuOU 


TTnmo cortipnc OOT 1 9S -rvrofrein fl C^C^ *\ *\ fl(i1\ mRNA 

xxomo sapiens v_^vjri- izj protein ^L»uwiuujj, ixxxvln/\ 


MM 0164K? 

IN xvx_v/ lOHO^ 


TTr\m/A coni p»-r» c q r« p»1 1 i i 1 cj t" por^innrviQ-ciccnpiiitpn onticren SQ if fli t 1 7 i 
XxOIIlO fcxxpiCIxo IlCp<tWJL/CllUld.I OcU UlIlUIIla-dobUt/ld.LCLl alin^dl Jy \x-i\J^J 1 /jyj y 

mRNA 

lxxxSJ.>l^v 


NM 0146S1 

XNXVX vltUOl 


TTomo anient: T^F AF)/TT T A^n-Prln- Ala-Ac:n/TTi<? 1 hnx nolvnentide ^4 rDDX^4i 

XX wllXVj i>a.jJlCll£> J-/Xy/vXy/ xx I xt.oJL/ VJ lU A.ld rv.op/ xxio y *JA. LJ\J 1 jf VJ t/ ty LIU K> \^X>'l-/^VJ"Ty, 

mRNA 

XXXXvX N S\. 


MM 014415 

X ^ 1V1 \J XII X ~J 


TTomo QanienQ 7ine fincrer nrotein ^7 r NP'-TTr»Q'774 1 mRNA 

XXW111U Ou|Jl&ilo jOlllw XXXXgwX LJXWL^XXX ^ X 1 1 N 1 ' 1A1XVL l/i. 


NM 014579 


Homo sapiens zinc transporter (Z1P2), mRNA 


NM 014347 

XNXVX V/ X ~ i / 


TTomo QanienQ "zine fin aer nrotein r7T7S17Si mRNA 

XXU1XXVJ ou^lX&XXo ZjlLl^y XlilgOL |JXUUwXll yZ— /X JILU/j 11U-VJ. > rv 


NM 007146 

XNXVX \J\J 1 itu 


TTomo canienc *yine tincrer nrotein 1A1 ('/ M P 1 (\ 1 i mRMA 

XXVJ1XXU OdJpXCllO Z^lllW llllgC'l jJlVJlClll 1U1 ^ZjX>X lUl/j XXXXVXN-rV 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZID), mRNA 


MM 006^^6 

INIVX UVUJJVJ 


TTomo conienc 7VH Virvmrwlnrr f r 7~\^C^\ mRNA 

xxuniu octpicns xjIu nomoiog \ jLi x vjry, iiixvin/a. 


NM_006138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
^nematopoieuc ceii-specmcj ^xvio^fy\jj, irixvLNT-v 


NM 005741 


Homo saniens 7inc fin per "nrotein 263 TZNF263/ mRNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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r»ai-irlirli?»c-io f*ri~c\c\f>T~mc\] A\fQ.\YC\V\\\~\j\ ( A I tZ Pi frJl'nQPTi'nt vaiHjini" *3 nYR"NTA 


TsTM 0006S8 


T-TrvmA cot-ii rtiq sniiTkiTYiTYiiiTip TPCTiilfltnt* ( antoTni"mmi itip nolvft'nflnnTTnn'njitViv 

X J 1 i 1 w DuUlCllo ClLl LwililiilLXllV./ iWgUldlVJl ^d.ULVyiJLlJLXilllXUXiW' ^J\J1 j vllUU VIA! Iv/Ly C* HXj' 

candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


IN ivl_UU U jOj 


TT/vrv»ri cani^nc Qiitrkimmimp rAtiiilfttnr f JmtmniTnTniiTiP t^aIa/ptiH Af*i~i"nrvr*£4't"Ti\7 
xlOIilU oaJJlCllo aULOlillillUllC ICgUiaUjI ^dULUliliiiiillUilC/ puiy tiiUML/iiiitjpciiiiy 

candidiasis ectodermal dystrophy) (ACRE), transcript variant AIRE-1, mRNA 


xtn/t oo'j/Ki 

1N1VI VVDHD i 


noino sapiens zinc linger protein i / / ^z«rrNj/ *- * > )•> hun-i^**- 


NMJ)03419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


xta/t 00^/107 


xiomo sapiens zinc linger protein jo, k^djcx type, nomoiog ^mousej \£srr3\}) 9 
rntviN/v 


NM_001519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase m transcription 

•ini+io+irvn fapfAr TTTR /'Q r»fMV»\riciaf»l fTVR*F1^ ml? XT A 

initiation i<±cior lllp ^o.i/crcvisiaci ^xjivjr i y 9 iijuvin/^. 


1N1VI_UVU ID/ 


iiorno sapiens giucosicia.se, oeia, aciu i^inciuueb giucosyiceramiuase^ \\jdi\j 9 

mPAJA 
lilrviN/^ 


XTA/f OS717R 
iNlVJ. \JJ /I/O 


TJnmn Mm>nc frincr fT OP 1 1 7SRzTl mPTSTA 
nomu odpiciio liiiig v,i-«v_vv-- 1 1 / jot;, iiu\j.N<rv 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
cancnudLc iy ^/vlvoz,v^/JCv i-y )> iiixviN^-v 


XJTvr 0^R17R 
IN1Y1 O I / O 


XTOIllU odpiCIlo llCU.HJild.1 pCIlUd-AlIl ICCC|JHJ1 ^±^UT l.J\SS^j 9 UdlloOl 1JJL VdlldllL llilVlNxi. 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


XTA/f 01999'* 


rrorno sapiens myosin jx> ^iyi iuidj, mxviN-rv 


XJA/T A1 <;777 
1N1VI_U 1 -> Z / / 


iiorno sapiens neural precursor cen expressea, ueveiopmeniany aowii--reguiaLca 

^T-llxvC ylrHE/LJxJ'-Ti-fJy 1IUVLN/-V 


NM 015074 


Homo sapiens kinesin family member IB (KIF1B), mRNA 


xtm m?^Qi 


riomo sapiens soiute earner iamiiy y ^souium/nyurogen exenangerj, lsoioirn / 
(SLC9A7), mRNA 


INlVI U14/Uo 


xiomo sapiens oentin siaiopnospnoproiein ^i^oJrJr^, mrsJN/\ 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


INM_UU.>4ol 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


XTA/f A1A7/:i 

JNM_U3U /ol 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


IN JVL_U D Z O^Z 


xiomo sapiens wingiess-type ivuvn v lniegranon sue iamny, memoer dd 
(WNT5B), transcript variant 1, mRNA 


XTA/T H^A77^ 
1n1VL_UOU / O 


Homo sapiens wingless -type htMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 




Homo sapiens wingless-type MMTV integration site family, member 5 A 
(WNT5A), mRNA 


JNJVL^UD / loo 


Homo sapiens wingless-type MMTV integration site family, member 1 6 
(WNT16), transcript variant 1, mRNA 




xiomo sapiens wmgiess-iype iviivii v integration sue iamny, memoer 10 

rWXTTI f\\ trQ-ncprint variant 9 mPXTA 


TSTN/T 019101 


TTnmn cui"\ipti c t~rnT-\ar~ti te* rnr»ti ■f_r , /^inf Qinin rr 90 fT 1 !? TA/f 9 francr , rir<t ^/ariOTit 1 
JT-1U11HJ oapiCllo LlipdlLlLC llUJLll-L'OllLcllillllg jLZs ^ JL XSJJ.VXZ,^7^, LicUloL/llpt VallctllL 1, 

mRNA 

X1U.XJL > /\ 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 
mRTSTA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


XTA/f 0*\537A8 
rsivi V J oZh-o 


nomo sapiens l^iNase u-iiKe aciu i^rsase ^l^x^/vl^j, Transcript variant z, jxiivin/y 


NM 09 19^3 


TToinn ^artiPTiQ T^^Jac^ TT-liVf* DNa^p fT*)T AF)^ tr^nQfrint vnTnjiTit 1 "mPXJA 

iiviiiw oajjiwlio xyiNaoC jJ. iiA.ti ai^iu. j_/i^ici.o\-/ \^±^ ±^£\jls u.aiiowii|^L vaiidin i, iiixnj.NxV. 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a*, 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), mRNA 


NM_020731 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


NM 053049 


Homo sapiens stresscopin (SPC), mRNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA 


NM 000507 


Homo sapiens fructose-l,6-bisphosphatase 1 (FBP1), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM_030811 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_053023 


Homo sapiens zinc fmger protein homologous to Zfp91 in mouse (ZFP91), 
mRNA 


NM 052826 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


NM 052825 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, mRNA 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NM_031902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_015969 


Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_031280 


Homo sapiens mitochondrial ribosomal protein S15 (MRPS15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022839 


Homo sapiens mitochondrial ribosomal protein SI 1 (MRPS1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16070 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NM_052815 


Homo sapiens immediate early response 3 (EER3), transcript variant long, 
mRNA 


NM_003897 


Homo sapiens immediate early response 3 (IER3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
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A^ T-iVincnhatacp ciVhimit 1 ff^TDPI^ tran<:rrmt variant FC!P1 a mRNA 
Jr\.) piXUoiJrid.ld.oC, oUUUllll I ^li/r L j 9 ixaixoi/X xpi vaiiani i v^a la, iiix\j.>i.*x. 


NM 015719 


Homo sapiens collagen, type V, alpha 3 (COL5A3), mRNA 


xta/t aaa^ch 

xNIVl UUUJ7J 


nomo sapiens coiiagen, type v, aipna z [V-sKjL*,Dj\^) y iilivin/^ j 


NM 000093 


Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA \ 


JN1V1 UUlZDO 


nomo sapiens cen oivision cycie z / ^v-jji^z / nitviN/A 


XTA/T AA/I£/C1 
JNiVl \)VH DO 1 


nomo sapiens ljlh^Zj ^cen oivision cycie z.3, yeast, nomoiogj ^^jj, misj-N-rv 


XTA/T ClU^HCX 
JN 1V1 U D ID l\) 


riomo sapiens cycnn u-iype Dinuing-protem i \y^K^xsiJDr lj, ironouixpi vdixdixi z,, 
mRNA 


XTA A A 1 O 1 A 0 

JNM__U1Z14Z 


riomo sapiens cyciin u-iype Dinaing-proiein i ^uuiMJDr i udnooripi variant 1, 
mRNA 


NM 019592 


Momo sapiens ring linger protein zu (KlNrZU^, mKJNA 


NM O033oo 


Homo sapiens zonadnesm (ZrAJN), mKJNA 


NM_001959 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1, mRNA 


NM_021121 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 2, mRNA 


JNJVl UUO/ /o 


Jciomo sapiens ring ringer protein y ^jnjnx 1 !/^, transcript variant i ? mrviN/Y 


XTA A H<OQOQ 

JNJVl UDZoZo 


riomo sapiens ring linger protein y ^iviNr i/j, transcript vanant z, uixvin/\ 


xta/T AmAoc 


Jtiomo sapiens Tripartite motii-containing d i yi jvllvlj ij, trdnbcnpt varid.nL i, 

TnPXT A 


xrr~i aaaaiq 


nomo sapiens cnonomc gonaQOtropin ucta region ^v^vjriD^t^; on ^luuniuauxiic 


XTA/T A^OQ^O 

xnivi ujzyjz 


nomo sapiens aisruptea m renai carcinoma i ^i^irvv^i ) y miviNrv 


XTA/T AAAQCQ 

jnivi uuuyoy 


riomo sapiens riDOSomaJi protein i_ou ^rvrju-ju^ ixiisj.n/v 


XTTV^" AAAQ7Q 

iNivi uuuy/o 


riomo sapiens riDosomai protein juzo ^ivx i^zj j, mixiN/\ 


XTA/T AAAQC^ 
iNxVI VJUU^oO 


nomo sapiens nuosomai protein i^i / yisjr jl»i / ), iniviN/v 


XTA/T AIQA^ 
IN1V1 UJyUjJ 


Jtiomo sapiens protocaanerm io ^rL/Unioj, miviN/\ 


INIVI XI I / OU7 


T-T-rvmr* conipnc nurlpar T?^XT A aywaiH" ■fan+rvr ^ YXT5^P'? , \ TT*QTiCf»T*i'r\'f' VQT'ifint' 1 TTflPXJA 
IIOITIU bdpiCrlb IlUUlCdl J\IN/\ CApOlt ld.t/LUr Z. ^INyVX^Z-y, LlalloUlipL vallalU l, llll\J.Nr^. 


XJA/T AlAQil'* 


Urttn /~^\ campnc otviii i An 1 pcc t\rAfpin 1 A A^XTi ty*iPXTA 

xioiiiu bapicnb ainnionicbo protein ^/yivitn iiitvin^a. 


XJA/T A99AS^ 

1N1V1 \J^.jL\JDD 


T-Tr\TYi/** canipnc mirlpar T?XTA f±-VT~\r\ri~ ~Fa cir\r *7 /'XTV fran cr»*n"r>t v^finnt "~) mPXJ A 
XIOIIWJ oapiCIlo IlUL/lCcir XVTN./A. CApUI t ld-UlUI ^ ^l>jy\_rz.^, UcUXol/iipi VclXltlllL 1 1 IX vJ. > iv 


XTA/T A 1 Alf/y 
IN lYl UlH/ OZ 


xiomo bdpicnb z-H—cxcnyurocnoieoLcroi rcuut/id.bc \±j±i.\^>is^J A rj, xxixsj.n,tv 


XTA/T A9^Q99 
INIVI UZJ7ZZ 


nomo sapiens taste receptor, type z, memoer i^t ^ 1 /\l3z.jv ih- j, iriisj.Nrv 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


JNJVl uz^yzu 


Jtiomo sapiens taste receptor, type z, member id {i AoZJtvi d), mxsJN/\ 


NM 023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


XTA/T AOIOI O 


riomo sapiens taste receptor, type z, member o (1 AbZKoj, mKJN/v 


XTA/T AO'201'7 


riomo sapiens taste receptor, type z, member y {i AoZKyj, mKiN/v 


IN iVL_UZZ 1 U U 


xlomo sapiens mitocnonanal nbosomai protein oi4 ^JViKJroiH'^, nuciear gene 
cncoaing mitocnonoxiai protein, mx\JN/v 


XTAyT A?91£Q 
INlVi_V7ZZ 1 


nomo sapiens /vir^-oinaing cassetre, suD-iamiiy ^wriiiEj, iiicuiucx h 

^APir^r^il^ mPXJA 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


NM 012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


XTA/T A1/1^fi£ 
JNJVl UIhjoO 


Homo sapiens hormonally upregulated Neu-associated kinase (TTUNK), mRNA 


XTA/T nizL9Q£ 
INIVI \J 1 *f zyo 


nomo sapiens caipam / (LAr JN / irir<JN/v 


NM 006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


XTA/T AA^CA7 
JN 1V1__U UD oU / 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 

^imprficial 7nnp nrntpin pnTYiT^torlnr*tv1v artVirnnatViv f^nxa vara neri carditis 

syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGL1), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 (lymphotactin) 
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(SCYC1), mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NM_058253 j 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/Kobner/Weber-Cockayne types) (KRT5), mRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cyclin El (CCNE1), transcript variant 1, mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (CSorfl2), mRNA 

£. — 2 V Zl 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006S87 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 


Homo sapiens joined to JAZF1 (JJAZ1), mRNA 


NM_005642 


Homo sapiens TAF7 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 55 kD (TAF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC13005 (MGC13005), mRNA 


NM_032656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin and DUF19 domain containing 1 (CSDUFD1), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM 021201 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM 020634 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NM 002897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant scr2, mRNA 


NM 016839 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS 1 ), transcript variant MSSP-2, mRNA 


NM 016838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-1, mRNA 


NMJ) 16837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-3, mRNA 


NMJ) 16836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant YC1, mRNA 


NM 016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SII), 2 (TCEA2), mRNA 
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NM 001010 


Homo sapiens noosomai protein oo ^JKxooj, ttuvin/v 


NM 000981 


Homo sapiens noosomai protein jli^ jivrjuiyj, nuviN-rv 


NM 003378 


riomo sapiens vijjr nerve growtn laoiui jjiuul/iuic ^v\ji ^, Aij - L> - L ^- r ^ 


"XTTV K A A 1 /Z 1 O 

NM OOlolz 


Tjrktnr* canipnc drrncnmai i/^cirlf* nrotpin 1 fAf^RVl^ transcriot variant 1, mRNA 


\-nv /T AO A 1 1 < 


iT Arnrk conipnc (jr«rAcnrri^i vf»cif»lp nrAtpin 1 f ACTRVl^ trans crint variant 11, 
norno sapiens acrosomal vcsioic piuiciii i > ij 9 ywuw * u *• j 

mRNA 


NM 020114 


TT/>mr» conipnc opmcnmai ir/»cirlp r\mtpiTi 1 ^APRVl^ transcriot variant 9« mRNA 
jtiomo sapiens acrosomal vcsicic pujicin 1 V''*- v - >iV A ys uanowipi vanuni. ✓ , ±x^^.^* *■ 


NM 020113 


u«*v%rt nrmi omrkprkTMol ir**cJ r»l <» Tvr/vfr#»in 1 f A r^T? \/ 1 ^ trfm^critYt variant 8. mRNA 
Homo sapiens acrosomal vesicie proiem i ^n.vj\.v 1^, uanawipi vanauv u, uuvim 


NM 020112 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 7, mRNA 


NM 020111 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 6, mRNA 


NM_020110 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 10, 
mRNA 


NM 020109 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 5, mRNA 


NM 020108 ■■ Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript vanant 4, mENA 


NM 020107 1 Homo saDiens acrosomal vesicle protein 1 (ACRV1), transcript variant 3, mRNA 


NM 020069 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 2, mRNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA 


NM_021734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 
member 19 (SLC25A19), mRNA 


NM_021259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


NM_020139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 


NM_0 15975 


Homo sapiens TAP9-like RNA polymerase II, TATA box binding protein 
(TBP)-associated factor, 31 kD (TAF9L), mRNA 


NM_013271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSK1N), 
mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


NM 000903 


Homo sapiens NAD(P)H dehydrogenase, quinone 1 (NQOl), mRNA 


NM 002959 


Homo sapiens sortilin 1 (SORT1), mRNA 


NM_057170 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 2, mRNA 


NM_057169 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcnpt 
variant 1, mRNA 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt variant 5, mRNA 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 4, mRNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript vanant 3, mRNA 


NM 057164 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt variant 2, mRNA 


NM_0 14776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 3, mRNA 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt vanant 1, mRNA 


NM_001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
subunit 1 (ATP6S1), mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA 


NM 033027 


Homo sapiens AXIN1 up-regulated (AXUD1), mRNA 


NM 002539 


Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA 


NM_058004 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23 A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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RNP<A flSTOLA3 > ) mRNA 


"NTV/T 0? 1 Q47 


Homo sapiens serine racemase (SRR), mRNA 


mu 016S79 

1N1VJ. \J 1 V/-' / -s 


Homo sapiens 8D6 antigen (8D6A), mRNA 




Homo sapiens protein disulfide isomerase, pancreatic (PDIP), mRNA 


"NTM 002650 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA) transcript variant 1, mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


XTTV/f OOOQR7 
lNivi \j\j\jyo / 


TTnmn ^aniens ribosomal protein T,26 (RPL26), mRNA 


TsTIV/T OOOQR6 
1N1VJL UUU7OO 


Wnmn ^anien^ ribosomal nrotein T/24 (RPL24), mRNA 


xnv/r fn 1 Qf*A 


Homo sapiens keratin associated protein 17.1 (KAP17.1), mRNA 


TvJlVf 000490 


Homo ^aniens KH1 blood prroiip (KEL), mRNA 


1N1VI_U j^oh 1 


Homo saniens serine/threonine kinase 22C (spermiogenesis associated) 

^ X V^rXX * uU-L/lV^HO J VI HAW/ Will Wvlii-tiv * • ******* w — ' —— *w \^ * 

(STK22C), mRNA 


IN JVl U 1 / OH / 


Homo saniens FtsJ homoloe 3 (E. coli) (FTSJ3), mRNA 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


JNJV1 UIdjUo 


Tinmr* csmipriQ rvnlirt-denendent kinase-like 3 (CDKJL3), mRNA 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


XTN yf All 111 

NM__033 13 1 


u nrnri cQr\ipnc winalpQQ-tvne tvTMTV integration site family, member 3 A 
(WNT3A), mRNA 


NM_030/d3 


rr nmn .„_:„„„ «riricrlp<t<!-tvnp MMTV integration site family, member 3 ( WJSI 13), 


NMJ)03396 


Homo sapiens wingless-type MMTV integration site family, member 15 
AaTNTTI rnRTsTA 


IN JV1__U LH-O Z O 


u nmn carriers win^less-tvne MMTV integration site family, member 11 
(WNT11), mRNA 


JNivl K)J /l/O 


tinmn canipnc barftin fRSND^ mRNA 


XTNyf H1 7H7Q 

rsijvi__u izu /y 


TTrtTi-in co«iRTi«: Hiflpvlplvcerol O-acvltransferase homolog 1 (mouse) (DGAT1), 
mRNA 


"MM 0054Q0 


Wnmn ^aniens STT2 domain-containine 3 A (SH2D3A), mRNA 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protem (LEP16), 
mRNA 


KTM 014914 

IN ±YJL \J 1 *-r_7 1 *-r 


Homo sapiens centaurin, gamma 2 (CENTG2), mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIAS1), mRNA 


JNJYL UUUUoO 


Ti Amn cciT-ii^nc rf»miH-1innf\i<;cinosis neuronal 3. iuvenile (Batten, Spielmeyer- 
Vogt disease) (CLN3), mRNA 


XTTVvf An 1/11 

JNJVL 


ij nrnn conipnc Viamlnvirfll TAP reneat-containine 8 (BLKCJ8), mRNA 


NM_054013 


Homo sapiens mannosyl (alpha-1 ,3-)-glycoprotem beta-1 ,4-N- 
Qpph/ioiiTPncflminvl transferase isoenzvme B (MGAT4B), transcript variant 2, 

mDMA 

II-UVIN^V . . 


MM 000449 


Homo sapiens regulatory factor X, 5 (influences HLA class EL expression) 
fRFXS^ mRNA 


NM_054025 


Homo sapiens beta-1, 3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B 3 GAT 1 ) transcript var i ant 2 , mRNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


vru OS3024 


Homo sarjiem nrofilin 2 rPFN'7') transcript variant 1, mRNA _ 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NM_014018 


Homo sapiens mitochondrial ribosomal protem S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 15971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, mRNA 


NM_018141 


Homo sapiens mitochondnal nbosomal protein blU (MKFMU), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 14046 


Homo sapiens mitochondrial nbosomal protein MbB (MRrbloB), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA ... 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


NM_033664 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 2, mRNA 


NM_001797 


Homo sapiens cadherm ll, type 2, OB-cadherm (osteoblast) (CDHl l), transcript 
variant 1, mRNA 


NM_033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


NM_000495 1 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1, mRNA 


NM 000092 


Homo sapiens collagen, type TV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001006 


Homo sapiens ribosomal protein S3 A (RPS3A), mRNA 


NM_012411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


NM_0 15967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NM_033335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 3, mRNA 


NM_033334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1, mRNA 


NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NKoAl), 
transcript variant 2, mRNA 


NM_001606 


Homo sapiens ATP-bmdmg cassette, sub-family A (ABC1), member 2 
(ABCA2), mRNA 


NM 002284 


Homo sapiens keratm, hair, basic, 6 (monilethrix) (KRTHBo), mRNA 


NM 002283 


Homo sapiens keratm, hair, basic, 5 (KRTHB5), mRNA 


NM 002282 


Homo sapiens keratm, hair, basic, 3 (KRTHB3), mRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA 


NM 002281 


•wt ♦ i . • 1 " 1 1 /T/"n r PTTCI 1 \ .-.-.T>*NT A 

Homo sapiens keratm, hair, basic, 1 (KRTHB 1 ), mRNA 


NM 033045 


Homo sapiens keratin, hair, basic, 4 (KRTHB4), mRNA 


NM 001011 


Homo sapiens ribosomal protein S7 (RPb7), mKJNA 


NM 000980 


xx '1 1 . T 1 O _ /T>T>T 1 O A \ m T)XT A 

Homo sapiens nbosomal protein L18a (RPLloAj, mRNA 


NM 000979 


Homo sapiens ribosomal protein L18 (RPLlo), mKJNA 


NM 000977 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens ribosomal protein Ll3 (RPL13), transcript variant 2, mRNA 


nm uuuy/o 


riomo sapiens rioosomai proiem i-iz ^xs-ri-'i-^^j humna 


NM 000975 


Homo sapiens ribosomal protein Ll 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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NM_033181 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 3, 
mRNA 


NG_000018 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 


NM_033151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 11 
(ABCCll),mRNA 


NM 006998 


Homo sapiens secretagogin (SECRET), mRNA 


NM 006201 


Homo sapiens PCTAJRE protein kinase 1 (PCTK1), transcript variant 1, mRNA 


NM 033019 


Homo sapiens PCTAJRE protein kinase 1 (PCTK1), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 2, mRNA 


NG_000012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBB), mRNA 


NM 001015 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NM_003761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 
mRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 

r . *- — 


NM_031957 


Homo sapiens keratin associated protein 1.5 (KRTAPL5), mRNA 


NM 004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NM_030587 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1, mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 2, mRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VIHB (sterol 12-alpha-hydroxylase), 
polypeptide 1 (CYP8B1), mRNA 


NM_000785 


Homo sapiens cytochrome P450, subfamily XXVEDB (25-hydroxyvitamin D-l- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 


NM_031419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


NM 016630 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 


NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


NM_030660 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel subfamily K, member 12 (KCNK12), mRNA 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


NM_0 16532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol ■ 
phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM_0 14759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 


U/v*m/-v f.o«ion r« -rxT"/-x-<-/Ar.*i/-1Vi^>t-i'r» C /''PfTYPT trsin Qf*rint variant 1 TTlRNA 
JnLoniO sapiens prOTOCauncnn o yr \^JlJX±0) s iiaiio\^Li\ji vanain i, ixll\~l^j~l 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


NM 004420 


Homo sapiens dual specmcity pnospnatase o [jjuoroj, mruN/^ 


NM 001012 


Homo sapiens nbosomal protein oo vJKxooj, mivrN/v 


NM 002595 


Homo sapiens rtl AlKJb protein Kinase z ^jr^iis^j, rnj\i>A 


NM 001395 


Homo sapiens dual speciticity pnospnatase y ^uuoryj, rruviM/v 


"XVfc JT AA10C7 

NM_003887 


Homo sapiens development ana aiiierenuaLion cund.nL/ing muiui ^. ^ 3 
mKJNA 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


NM 001259 


Homo sapiens cyclin-aepenaent Kinase o ^ujs.oj, mi\jN/\ 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


NM 001759 


Homo sapiens cyclin D2 (CCJNL/zj, mKJNA 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


NM_05715S 


Homo sapiens dual specificity phosphatase 4 (DUbP4) transcript variant 
mRNA 


NM__001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 
mRNA 


NMJ352988 


Homo sapiens cyclm-dependent kinase (CUCz-lilce) 1U (cukiuj, transcript 

a *\ JT\ XT A 

variant 3, mRNA 


NM_052987 


Homo sapiens cychn-depenaent kinase (UUUZ-iiKej iu ^L,i-/JS.iu; 5 uanscnpi 
variant 2, mRNA 


NM 057160 


Homo sapiens artemm v/vKliNj, transcript vananx ituxina 


NM 057091 


Homo sapiens artemm (AK1 JN), transcnpt vanant z, mKiN/Y 


NM 057090 


Homo sapiens artemm (AXIJNJ, transcript variant ^f, nu\jN/\ 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1, mRNA 


NM 000050 


Homo sapiens arginmosuccmate synthetase (A^oj, transcnpt vanant 1, niru\A 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaponn 6, kidney specmc tACJro), transcnpt vanant z, hikina 


NM 001652 


Homo sapiens aquaponn 6, kidney specific (AQP6), transcript variant 1, mRNA 


NM_053032 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mRNA 


NM_053031 


Homo sapiens myosin, light polypeptide kinase (MYJLK), transcnpt vanant / , 
mRNA 


NM_053030 


Homo sapiens myosin, light polypeptide kinase (MYJ-Js.;, transcnpt vanant j, 
mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 
mRNA 


NM_053028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 3ts, 
mRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (Milk.), transcnpt vanant ja, 
mRNA 


NM_053026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 1, 
mRNA 


NM_0 16497 


Homo sapiens mitochondnal nbosomal protein 64 (MRP64), nuclear gene 

ciiuuLiiii)4 iniLOv/iiuiiuridi piutcui, nixvi^ix^. 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S3 5 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 

1 1 IX VJ. > oV 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM 05^035 


Wnmn ^aniftn^ mitochondrial nliOQO'mfll nrotein flVTRPS'3'j^ transcrint variant 

2, nuclear gene encoding mitochondrial protein, mRNA 


NM 016071 

X ^1 1V1 \J X \J\J I X 


Hnmn saniens mitochondrial ribosomal nrotein SJ^3 flVFRPS'x'x^ transcrint variant 

X oaUlvlia 1111 LUvJLlUllUl ICll 1 IL'VJlJwIIICII yJL \Jl.\s±±l i— J ~J —> \^xyxxvx VJ *J J ^ Ul aitavl ipi V ill. 1 till b 

1 , nuclear gene encoding mitochondrial protein, mRNA 


NM 031901 


Homo saniens mitochondrial ribosomal nrotein S21 fMRPS21^ transcrint variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM 018997 


Homo saniens mitochondrial ribosomal nrotein S21 rMRPS21^ transcrint variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 033363 


Homo saniens mitochondrial ribosomal nrotein S12 (MRPS12^ transcrint variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM 033362 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRS1 interacting protein 1 (PS1P1), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo saniens transmembrane nrotein HTMP10 fHTMPlO^ mRNA 

AXVPIHV 1 VA1J 11. Ullulllvlliu/1 Uiiv piUlvill XX X XT XX XV 1X-E.AJ.TJJ. XVI, 11-LXVX^.X X 


NM 030649 

X ^ l- ▼ l- v*/wv • ^ 


Homo saniens centaurin beta 5 (CENTRS^ mRNA 


NM 023936 


Homo saniens mitochondrial ribosomal nrotein S*34 fivfRPSl'^4 1 nuclear pene 

JLJLV/111U OUUlVXliJ 11U IW11U11U1 Xdl X IfvOVlllul U1V/IV111 —s T ^lTXlvl KJ T F , llUVlwUX gvliv 

encoding mitochondrial protein, mRNA 


NM 0^1107 


Homo saniens mitochondrial rihn^nmal nrotein SI 0 nVTRPSH^^ transcrint variant 

ixwiiivj oo.LJ.i-V_/ no liuiuviiviiui itxi iiuuoi/inai ^jv\j\.\jly\. i x- yj.vxxvx ji-^j uaiiouiipL v at laxix 

1 nuclear pene encoding mitochondrial nrotein mRNA 

l j liUVlvUl C,V11V/ V11VV/U111C 1111 IV/vlUJllvll lul L/l V/lvlllj 11JX\X ix X 


NM 0143^2 


Homo saniens onsin 3 f en cenhal onsin nanonsin^ fOPN^ mRNA 

AlV/lllV/ uupiUllu V/L/Olll — ' ywl IVV^IJIIUIWL/Oillj t/UXlWJL/Olliy \^V^X X ^1 •J Jy 1 1 XX V_L 1 X X 


NM 001260 

X ~ X ▼ X \y \s X X»V/V/ 


Homo saniens cvclin-denendent kinase R (C^TYKfCl mRNA 

AlV/lllV OUpiVXlO _/ X 11 1 VJVL/wllUwlll XVXllCLOV' KJ \^ * — 'J — 'XV U IXXIVX. 1i X 


NM 003674 

X ^ X TX V-P XX —S VJ t T 


Homo saniens cvclin-denendent kinase fCyT)CV2 -1 ike i 10 fCTDIClO^ transcrint 

llWliiVJ X J villi VX\^lJ W1U VXX l IvXllUOv 1 J — * x_>-^-^ 1 1 1VV J 1 V» \ XV 1 \/ f ^ lxuxxovx XL/l 

variant 1 , mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1, mRNA 


NM 052827 


Homo saniens cvclin-denendent kinase 2 ( CDK2^ transcrint variant 2 mRNA 

AXV^X*.Xx-r iJUJylVlJ.U VJ Villi Uv yj V11UV1 1 L> XVIllliuV Xrf ^\-/i_/lVA* ^ j LI Ulluv/lipt V Ul lUIlL X^ ^ 1111VL 11 X 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1, mRNA 


NM 006522 


Homo ^aniens winQle<;^-rvne TvTIvT'l'V inteoration <3ite familv memHer f\ rWNTfVi 

11UX11U japxv^ixo Wlllglwoo \.y yJ^> xYJLLYX X V llllWgl CLV.LVJII ollv ldllllijr, lll^lllLf^l V> ^ VVI'I JL U^j 

mRNA 


NM 005430 

X>XVX \J\J *J\J 


Homo ^aniens "wincrl^cc-rvrif* A/tA/TT^X/ intpcrration citp fnmilv mpmhpr 1 CKSTls}' 1 '1 ^ 

-LXCrill^ OClL^l^llO W lUglVOO IjI/V XVlxVx JL V kLL\\*j£l CLlrlKJll OlLW JLCtlJLxlljr , lllWlilUwl x ^ Wll 1 1 J 9 

mRNA 


NM 003394 


Homo saniens wine"les<?-tvne IvTIV/TTA/ inteoration site familv memHer 1 OT^ 

XXvf 11 iu oajjx^xio vv xxigiv^Oij LjrL*^ XVXXVX JL V UlLvgl allUll ollv xCllllliy, lilwlllUwl X \J XJ 

(WNT10B), mRNA 


NM 025216 


Homo saniens wmtzless-tvne iVTTVfXV integration site familv member 1 OA 

llVlllv r lAlglvuO IV l/v 1VJLXVX X T llXkvgi OllV/Xl Ullw XtXllllljr j 11 lwXIXUvX X \f J. X. 

(WNT10A) ? mRNA 


NMJ)05370 


Homo saniens mel transforming oncogene Tderived from cell line NK14V RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo saniens sarcosnan HCras oncot?ene-associated eene^ TSSPN^ mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo saniens tumor endothelial marker R rTFlvTS^ transcrint variant % mRNA 

11U111U iiaiJivixtJ lUlllv/l w 1 1 VX \J LlXl^lid.1 XJLldl IVV^l O y X XjXYIU UullOvli|Jl V ul lull L _J j 1 1 JLXVX xX 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2, mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1, mRNA 
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NM 053275 


Homo sapiens nbosomai protein, large, ru (Kri^rUj, transcript variant z, mruNA 


NM 054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 


NM 002026 


Homo sapiens fibronectin 1 (FN1), transcript variant 1, mRNA 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (£AJr), mKiN/Y 


NM_000783 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcnpt variant 1 , mRNA 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 


NM_003395 


Homo sapiens wingless-type MMTV integration site family, member 14 
(WNT14), mRNA 


NM_033101 


Homo sapiens lectin, galactoside-bmding, soluble, 12 (galectm 12) (LGALbl2), 
mRNA 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 1, mRNA 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 2, mRNA 


NM 032208 


Homo sapiens tumor endothelial marker 8 (TEM8), transcnpt variant 1, mKJNA 


NM_0 14644 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 
(PDE4DIP), mRNA 


NM_006551 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 

VT T"»*T ■ 1 V X T"% "VTA 

(LPHB), mRNA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 1, mRNA 


NM 007346 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 


NM 015965 


Homo sapiens cell death-regulatory protein GRIM 19 (GRIM 19), mRNA 


NM_0 14275 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcnpt variant 1, 
mRNA 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 1, mRNA 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), j 
transcript variant 2, mRNA 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_033657 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1) 
(CES1), mRNA 


NM_0042S7 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant A, mRNA 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant B, mRNA 


NM 002906 


Homo sapiens radixin (RDX), mRNA 


*v t* k r\c\ ~\ r\ c\ a 

NM 001004 


Homo sapiens nbosomai protein, large r2 (KrJLrz), mKJNA 


JNlVi UU1UUO 


riomo sapiens noosomai protein, large, jti ^ivx^j^x^ l), iiir\j.Nr\ 


NM_0 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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"MM* 090439 


Hnmo ^aniens calcium/calrnodulin-deoendent nrotein kinase IG CCAMK1GV 
mRNA 


1NXVX UJAilJO 


Homo ^aniens NOL1R2 nrotein fNOLlR^ mRNA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIG1), mRNA 


MM 0 1 8044 


Unmo Qanienq NOT IT? nrntein fMOT mRNA 

1. A OHIO OdOlOllcJ J. ^ K~tX~t 1 IX. Ol O LOlll yX^i\-/X\j X X\.J 9 llJJ.VJ.^^x 


NM_016262 


Homo sapiens epsilon-tubulin (LOC5 1 175), mRNA 


IN JLVJL_U 


TT/vmr* cQni *=»-n c f*iilr;ar-v7ntir» tranclatinn initiatim! fapfnr 9R ^nbnnit 9 fHeta 3Q1c"D » 
nOIUU odpicrib CUivaiyUllU lldllblaliuil ilHlidlioii ldt-aoi ^-JL>5 ouuuuii ^ V. ? yr^xs j 

rFTF?T*?^ rrTRNA 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 

Llallovlipi Vdllalil oliol 1, IILlnJ. >/a ! 


IN iVl__UV 7 ->o / 


T-Trvmn cotri f*r\ c Ipr'tin O'Silaptncidp— Hindinc* QnlnTVIp 0 ( D'Jllpptin Q\ (1 GAT SQ^ 

jnLOIIlO bd.piCIlo ICULlll, gdidOLUblO-C-UlllOlIlg, oUlUUlt, -7 ^gdlt^llll -7 J yX^KJ JrXX^iJ y J) 

■h-Q-ncpri-nf variant Inner ttiT^N^A 

LI 1JJL Vol lolll IV/llg, lllt\_L>-/i- 


NM 001 1 87 


TTnmo Qar»if*n^ R *mf*1annma antio'pn rRAGT^^ TnRNA 

XJLwlllVr o£l|_llwllO JUJ 11 IV* 1C11 1W1 lid Clll UJ. g wll ^UilvJ i_v y , Illlvl 




TTnmn <?ariipn«? nfl^nase recruitment domain familv member 15 fGARJD15^ 

X 1U1 1 l\J OdLylV^llO wCIlJ LICIO^ IVVlUlUllWUl. UU 1 1 1CI 1 1 1 AC4.li.XJ. J. Jf , 111V111UV1 1 — ' \jy-^JT*-M.\-M~S M. J y 

mRNA 


"NM 014733 


T-Tnmo sanien<; endn^ome-a^^ociated T^WE-domain nrotein TENDOFBSn mRNA 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


"NTM 006440 


X-Ti^tn f\ c oni c i"T^ir\t*f k fir\Yin T'^rini^t'ncf* r*<*i"a /XR i mTv lSi A 

AlLflllU oapiCllo L11HJ1 CL1UA.111 IV/UUl/laov U^yLCL X IV J } 111AVA >^A. 


INIVI UUjouj 


xiOmo sapiens neuroepiineuai oen iransioi ining gene i ^inx^a lj 9 iixr^±\r\. 


MM H07 1 1 Q 


rioino sapiens major msiocompaiiuiiiiy ooinpicA, oiaot> xi, jl/w dipiia ^£ii-»r\. 
r\OA\ mi? "jsjA 


NM 071 QOR 


TTaiiia cnni^nc ciiT>rM"<*ccir\"n rvT liimnriapniritv 7 ^SnT7^ tranQprint variant h 

XAVJlllD odL/lCllo oUUUl CaalUll \J1 LU111V/1 l^C/lllOlLjr / X 1 J 9 Ll dllo^l LLJl v ciiia.il t U, 

mRNA 


MM 01R417 


T-Trvmri cot^i p^n c ciiT»r»rf*ccir*n r>T* frnnnri apnipitv 7 ^5sHT7^ tranQprirvf" variant a mRNFA 
XXUIllv od|Jidlo otlJJJJlCoolv , ll \Jx IU.11HJ1 igt/in^/iuy / x / j 9 li diio^/i iljl vaiiain d, ihiviiia 


NM 0S4070 


Unmn <s»m'mQ niitativp inn channel nrotein PATSPFR2 rCATSPER2^ mRNA 

AAWll 1^ Od[JlC110 J-J U IdLl V C IWll IslldllllV'l |JHJtC'lll \>/ll Ol lvlVX< ^>^XA A »J1 A_>AVZ^ 11I1V1 X X. 


NM 0S3781 


TTnmn QanieriQ HnfhQhimH Vinmnlncr 0 TOrn«;nnrii1a^ rT^AC!TT^^ mRNA 
JQU1J1U odJJlt-llo ua^/iioiiuiiu liLmiuiwg ±* yJU/l uoULJiind^ ^i/nv^ii« ^ iiiavi^^v 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


MM H307Q6 


TTnmn ennipne nvnntneriral nrnfpin FJTTFZnSfidTrOR?? (T)KF7PSf»4K0R2?^ 
mRNA 

lllAVlN^A. 


NM 07S1 17 

A>±Yi \J£* J 11/ 


HVimn canipnq hvnntriptiral nrntein FT T1 1 R71 fFT T1 1 871^ mRNA 

ilUlIlU OdJJlC'liO ll_y JJULllt' L1V-/C11 L/lvJLt'lll A A^J A AO / X \X A_/J -LAO/ A llLLVL^ll 


NM 0148Q3 


TTnmn cjanien*; TCTA A0951 nrotein rKTAA0951^ mRNA 

A 1 L/ll K ' od|Jlwllo I\JxVTi.v7J 1 |J1 Lt- 111 ^l\J-rLrVv Is X y, llAAVA^l^i. 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1), 
mRNA 

1 1 11. XJL >( 1\. 


NM 053055 


Homo ^anien^ (^-terminal modulator nrotein TdTTvlP^ mRNA 

A AOll IV DU|Jlv/l 1 lj V^- WjX lllAlldl lliUUUlU Ivl JJ1VIV1H y^v/ 1 1VU. y , 11 JJ-VJ. X. 


NM 021917 


TTomn <?anien^ TTr^F-Hindinp^ 1ran«;crintinn factor 7.Viano"Pei (7JP*\ mRNA 


NM 007237 

± > J.VJL \J\J I £*mJ 1 


Homo <;anien^ SP140 nuclear Hodv nrotein fSP140^ mRNA 

11V/111V O CI I J ILIIO UA 1 V_/ llUviwCll L/UVIV pi vlvlll y^wA A • \S J ^ HUM 1 V 


NM 006368 

i^lVi. vvvJvU 


Homo ^aniens cAJvTP resnonsive element binding Drotein 3 fluman^ (CREB3V 
mRNA 


NM 00S759 


Homo saniens ahl-interactor 12 TSH3 -containing nrotein^ ( ATP- IV mRNA 

A 1V/A 1 lVy OtlUlVilC ClOl lllkvl(tVI.Vl 1 \U11<^ W Vy lit CI 111111 V-f vVlll J y * 1 1 * 


NM 059066 


Homo <;anien<s rhromnsome 1 onen reading frame 24 fC lor£24^ mRNA 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 




TTnmn canienc c-nli r*in cr far^tnr arcrinine/QPfine-ricn % (Rf* K mRNA 
a loll 10 oapivllo oJJiiL/iii^ laoiui j dl gllllllw owl int^i ion ^ui j\u j y ? iinv-L >iv. 


NM 006989 


Homo <;anien<; talin 1 /'TT N1 ^ m'RNA 

XlOlllO oapit-llo Ldllll JL ^ A JUrl.^1 1 J 9 11ULNJ.NA1. 


NM 000970 


TTnmn Qanierw rinincnmal nrntein T f\ PT €%\ mP ]Sl A 

X AOlllO Od|JlLl lo 1 lOOOOllldl JJ1 VJ Lv^lll JLvO ^1\1 JLjO^, IIIaVA X il 


NM 003973 

1N1Y1 \J\J ~J s l J 


TTomn Qanipn<5 riHnsinmal nrnfpin T 14 fRPT.14i mRNA 

AXOlllO OdOlOllO 1 lOOOOllldl [Jl \J L^lll A-/1T ^1V1 J_jA"T/, 111AX-1 X XV 


NM 001361 

l>iiVi \J\J i Jul 


Hnmn Qanien<5 HiTivdrnnrntate r1pnvdrn0"ena^p rDHOTYTTi nuclear aene encoding 

11 01110 oapiCiio uiiijUiuuiuidit/ viwlijr o>i v/^v^iidoo yi-'iiOA/ii y ? uuviwai. g^ixw uiiw^/uiiig 

mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 
NM 053067 


Homo sapiens ubiquuin 2 (Utft^JUNzh mKJNA 

Homo sapiens ubiquinn 1 (UoyLJN i transcript variant ^, iiuv^^-v 


NM 013438 


Homo sapiens ubiquinn 1 (Ur>yiJNi;, transcript varuuu i, hum^ 


NM 032115 


Homo sapiens potassium cnannei, suDiamiiy jv, mcmuci l\j ynv^iNj^iv-y, A1LX ^- — 


NM_053284 


Homo sapiens WAr, Jhb, Ig, KU, ana in i.K-coniainmg prutcm ^ vvruviviV} 
mRNA 


NM 053278 


Homo sapiens O protein-coup lea receptor mz ivjrj\.iu^, illJvlN ^ .. 


NM 053276 


Homo sapiens vitrm (VII ), mKJNA — 


NM 032649 


Homo sapiens glutamate caruoxypeptiaase-iiKe piuiem ^ ^jx^^j, lmviirv 


NM 053012 


Tj/xwirt oortionc Vi\n-*/^tVif**Hr»5il rviwt'pin /T .OCH 14137^- mKJNA. 


NM 003268 


Homo sapiens toll-liKe receptor d ^ij_jvjj, nuuNn . 


NM 053005 


Homo sapiens HGCA2 protein (HIA^azj, mjirN/v 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


NM 024740 


Homo sapiens disrupted m bipolar disorder 1 ^uidui;, huvln^v 


NM 015721 


Homo sapiens gem (nuclear organelle) associated protein h ^vjj^ivxu-n^;, 


NM 003730 


Homo sapiens nbonuclease o precursor (kin AM^ori^j, irusj.N/\ 


NM 030916 


Homo sapiens lg supertamuy receptor units, ^injjvv, nuu^n 


NM_022358 


Homo sapiens potassium channel, subtamiiy is., memoer id j>j 

(KCNK 1 5), mRNA „ 


NM 022576 


Homo sapiens phosducm (rDt), transcript vanant rnxj^jr i, hixsj-m^ 


NM 018269 


Homo sapiens SIPL protem (birJLj, mKJNA — 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3A), mRNA 


NM 053036 


Homo sapiens G protein-coupled receptor /4 {yjrt^/i), mru.N/v 


NM 053016 


tt 1 • <-> /"DAT A>fO"\ tyi1?XTA 

Homo sapiens paralemmm 2 (PAl^Mz), mKJNA 


NM 053057 


tt i_ *j ~i ^4-^^^ /t i 1/11 -ml? "MA 

Homo sapiens hypothetical protein (LULl 14136J, itikjna 


NM 052838 


Homo sapiens septin 1 (SEPT1), mRNA 


NM_032034 


Homo sapiens solute earner family 4, sodium bicarbonate transponer-iiKe, 
member 1 1 (SLC4A1 1), mRNA 


NM 031899 


Homo sapiens golgi phosphoprotem 5 (GULrtl^ J } mKJNA 


NM 018448 


Homo sapiens TBP-mteractmg protein (llr izua;, itlkj.n/\ 


NM_0 16952 


Homo sapiens cell adhesion molecule-reiatea/aown-reguiaiea Dy untugcnc& 

— 1T~\ /^\\ T\ TfKT A 

(CDON), mRNA „__ 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


NM 053045 


Homo sapiens hypothetical protein muli^z/ jivuj^iho^/j., nuuxn. 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


NM 003914 


Homo sapiens cyclm Al (CCNA1), mKJNA 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mRNA 


NM_0 19093 


Homo sapiens UDP glycosyltransferase 1 family, polypepnae aj ^uuuaj;, 
mRNA 


NMJ)21027 


Homo sapiens UDP glycosyltransferase 1 tamily, polypepnae Ay iavj, 
mRNA 


NMJ) 19076 


Homo sapiens UDP glycosyltransrerase 1 tamily, poiypepuae ^vo ^uui i^oj, 
mRNA — 


NM_000463 


Homo sapiens UDP glycosyltransterase l iamiiy, poiypepuuc ^uui i^i^ 5 
mRNA 


NM 016608 


tt • A T TA^ 1 j * /AT T7~V 1 \ __T> "NT A 

Homo sapiens ALEX1 protein (ALEX1), mKJNA 


INIVI UlOOu/ 


Knmo samens ALEX3 nrotein CALEX3), mRNA 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65(gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001975 


Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase 1, (alpha) (ENOl), mRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript vanant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


NM 004933 


Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


NM 

xNlYl WJiOl7 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 2, mRNA 


NM_024110 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 1 , mRNA 


NM_032415 


Homo sapiens caspase recruitment domain family, member 11 (CARD 11), 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


"NM 053006 

J.NJLYA V/J JvV/U 


Homo sapiens serine/threonine kinase 22B (spernnogenesis associated) 
(STK22B), mRNA 


IN JLYA VlibUOJ 


Homo sapiens frequently rearranged in advanced T-cell lymphomas 2 (FRAT2), 
mRNA 


NM_006922 


Homo sapiens sodium channel, voltage-gated, type HI, alpha polypeptide 
(SCN3A) mRNA 


NM 005347 


Homo sapiens heat shock 70kD protein 5 (glucose-regulated protein, 78kD) 
(HSPA5), mRNA 


NM 003777 


Homo sapiens dynein, axonemal, heavy polypeptide 1 1 (DNAH1 1), mRNA 


NM 013282 


Homo sapiens ubiquitin-like, containing PHD and RING finger domains, 1 
(UHRF1), mRNA 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 


Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 033329 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM 022755 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


NM 017673 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NM 016000 


Homo sapiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 
(MtCCA), mRNA 


NM_015989 


Homo sapiens cysteine sulfmic acid decarboxylase-related protein 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


NM 007179 


Homo sapiens insulin-like 6 (INSL6), mRNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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NM_052996 1 Homo sapiens PR domain containing 7 (PRDM7), mRNA 
NM 052995 Homo sapiens Usher syndrome 3A (USH3A), mRNA 



NMJ)071 10 j Homo sapiens telomerase-associated protein 1 (TEP1), mRNA 



lNXVJ. ujjUJO 


nomu i>d.piens w u repeat oomain y \ w ijiyjy j, transcript variant z, miviNA 


NM 018963 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 1, mRNA 


1N1V1 Ul /olo 


iiomo sapiens wu repeat aomam o ^wuko ), mKJNA 


lNlYl UjjDOZ 


nomo sapiens wu repeat oomain h ^ wuxv^t j, transcript variant itikjna 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


jnjvi uioooy 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 1, mRNA 


NM 017883 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


JNJVl_JJ5Zoi / 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant z, itikjna 


JNM_UU5oyo 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1 , mRNA 


xnv/f nrK £07 

IN 1VX_UU J Oy 1 


Homo sapiens secretory carrier membrane protein 2 (SCAMP2), mRNA 


IN JVl_UU*f OOO 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 1, mRNA 


"MTV/T fK7£77 
i.N IV1__U jZOZZ 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant z, miviNA 


1MV1 UJZOil 


nomo sapiens ret linger protein z ^tcrJrz ), transcript variant z, mKJNA 


INiVJ. UUJ / 7(J 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 1 , mRNA 


1N1V1 UjZO 1 / 


Homo sapiens midline 2 (MID2), transcript variant 2, mRNA 


JLN1V1 \J 1 1 O 


xiomo sapiens midline z (JVjjlijz transcript variant l , mKJNA 


1N1Y1 UUU /70 


riomo sapiens aopamme receptor Dj (DKUj ), mKJNA 


NM 000794 


Homo sapiens dopamine receptor Dl (DRD1), mRNA 


xnwf O0070£ 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant a, mRNA 


INlVI UjjOOj 


xiomo sapiens aopamme receptor JJ3 (ljkdj), transcript variant e, mKJNA 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


iNlvl Uj303j7 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c, mRNA 


NM 033658 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


1N1V1 UUH7j4 


nomo sapiens caanenn lo, type Z (CJDrllo), mKJNA 


X1A/T OOAO£ 1 
1N1V1 UUWO 1 


Homo sapiens caanenn 12, type z (N-caanenn 2) (CDH12), mRNA 


IN 1V1__U J U OZZ 


Jlomo sapiens cytochrome P450, subiamily IIS, polypeptide 1 (CYP2S1), 

IXIKJNA 


NM 052831 


Homo sapiens dJ55C23.6 gene (dJ55C23.6), mRNA 


IN JVX_U J Z o 1 0 


Homo sapiens tripartite motif-containing 3 1 (TRIM31), transcript variant 2, 


±n1VI_U jZo 1 Z 


nomo sapiens tripartite motit-containmg 15 (I RIM 15), transcript vanant 2, 


■jsjA/r os?os^ 

1N1V1 UJZ^JJ 


nomo sapiens transglutaminase // ( l vjJVL / J, mKJNA 


TsJA/f 0S90S7 


nomo bdpiens putative nuclear protein viNAAJtci ), mKJNA 


TsJA/f OS9R^1 

J.N1VX UJZOJ 1 


nomo sapiens similar to kjiovjAJ^ ^Lj1o5U), mKJNA 


iNlVJL \) D3Z*Z.y 


nomo sapiens tripartite mo tit-contaming 15 (I KIM 15), transcript variant 1, 
mRNA 


NM. 018103 


Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA ! 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (EL22RA2), mRNA 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8), mRNA 


NM 052958 


Homo sapiens vestibule- 1 protein (VEST1), mRNA 


NM 052954 


Homo sapiens cysteine and tyrosine-rich protein 1 (CYYR1), mRNA 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


NM 052934 


Homo saniens solute carrier familv 26 member 9 ( SLC26A9^ mRNA 


NM 052933 


Homo saniens testis snecific 13 fTSGA13# mRNA 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 
mRNA 


NM 052891 


Homo saniens nentidoelvcan recognition nrotein-I-alnha orecursor 
(PGLYRPIalpha), mRNA 


NM 052888 


Homo sapiens KIAA0563-related gene (LOCI 14659), mRNA 


NM 052887 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain-containing adapter 
protein (TIRAP), mRNA 


NM 052886 


Homo sapiens mal, T-cell differentiation protein 2 (MAL2), mRNA 


NM 052882 


Homo sapiens zinc finger, imprinted 3 (Z1M3), mRNA 


NM 052880 


Homo sapiens hypothetical protein MGC17330 (MGC17330), mRNA 


NM 052875 


Homo sapiens hypothetical protein MGC10485 (MGC10485), mRNA 


NM 052S74 


Homo sapiens syntaxinlB2 (STX1B2), mRNA 


NM 052863 


Homo sapiens putative cytokine high in normal- 1 (HIN-1), mRNA j 


NM 052862 


Homo sapiens hypothetical protein MGC2 1854 (MGC2 1 854), mRNA 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo sapiens hypothetical protein MGC20255 (MGC20255), mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


NM 052842 


Homo ^aniens RC7 2-like 12 (nroline rich, TBCL^L12^ mRNA 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 


IN 1VX \JJ iJIH 


T-Trimr» cc»r\ipr>c rtnir*rv>H'ii"Hi1<=»-.c*cc/*>r'i5*i"RH T^7~otpin 1 licylrf f*V»Qi*n *\ ftlTvhji 
xxUIIlAJ bctpiCXlo IlllVlUluUUiC? -ct&ovwcltOU pUJlClii 1 llgllt isllalil ~j aipiia 

(MAP1LC3A), mRNA 


NM 022829 

X> 1VX Ui,LOZ(7 


Hnmft qptiiptiq Qfilnte ^airier "familv 1 % f^ndiiiTTi-flenendeTit diearhoxvlate 

X 1U111VJ od-LJ 1 t<I IS OVlULv vulilt'l XC1X1IX IV X -J ^ijVJUl 1X111 LXW LJ^-X 1VXV11 L VJl^tXi. l/UAy 1CXI.\_< 

tran^norter^ member 3 fS»LC!13A3^ mRNA 


NM 018835 


Homo sapiens olfactory receptor, family 1, subfamily K, member 1 (OR1K1), 
mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystxophin-associated protein Al, 59kD, basic 
component 2) (SNTB2), mRNA 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Homo saniens collaeen tvne TV aloha 6 (COL4A6^ transcrint variant A mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM 033493 


Hnmn ^pmien<: cell division ovele 2-1 ike 1 fPITSl RE nroteins^ rCDC2Ll^ 
transcript variant 9, mRNA 


NM 033492 


Homo ^aniens cell division evele 2-like 1 fPTTSLRE nroteins"> fCDC2Ll > i 
transcript variant 8, mRNA 


NM 033491 

x > xvx v/~ , wJ™_/' x 


Homo saniens cell division evele 2-like 1 fPITSLRE nroteinSi CCDC2L1^ 
transcript variant 7, mRNA 


NM 033490 

x nxvx uJ J^7v 


Hnmn QanienQ nell division rvrle ?-1ike 1 rPTTSI "RF nroteinSi CCDC2T,1^ 

transcript variant 6, mRNA 


NM 0^^4RQ 


"Hnmn Qftr»if*nc rf'll divicinn rvrlp ?-1ilre 1 ^PTT9T "RE nroteins^ TPOP^T 1^ 

transcript variant 5, mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NM__001787 


Homo sapiens cell division cycle 2-hke l (PITSLRE proteins) (CDC2L1), 
transcript variant l, mRNA 


NM_005983 


Homo sapiens S-phase kmase-associated protem 2 (p45) (SKP2), transcript 
variant 1, mRNA 


NM_032637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 2, mKJNA 


JNJVL 0219oo 


Homo sapiens H4 hi stone family, member E (H4FE), mRNA 


JNJYL 002 /4o 


Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 


JNM 003027 


Homo sapiens H2B mstone iamily, member N (H2BFN), mRNA 


NM_001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


JNM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mRNA 


JNM 000998 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


XTA AT f\f\r\C\f\"7 

NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


NM_021 161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 
(KCNK10), mRNA 


JNM 003944 


Homo sapiens selenium binding protein 1 (SELENBP1), mRNA 


JNM 033049 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 2, mRNA 


XTTV/T AA/J 11/1 

JNM 004114 


Homo sapiens tibroblast growth iactor 13 (FGF13), transcnpt variant 1A, mRNA 


JNM 033642 


Homo sapiens tibroblast growth iactor 13 (FGF13), transcnpt variant IB, mRNA 


JNM 016279 


Homo sapiens cadhenn 9, type 2 (Tl-cadherm) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


■V TTV It f\ T 1 OA1 

NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA j 


NM__033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 2, mRNA 


TV TTV >T AA1 TO/T 

NM_0017bo 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 1, mRNA 


JNM 004301 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant b, mRNA 


JNM O33o4o 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant a, mRNA 


NM 017734 


Homo sapiens palmdelpliin (PALJVLD), mRNA 


x T7V JT ACO ooo 

INM 0 s 2o3Z 


Homo sapiens solute carrier family 26, member 7 (SLC26A7), mRNA 


JNM 01b71o 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


Homo sapiens cyclm B3 (CCNB3), transcript variant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


XTTV AT A1 A/T1 7 

NM 019617 


T T — * A -t -1 S~T y~v /T ^ 0 ^1 \ "VTA 

Homo sapiens CA11 (LOC56287), mRNA 


NM_0 18398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNA2D3), mRNA 


XTX A A 1 Ol 1 n 

NM 01b319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


Tv TTV if A1 A Af~\ A 

NM_0 14404 


TT_ • I* 1 iij 1 1. 1 - ,— 

Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 

f d 1 A /Tv T / — \ c "\ -w-v -v T A 

(CACNG5), mRNA 


XJVF 01440S 


jxumo sapiens caicium cnannei, voiiage-aepenaent, gamma suounit 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein fNPEPl mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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(CACNG3), mRNA 


NM 004347 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


NM 003862 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 1, mRNA 


NM 020770 


Homo sapiens cingulin (KIAA1319), mRNA 


NM 030778 


Homo sapiens hvoothetical nrotein PRO 1331 fPR0133n mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal nrotein T.49 fMRPL49 1 mRNA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo saniens keratin associated nrotein Q 7 rKTPTAPQ, 9 i ml^NA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant "R mRNA 


MM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 




nomo t> dpi ci ib puLdbbium cnannei, suuiamiiy jv, memocr / ^iv v^in jv / trans crapi 

variant mT? 1\T A 


NM 033348 

J. >l 1 YX UJJJ^O 


T-Tomri Qfinipns nota qqii im pnannel Qiirtfamil'v "K" rnprnh#=»r V fXC C^t^JlC 7\ fr-cir\cr'r\r\t 

XX\Jlxx\J odJJ lwlo Lclool Lllll Oilaillitl ? aLlUJ.CllliJ.ljr IV j lilCillUCl / ^lYV/iMi. / Jj UdlloOiipt 

variant S mRNA 


NM 033347 


Homo saniens notassium channel subfamilv TC member 7 fi<CCNTC7i transcrint 
variant A, mRNA 


NM 033191 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


NM 033061 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


NM 033188 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033062 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 033059 


Homo saniens keratin associated nrotein 4 14 fICAP4 14 1 mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 


NM 033643 


Homo saniens ribosomal nrotein T ^6 fPPT i fran^rrint variant 1 nVRTvJA 

XXVS11XVJ Oupi^llO A lUUSUiliai |_/1 \J U^lll XjJLJ ^XVX X_/_J yj J y 11 CXilOLsl 1 JJ L VdllClllL 1 9 1 1 IlVJ. N A 


NM 015414 


TTnmn ^anipriQ TtiSoQomal nrofpin T /T? ~PT ^{^\ tran^rri-nt v^iripnt 9 ml? XT A 


NM 007?09 


TTomo ^anipn*; "Hbosomal nrotpin T /HRPT i ml?NA 


NM 000996 


Homo saniens ribosomal nrotein T *^Sa /-RPT T5A Y mRNA 


NM 033637 


Homo sar>ien<? beta-tran^rliiri'n reneat rontainino - rRXPt^ i tranQfrint variant 1 
mRNA 


NM 033345 


Homo saDiens resulator of G-nrotein siffnalline: 8 ^RGSS ■ mRNA 


NM 033543 


Homo sapiens hypothetical protein R29124 1 (R29124 1), mRNA 


NM 033186 


Homo saniens keratin associated nrotein 4 13 fPCAP4 \ 'W mRNA 


NM 033050 


Homo saniens G nrotein-counled recentor 91 rGPR91i mRNA 


NM 032728 


Homo saniens hvoothetical nrotein MGC 1 292 1 rMGC 1 ? 92 1 f mRNA 


NM 032910 


Homo saniens hvoothetical nrotein MGC 14136 (MGC 1 4 1 3 6 » mRNA 


NM 032857 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), rnRNA 


NM 032640 


Homo sapiens hypothetical protein MGC10526 (MGC10526), mRNA 


NM 032560 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRNA 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA ! 


NM 031432 


Homo saniens uridine-cvtidine kinase 1 (TTCKl^ mRNA 


NM 031289 


Homo sapiens hvnothetical nrotein MGC3 146 TMGC3146i mRNA 


NM 031269 


Homo saniens PRO 13 86 nrotein fPR01386i mRNA 


NM 030975 


Homo saniens keratin associated nrotein 0 9 HCRTAP9 9 1 mPTvJA 


NM 030817 


Homo saniens hvnothetical nrotein DKF7n434F031 8 fDPCF7P414F0^ 1 R i 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC43 68 (MGC4368), mRNA 


NM. 024325 


Homo sapiens hypothetical protein MGC 107 15 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (TMRPL44), mRNA 
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xnvr 0994AQ 

IN 1VL__UZZ HO y 


XiOmo Sapiens nypoxnexicai proxem rx>jzi 110 similar xo proxem reiaxea xo uj\\^ 
oriH rerHpnic /HRT T91 10S^ rnRNA 

diXLL LCI UCI Uo ^T__<JZ.± 11/ J J) IIII\JLN.rY 


xj[V/f 099^44 


TjOTVm CQIMPtlC TVmfvai - ™! VlTIOCP XTlYYin T? 1 1^X1 1 1 T_T? 1 l ml? XX A 

XxOlllU bapiCIlo prOLClIl Jvllldoc INJ U1U"-X\- 1 ^INJlVXIJ-Jvl ) 9 IUXvINjTV 


NM 009Q94 


nuinu sapiens regulator 01 vj-pruicui signalling / ^ixvjro / iiix\jin/\ 


Xta/T 090409 

IN J.VX UZVH-yZ. 


nomo Sapiens cnonnergic recepxor, mcoximc, aipna polypeptide iu ^v^xxiviN /\ i u j , 
mRNA 


NM 015420 

X > J.VJL \/X«^~A«\/ 


Homo <?anien<? TTKF7P5 6400463 nrotem fT>rCF7P5 6400463^ rnRNA 




Homo QflnieriQ Tinn09Sfi r»rotpin CI Of^SI 909^ ml^NA 


NM 090370 




NM 010016 


riAjiiiu aapiciib nypuLiicuL»ai proLcm ^1/XjJZ.uz.oi^, ixixvIN/v 


NM 017R79 


Homo Q«riif»nQ livnotHpHrnI nrnfpin PT T90S46 rPT T90S4^ mPNA 


1N1V1 U 1 OD f J 


xxonio Sapiens nypotneucai protein r juj i iz / a ^rLJ 1 iz / i) 9 iTixviN/\ 


NM 01 8977 

INIVX V 1 / / 


ijloitio sapiens nypotneiicai protein x^x-»j iu^jz ^plj iu^jzj, itix\J.n/\ 


NM 01R949 


nuniu sapiens nypuuicnuai pruiem jt iuot/ ^rjuJ iv/o*+ / nxtviN-rV 


IN 1VI U I Ouj J 


nomo sapiens miiocnonariai riDOsoinai proiein l^o ^ivixCJrx^f o ), iiiisJN/\ i 


INIVX 1/ I DHOo 


xxoino sapiens nypotneiicai proxem ^luv^j izhi ), mjviN/\ 


XJM* 0140QQ 


xiomo sapiens rivui / oo proxem yr jsxj i / oo rnjcviN/\ 


NM 014Q64 


Homo cnr»ip»r»c TTT A A 1 O^S nrnfpin /TTT A A 1 HA^^ rnPN A 

rnjuiu bapicns xsjLrvjnLiwoj proiein ^i\JLrVr\.iuoj j 9 inxviN/\ 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


MTU 014174 

INIVX \JLHL/H 


xxomo sapiens xiox^v^i^t^t protein ^rXor^^i^tH-;, iriisjN/v 


\M 0141^^ 


xxomo sapiens uivrz^r do^-vjuhoj protein ^i^ivr z^r 3 04UU40j itixxin/\ 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


XTTV/T HI ^AQ 1 


nomo sapiens rsy protein (r>y), rrLKiNA 


IN IVX__U I Zj U I 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 

nrnfpin 1 /FTA A fk7n<\ mD\T A 

proxem i (Kx/yau / uo j, mKJN J\ 


INIVX UUOoDO 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo sapiens potassium channel, subfamily K 5 member 7 (KCNK7), transcript 
variant miviN/\ 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


XJA/T 00^9A7 
INIVX UUjZO/ 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


JNiVl_UU3 1 o4 


Homo sapiens 1A1A box bindmg protein (lBr)-associated tactor, RNA 
polymerase 11, B, IjOklD (IAtzB), mRNA 


X7TV>f 000 07A 

JNiVl_UU3U/y 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCE1), mRNA 


XTA/f nn95»i^ 
lNjyi^uuzo i-> 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 
(PSMDll),mRNA 


XTN/f 009^77 
INIVX UUZD / / 


Homo sapiens pzl (CJJJsJNlA)-activatea kinase 2 (rAJvz), iriRJNA 


XTM" 00**R£7 
INIVX uvj SO / 


rxomo sapiens iioroDiast growth lactor 1 / (Jror 1 /), mKJN A 


NM_003885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 

ml? XT A 

rrxKiNA 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 

mKJN A 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


IN 1VX__U jdd UU 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


NM 033498 


XJLUIIHJ oapiCIlo XICAOKlllabC I ^XTJS-1 J 9 LTOIlSt/ripL VdUaUL ^f , nuuicdx gene CnOOuIIlg 

mitochondrial protein, rnRNA 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, rnRNA 


NM_033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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NM 033640 


Homo saniens SCAN domain-containing 2 fSCAND2") transcrint variant 6, 
mRNA 


NM 033636 


Homo saniens SCAN domain-containing 2 fSCAND2\ transcrint variant 5, 
mRNA 


NM 033635 


Homo sarriens SCAN domain-containine 2 (SCAND2^ transcrint variant 4, 
mRNA 


NM 033634 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 
mRNA 


NM 033633 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2, 
mRNA 


NM 022050 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1 , 
mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 03^409 


Homo sapiens PTEN induced putative kinase 1 (P1NK1), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo sarriens Ac -like transno sable element ( A T ,TE^ mRNA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NM 00? 1 1 S 

XNXVJL X i .J 


Homo ^nniptr? bexoVinase ^ f white eell i fHTC^ nnelear ffenft encoding 
mitocliondrial nrotein mRNA 


NM 000188 


Homo saniens hexokinase 1 fHICl^ transcrint variant 1 nuclear 2ene encoding 
mitochondrial protein, mRNA 


NM 004728 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 21 (DDX21), 
mRNA 


NM 022148 


Homo sapiens cytokine receptor-like factor 2 (CRLF2), mRNA 


NM 022337 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


NM 016428 


Homo sapiens NESH protein (NESH), mRNA 


NM 016227 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 018475 


Homo sapiens TP A regulated locus (TPARL), mRNA 

_ — L_ ZS II V __ 11 ■ 


NM 020461 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


NM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25), mRNA 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


Homo saniens chromosome S onen reading frame 6 fC5orf6^ mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lord), mRNA 


NM 033508 


Homo saniens olneoVinase rhevoVinaQP 1 A. matiiritv onset diabetes of the vounff 

11U1UU oCXLJlvllO Ll\^V/iVlllClot/ ^11wA.^1\J.11CIoV illClUXA ILjr UlloUL uittUVLV^a \j±. Lily-* jruuiig 

2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


XNXVJL UJJJU / 


Hottio saniens clneoVinasp ^hevoiVinase 4 matiiritv onset diabetes of the voimi? 

X lUlilU oO-LJlt'llo £i± LX^/lJlVllltXoW ^llt^jVVJXVJXl<Xot- *T, Hid LIXX 1 Ly VJi Jo^L IXICIUI^LV^o Ul LllV^ jrwiXXig, 

2^ TGCTC^ transerint variant 9 nnelear crene encodino' mitochondrial nrotein 

X- J ^VJV/lV^j UClllOvllUl VdilClilL i— llUlwl^dl gV/iJLU V^llVUU.lllg 1111 \sLl\Jll\J.L 1C11 |/l\JkVlllj 

mRNA 


NM 000162 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI), mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1, mRNA 


NM_000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP 10), mRNA 


NM_002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1 , mRNA 


NMJ>33501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NM_018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
4, mRNA 


NM_033430 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5 A), transcript variant 
2, mRNA 


NM_001083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
1, mRNA 


NM 000189 


Homo sapiens hexokmase 2 (HK2), mRNA 


NM 033185 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


NM 031959 


Homo sapiens keratm associated protein 3.2 (KRTAP3.2), mRNA 


NM 033481 


TT T"' 1 1 , • f\ /TPT>\7/^A\ a J- ' j. T"WT A 

Homo sapiens F-box only protein 9 (FBX09), transcript variant 3, mRNA 


NM 033480 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 2, mRNA 


NM 012347 


Homo sapiens F-box onlyprotein 9 (FBX09), transcript variant 1 , mRNA 


NM 033506 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 1, mRNA 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBXOS), mRNA 


NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NM_003813 


Homo sapiens a dismtegnn and metalloproteinase domam 21 (ADAM21), 
mRNA 


NM_003814 


Homo sapiens a disintegrm and metalloproteinase domain 20 (ADAM20), 
mRNA 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSIP2), mRNA 


NM 002887 


T T * _ * 1 « T~» "VTA il j /T\ A TT* <""C *\ T* "VTA 

Homo sapiens argmyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NM 014005 


Homo sapiens protocadhenn alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 11 (PCDHA1 1), transcript variant 1, mRNA 


NM_031882 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 2, mRNA 


NM_018898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 1 , mRNA 


ATTV/f A3 1 QQO 
1N1V1_UJ 1 6o3 


xiomo sapiens protocaanenn axpna subiamiiy c^, z ^Jri^JL^Jti/v^zj, transcript 
variant 2, mRNA 


NM_0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1, mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1, mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NM 032407 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


NMJ 18929 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 1, mRNA ! 


NM 032406 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 2, mRNA 


NM 018928 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1 5 mRNA 


NM 032101 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 2, mRNA 


NM 018927 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 1, mRNA 


NM 032099 


Homo sar>iens nrotocadherin eamrna subfamilv B 5 fPCDHGBS^ transcrint 
variant 2, mRNA 


NM 018925 


Homo saniens nrotocadherin ffamma subfamilv B 5 fPCDHGB5^ transcrint 
variant 1, mRNA 


NM 032100 


Homo saniens nrotocadherin eamma subfamilv B 6 fPCDHGB6^ transcrint 
variant 2, mRNA 


NM 018926 


Homo sflTvipn*; nrotocadTierin {?amma subfamilv B 6 fPC7T)HGB6^ transcrint 
variant 1, mRNA 


NM 032097 


Hrvmn sanipnc; nrotoeadherm pamTna subfamilv B ^ rP(~!T)HGB^^ transcrint 

1JLUA11U iJlAL/lvlAiJ UA \J LW VCAvlAAV/A AAA gUlllAAlAV O \XL/X4Xli.XXl Y <J~*} »-' \ X VA/AAVJAJ J / ^ L A V-t lljvl A JL / I. 

variant 2, mRNA 


NM 018924 


Homo saoiens nrotocadherin j?amma subfamilv B 3 rPCDHGB3^ transcrint 

X.X-V/XAXV/ OtiL/lvXiO L/X W Lv/ ViiUllWl Xll fiU-A X XX XXIX i3 LX kJ X. tXX X XX X ^Jr J — «, IX. V/XyX X. I LL CtLJLOVX 11/ t 

variant 1, mRNA 


NM 032096 


Homo saoiens Drotocadherin eamma subfamilv B. 2 rPCE)HGB2^ transcrint 
variant 2, mRNA 


NMJ 18923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1, mRNA 


NM 032095 

J- TATA. V ^ W ^ 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 2, mRNA ! 


NM 018922 

x ^x» a v a ^ i-. 


Homo saoiens nrotocadherin £amma subfamilv B 1 rPCTDHGBl^ transcriDt 

11U1AIU UUUlVl Ai_> L/A UIWHUAAVAAAA gUAAAAllU QULfAUAllAl JT -1— » 5 X ^A V-'A^AA^JA-* X /j U UlltJVl 

variant 1, mRNA 


NM 032089 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 2, mRNA 


NM 018921 


Homo sapiens protocadherin gamma subfamily A 3 9 (PCDHGA9), transcript 
variant 1 , mRNA 


NMJ)32088 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 1 , mRNA 


NMJ 14004 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 2, mRNA 


NM 032853 


Homo sapiens hypothetical protein FLJ14S68 (FLJ14868), mRNA 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM_0320S7 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 2, mRNA 


NM_018920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1 , mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2 5 mRNA 


NMJH8919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1 , mRNA 
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NM_032054 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 


NM_0l89lS 


Homo sapiens protocadhenn gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1, mRNA 


NM_032053 


Homo sapiens protocadnenn gamma subfamily A, 4 (PCDHGA4), transcnpt 
variant 2, mRNA 


NM_018917 


Homo sapiens protocadnenn gamma subfamily A, 4 (PCDHGA4), transcnpt 
variant 1, mRNA 


NM_032011 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA 


NMJ)32009 


TT * x J1 • -| • 1 a r\ /"TW1 I'NTTO A 0\ A — * x 

Homo sapiens protocadnenn gamma subfamily A, 2 (PCDHGA2), transcnpt 
variant 2, mRNA 


NM_018915 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcnpt 
variant 1, mRNA 


NMJ331993 


TT x .11 • 1 _/V • 1 A 1 /T\/TrMi^ A 1 \ ^ j 

Homo sapiens protocadhenn gamma subfamily A, 1 (PCDHGAl), transcnpt 
variant 2, mRNA 


XT* K AIIAA^ 

NM_032092 


TT * x 11 • 1_ r» "1 \ 11 /Tfr /" TT \T T /*~* A 1 1 \ A * x 

Homo sapiens protocadherin gamma subfamily A, 11 (PCDHGAl 1), transcript 
variant 3, mRNA 


NM_018912 


TT x 11 • i_ _r* *1 _ A 1 m/iT\TT/^ a 1 \ j ■ j 

Homo sapiens protocadhenn gamma subfamily A, l (PCDHGAl), transcnpt 
variant I, mRNA 


NM 032091 


Homo sapiens protocadhenn gamma subfamily A 5 1 1 (PCDHGAl 1), transcript 
variant 2, mRNA 


NM_018914 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGAl 1), transcnpt 
variant 1, mRNA 


NM_032090 


TT x _11 -|X* *1 A 1 f\ A^/ITVTT/^ A 1 /\N j . • x 

Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcnpt 
vanant 2, mRNA 


vnvvT a i on 1 1 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 1, mRNA 


XTA/T A1 G1 OA 


Jblomo sapiens protocadnenn beta o (JrCJJxirJo), nuciNA 


XTA/f A1 QG/1A 


riomo sapiens protocaanenn oeta / (r^JLJJnLt> / j, mKJNA 


"XTA/f A1 OQOQ 

jnjvl uibyjy 


Jblomo sapiens protocaanenn beta o (l^CJJxljyoj, mKJNA 


XTA/T m <«c 
JNJVl UlJOOV 


Homo sapiens protocadherin beta 5 (PCDHB5), mRNA 


JNJVl UloyJo 


Homo sapiens protocadherin beta 4 (PCDHB4), mRNA 




riomo sapiens protocaanenn beta 5 (r^LfrXD j j, mKJNA 


XTA/T Al SO^A 
1NJV1 Ul 0i7-5O 


nomo sapiens protocaanenn beta z (r^L^iJxi±>z ) ? niKJN A 


XTA/T filllAfl 


Homo sapiens protocadherin beta 1 (PCDHB1), mRNA 


xta/t aoaqx*7 
jnivi uzuy j / 


Homo sapiens protocadherin beta 1 6 (PCDHB 1 6), mRNA 


JNJVl UloyjD 


Homo sapiens protocadherin beta 15 (PCDHB 15), mRNA 


xta/t ai fio^A 
JNJVl ULbym- 


nomo sapiens protocaanenn oeta ^Jr^j^xiiDiH-j, mKJNA 


XTA/T Al CQ'^'i 
JNJVl KJloyJD 


nomo sapiens protocaanenn beta u (^CJU>JtiDl J ), mKJNA 


INJVL vloyjZ 


Homo sapiens protocaanenn beta 12. (rCDHBlij, mKJNA j 


XTTV/f Al 0O1 1 

JNJVl uioyji 


Jtiomo sapiens protocaanenn beta 1 1 (JrCUHrJ 1 1 J, mKJNA | 


xta/t ai coin 
JNJVl VloyDK) 


Homo sapiens protocadnenn beta 1U (^JrUJJHJb>lUj, mKJNA 


JNJVl UjIoD/ 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript vanant 1 , mRNA 


XTA/T lOC/C 

JNJVl UjJojO 


Homo sapiens protocadherin alpha 8 (PCDHA8), transcript variant 2, mRNA 


XTA/T A 1 QQ1 1 

JNJVl Uloyil 


Homo sapiens protocadherin alpha 8 (PCDHA8), transcript variant 1 , mRNA 


1NJLYJL vJIOJZ. 


Hnmn caniPtic T\-mtr\r*a /^V^/^rnn a It^V^q T rPr^T^W A 7^ tT*c»n cr»T~ir"»t~ Trariont *7 ml? XT A 
ratJillU ocipiCIlb prULOL/aUIlCnil dipila / V^JJXlrA. / )^ U ail£>OI lpi VallailL IIltVLN-rt. 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1 , mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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>J1VT CHI 497 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 2, mRNA 


"NTM 018906 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 1, mRNA j 


TnTM 0^1496 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 3, mRNA | 


MM 0^1495 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 2, mRNA j 


NM 018905 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 1 , mRNA 




Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 3, mRNA j 


NM 011410 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 2, mRNA 1 


NM 018900 

1NJ.VI. V/lO/Vu 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 1, mRNA j 


NM 011865 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 2, mRNA 1 


NM 018904 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 1, mRNA 1 


NM 01 1 849 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA j 


NM 011864 


Womn sarins nrotocadherin aloha 12 (PCDHA12), transcript variant 2, mRNA | 


NM 011848 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 


NM 018901 

IN JAM. \J1 OyVJ 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 1, mRNA j 


NM 011861 

1N1VJL \J-f 1 OU1 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 2, mRNA j 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1 , mRNA j 


NM Ol 1 860 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 3, mRNA 1 


"MM 0118S9 


TWnn ^aniens nrotocadherin alnha 10 (PCDHA10V transcript variant 2, mRNA | 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 1 , mRNA 1 


XTN/f HI ^AOQ 
JN1V1 UlD^t-Z^ 


TTnirm QanienQ DKF7P586T 7024 nrotein (TSfESHBPi, mRNA 


NM_031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 j 

^oJ-A^Z. JjtvI OJ, IIUVIN^V 1 


JNJYL 144Z 


U"/^mr\ canipnc Krii-in ni^ll mpmhrflnp TYrotein 1 fRCTMPl^ mRN[A I 


XTNvT A1A7^0 
JNJV1_U3U /OZ 


TJ/vr«r» cci-ni^nc "hs»cir» lif»1i y-1 oon-lnplix domain containing class B. 3 rBHLHB3 j, 

IIITvJ-N/TL 


TvJA/T 09101S 
IN iVJL_U Z. j U O D 


Homo «?aniens calcium channel voltaee-dependent, P/O type, alpha 1 A subunit 1 
fCACNAl A^ transcript variant 2, mRNA 


NM 014487 

INIVX \J L '■rrO / 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA J 


NM 075219 


Homo sapiens programmed death ligand 2 (PDL2), mRNA j 


NM 074859 


Homo sapiens hypothetical protein FLJ21687 (FLJ216S7), mRNA I 


NM 000575 

INIVI UuvJ / J 


Homo sapiens interleukin 1, alpha (ILIA), mRNA 


NM 005148 


Homo sapiens heat shock 90kD protein 1, alpha (HSPCA), mRNA | 


NM 006900 

lNlVL uv/uy vv 


Homo sapiens interferon, alpha 13 (IFNA13), mRNA 1 


NM 071067 


Homo sapiens forkhead transcription factor FOXL2 (BPES), mRNA | 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 1 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 1 


NM 077 1 1 9 

INIVI 17 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA I 


"MM Ol R££5 
IN IVl U I o OOj 


u atTIA com>n<5 DFAD-box nrotein fHAGE^ mRNA 1 


xta/T oo/i /; 1 A 
INIVI UU*f 0 1 *+ 


Wnmr* cnnipn<? tbvmidine Icina^e 2 mitochondrial fTK2\ mRNA 1 


IN lvi_UZU D H O 


u nmrt cortipnQ colnte carrier familv 17 Tsodium-denendent inorganic phosphate 
r-ntrnnQT^nrfer^ member 6 ( r 5?LC17A6 > ^. mRNA 1 


NM 07010Q 
iNivi _ 


Homo sapiens solute earner family 17 (sodium-dependent inorganic phosphate 
cotransporter) member 7 (SLC17A7), mRNA I 


NM 070111 


Homo sapiens chromosome 1 open reading frame 6 (Clorfff), mRNA 


NM 01 7444 

IN IVI \J I / f 1 ''I 1 ' r 


Homo sapiens chromatin accessibility complex 1 (CHRAC1), mRNA 


NM 016260 


Homo sapiens zinc finger protein, subfamily 1 A, 2 (Helios) (ZNFN1A2), mRNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 


Homo sapiens polymerase (DNA directed), lambda (POLL), mRNA 


NM 003235 


Homo sapiens thyroglobulin (TG), mRNA 


NM 001963 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


NM 007158 


Homo sapiens NRAS-related gene (D1S155E), mRNA 


NM 007000 


Homo sapiens uroplakin 1A (UPK1A), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kD (SRP72), mRNA 


NM 006892 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 beta (DNMT3B), mRNA 


NM 006760 


Homo sapiens uroplakin 2 (UPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domain-containing 1 (XLKD1), mRNA 


NM_006572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM_006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 


NM_004212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 2 (SLC28A2), mRNA 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 3 (NFATC3), mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 4 (NFATC4), mRNA 


NM_000695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 
mRNA 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidine-5 -decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 
mRNA 


NM 000367 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 


NM_001250 


Homo sapiens tumor necrosis factor receptor superfamily, member 5 
(TNFRSF5), mRNA 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAF1), 
mRNA 


NM_003978 


Homo sapiens proline-serine-threonine phosphatase interacting protein 1 
(PSTPIP1), mRNA 


NM 003627 


Homo sapiens prostate cancer overexpressed gene 1 (POV1), mRNA 


NM_002557 


Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductin) (OVGP1), 
mRNA 


NM_002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 
(OGDH), mRNA 


NM 000406 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 


NM_001190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 
mRNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM_022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 
1) (ABCG5), mRNA 
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NM 016333 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 


NM 012412 


Homo sapiens histone H2A.F/Z variant (H2AV), mRNA 


NM 001897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(CSPG4), mRNA 


NM_031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC571 15), mRNA 


NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


Homo sapiens nucleosome assembly protein 1-like 1 (NAP1L1), mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


NM 022059 


Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 


NM 022048 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


NM 019009 


Homo sapiens Toll-interacting protein (TOLLEP), mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


NM 017443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 


NM 007359 


Homo sapiens MLN5 1 protein (MLN5 1), mRNA 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


NM 020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 




Homo <;aniens eukarvotic translation initiation factor 2B, subunit 3 ( gamma, 
58kD) (EEF2B3), mRNA 


"NTM 013432 


Homo ^anien<? nuclear factor of kanna lieht nolvDentide eene enhancer in B-cells 
inhibitor-like 2 (NFKBEL2), mRNA 


NM 003740 

lllVX \J\J ~) 1 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


NM 033311 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


NM 033310 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


NM 016611 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 1, mRNA 


"MM 033360 

ANJLYA vJJ JUV7 


Homo sar>iens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant a, mRNA 


NM 004985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NM 022442 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 


NM 021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1, mRNA 


NM_003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


NM 003541 


Homo sapiens H4 histone family, member D (H4FD), mRNA 


NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM UU5322 


Homo sapiens ±11 nistone iamiiy, memoer d ^rxirD), Tnj\ssj\ 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


NM 003510 


Homo sapiens Hz A nistone iamily, memoer u (jtiz atuj, ituvin/v 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


NM_033358 


Homo sapiens caspase o, apoptosis-related cysteine protease ^wvo-roj, Transcript 
variant E, mRNA 


NM_033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant B, mRNA 


NM_001228 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


NMJ)33339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 1 


NM_033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


NM_00l227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant alpha, mRNA 


NM U01005 


Homo sapiens noosomai protein yisr ojj, ituxina 


NM 006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM 01336S 


Homo sapiens KrA-bmaing trans-activator (Kt> 1 1 j, niKJN A 


MM 002286 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA 


NM 005538 


tt * * 1*1* 1 a y-^ /TXTTTTl /— ***\ T*l "K t A 

Homo sapiens mhibm, beta C (INHBC), mRNA 


NM_033257 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 

T*iXT A 

mRNA 


NM 001917 


Homo sapiens D-amino-acid oxidase (DAO), mRNA 


NM_00l629 


Homo sapiens arachi donate 5-lipoxygenase-activating protein (ALOX5 AP), 
mKJNA 


iNM UUUUZ4 


Homo sapiens adrenergic, oeta-z-, receptor, suriace ^ajjiudz;, inxsj.N.fv 


NM UOUooi 


Homo sapiens adrenergic, arpna-ZL--, receptor ), miviN/Y 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 


"XTK If f\f\n /TO 1 

MM 000681 


Homo sapiens adrenergic, alpna-ZA-, receptor (Aukazaj, itlkjn/v 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


NM 033277 


Homo sapiens lacntm (LACRT), mRNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 


NM_004823 


Homo sapiens potassium channel, subfamily K, member 6 (1 W1R-2) (KCJNK6), 
mRNA 


NM_002246 


Homo sapiens potassium channel, subfamily K, member J (lAbK-1) (KCJNJs.3j, 
mRNA 


NM_032405 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
D, mRNA 


"MA/T (\11AC\A 

JNJVL_UJz4U4 


Homo sapiens transmemorane protease, serine d ^iivjjrx\.ooj^ ? udiiai^ripi vdnaiiL 
C, mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


XTN/f HOURS'* 
INlVx UUOOOJ 


T-T<vmri ocj-r»i*F»n c cViort ctatiirp Vinmpohov ^SHO^ i tran^p.Wnt variant SHOXu. 

mRNA 


NM 000451 


Homo <:anien<; <;hort stature homeobox (SH030 transcript variant SHOXa, 
mRNA 

XXJJLVX > fx. 


NM 006476 


Homo sarriens ATP ^vnthase H+ transporting, mitochondrial FO complex* 
subunit g (ATP5L), mRNA 


NM 006156 


Homo <;anien<5 ATP svnthase H+ transporting mitochondrial FO complex, 
quhirnit d (ATP5TT. mRNA 

OU-L/LXXIXL Li ^illl JL JL 1 1 JUL Vi > XX j 


NM 0946R1 

INlVx V/^^fVJOJ 


Homo ^aniens hvnothetical nrotein FLJ22729 (TLJ22729 1 mRNA 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


IN 1V1_U jJ'fJj 


Unmr\ cartipnc inrxcin^ trirVhrkcrihcitaQP ( xw ipIpaciHp tT~i"rVhf>Qr>riatP OVrOTihoRTYhataSP, 1 
xxUITlU odpiCIlo lXlUblliC llipilUopildldoC ^IIUUlCUilLic; ll i£JMxUo|Jliaiv< ^jyi\j^fiiKjiy\Ji.iai.ao\*j 

(TTPA i mRNA 

^111 A. J ) llXXxxNxx. 


NM 019144 

J.^ J.Vx \J J 1* 1' 1 


Homo <?anien<? R AH6P member RAS oncogene familv TRAB6C\ mRNA 


NM 011296 


Homo sarriens RAB33B member RAS oncoeene familv rtvAB33B\ mRNA 


NM 022570 


Homo sarneTis C'-tvije Tcalcium dependent carbohvdrate-recofinition domain^ 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 099R25 

1_ N 1 VI V.'1-iiOZ.J 


Ufimn <sar»ipTi < s "normiTiiiiP ChACrd]} mRNA 


NM 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


NM 01619? 


Unma cc»-n-if»nQ P AR14 mpmfipr R A SI nnrncpne familv rR AH 1 4 1 mRNA 


NM 006331 


Homo sapiens C2f protein (C2F), itlRNA 


1N1V1__UU /UOO 


TTrt-rt*>rfc coniPftc r>T*/Af"<=»ir> Lrin q cp» ( n A A/1 l- , _Hr i "r\^nHr i n t r»5*+a1"v/fi<** i inVvil^ifTiT crn mmn 
nomo t> dpi crib protein Kiiidbc ^L//Axvi_r -u.cjjciiticiiL, odtdiyLiL/j innic/iivji gaiimia 

(PKIG), mRNA 


NA/T 009719 


T^Tr»mr* ciini^Tic T«*otf»in VinjiQP c A IV/TT^-H F*T\fnfipnt pntalvtir' craTTiTTlfl ^PRTCAC!Cti 

XxUlllU odpiCllo piULCUl IVllldoC, O^AxVX-T ~VJ-C jJtillLlt'lll., L/dldijr UW 9 ga.lIU.iia yX IVIVTIV-/^ ^ ? 

mRNA 


NM 005055 


Unmn cnriiPtiQ rRppntnr-a^QnrintpH nrntPiTi of thf* cvna "n^f 411cF) rRAPST^Ji 
transcriiit variant 1 mRNA 


NM 01 264 5 


Homo <?aoien«; recentor-a^^ociated protein of the svnanse 43kD rRAPSN^)» 
transcript variant 2 mRNA 

Ll. CX J. Uvl X L/ w V (XX 1.1X1. 1 V ^ XX IX. VX ^ X X 


NM 033305 


Homo saniens chorea acanthoevtosis T CHAC # . transcript variant A, mRNA 


NM 015186 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VTPR1), mRNA 


NM 0^0967 

J.XJ.VX VJV7V / 


Homo «%anien^ Tceratin a <?<;oci a ted tirotein 1 1 HCRTAP1 1 i mRNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


NM 011R85 


Homo QflniPTic R5irHpt-Rif*H1 QvnHromp 2 rHRvS9 i mRNfA 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 


NM 007081 


Hrvmo cnr\i c nnHiv ( ni ipIpoci Hf^ c\ \ r\Y\ c\ <?o ll ?i tp linlrfH moiptv "5Ci-tvnp motif 6 
XxLllliv' odlJlwllo 11UU1A l llliVlGUolUG \xlLyinJoiyiici.Lw iiiuvwix ii.i\Ji\^\,y -/v j \.y p\s xjliv^lxx v 

nsrnDT6 * mRNA 

^liUX/iuyj iXXx\_L>xx 


NM 011117 

±> XYA \J 1 J *J 1 / 


Homo ^.atiipriQ lnnc tvnp-T r>pl1 mpmbrane-asROciatpd plvconrotein (Tl A -2 i 

11U11J.U oAUlvllO XUlic£ IVUv JL vvl 1 Jlllwllll/lCtllU UiJk9\JvlClLWU J U Ivlll ^X XXX 

transcript variant 1 5 mRNA 


NM 006474 

IN J.VX v/v/VJ*~r / *r 


Homo ^anipriQ luno - tvnp-T rpll mpmbrane-associated ^Ivconrotein fTl A-2i 
transcript variant 2, mRNA 


NM 006275 


Homo <;anipn<5 «?ri1ir.ina factor arpimne/serme-rieh 6 TSFRS6 i mRNA 


NM 016041 


Homo sapiens CGI-101 protein (F-LAN-l), mRNA 


NM 001954 

x>J.Vx Uyi7J*r 


Homo <?aTiipn«; Hi^poiHin Homain TPCPotor familv mpmbpr 1 <TVDR 1 i tTanscript 

llVlllU DClLyjlWXlO VXlOwUlvXlll UVJllldlll J- ^V^lUl XCAXIXXljr , lllL-lllUL-J X ^xyx/JtV 1 UallOvll^l- 

variant 2, mRNA 


NM 013994 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 3, mRNA 


NM_013993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1, mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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T) TvT A 


NM_003048 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 2 
(SLC9A2), mKNA 




Homo sapiens elastase 1, pancreatic (ELA1), mRNA 


NM UJJ41Z 


Homo sapiens nypotneucai protein similar to w/^j ^iviov-^ihojoj, miviNrv 


NM 033420 


Homo sapiens hypothetical protein ivi<jU**uzz vJxjzio-x 5), mtviN/\ 


"KTTv/T f\1 1 A AO 

NM 03340o 


riomo sapiens nypotneticai protein ivldlo zuj ^iyld^ozujj, miviN/\. 


NM_J)14395 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphoinositides 

rr\ A "DT> 1 \ -»-»-, TZ> XT A 

(JJArr 1), mKJNA 


NM 003918 


Homo sapiens giycogenm z ^ltiLtzj, miviN/v 


NM_001502 


Homo sapiens glycoprotein z (^zymogen granule memoranej v vjrx^zj, mixiN/v 


NM 006362 


Homo sapiens nuclear RNA export factor 1 (NXF1), mRNA 


XTTV tX ATI 1 C C 

NM 033155 


Homo sapiens nuclear KJNA. export iactor !> ^jnajtZ) )> nanscnpt variant d, mKiNA 


NM 033154 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 4, mKNA 


NM 033153 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 3, mRNA 


NM 033152 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 2, mRNA 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 1, mRNA 


NM_022052 


Homo sapiens nuclear RNA export factor 3 (NXF3), mRNA 


NM__021S0S 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme:polypeptide N- 
acetylgalactosaminyltransferase 9 (GalNAc-T9) (GALNT9), mRNA 


NM 017840 


Homo sapiens mitochondrial ribosomal protein LI 6 (MRPL16), mRNA 


NM_017417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine polypeptide N- 
acetylgalactosaminyltransferase 8 (GalNAc-TS) (GALNTS), mRNA 


NM 004261 


XX • 1 C 1 T\ 1 j • /OT7T11 C\ X\~K T A 

Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPX1) (ZNF6), mRNA 


NM_004570 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA 


NM_002646 


Homo sapiens phosphomositide-3 -kinase, class 2, beta polypeptide (PIk3C2B), 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NM_033135 


Homo sapiens spmal cord-denved growth factor-B (SCDGF-B), transcnpt 
variant 2, mRNA 


NM_025208 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcnpt 
variant 1, mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 

1 \ /x~*ti jfTiT* o \ j / • . r\ X> "V T A 

kinase) (BMPR2), transcnpt variant 2, mRNA 


NM_001204 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcnpt variant 1, mRNA 


NM 003933 


Homo sapiens BAH -associated protein 3 (BAIAP3), mRNA 


NM_005467 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (NAALAD2), 
mRNA 


NM_005944 


Homo sapiens antigen identified by monoclonal antibody MRC OX-2 (MOX2), 
mRNA 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNK1), 
mRNA 


IN 1VI__UUD Z^ 1 


XJavma comono -pi V\t"/^V\1 net crr/~\\i rfVi foptAr 1 ^mi 11*1X1 TTTQTXl'm^lTA/ i~l 1 TY1 OT \71X11C 

xiomo sapiens iiDrooiasi growtn iactor j ^niurmc iiidiijuiiai y luiiiui vnub 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 



354 

BNSDOC1D: <WO 03074654A2._I_> 



WO 03/074654 



PCT/US03/05028 





5 (B3GNT5), mRNA 


NMJH4256 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo sapiens translation initiation factor IF2 (EF2), mRNA 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


NM_0 13445 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD25, mRNA 


NM_033173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3 -galactosyl transferase, polypeptide 
5 (B3GALT5), transcript variant 5, mRNA 


NM_033172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 4, mRNA 


NM_033171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3 -galactosyl transferase, polypeptide 
5 (B3GALT5), transcript variant 3, mRNA 


NMJB3170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 2, mRNA 


NM__033169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 4, mRNA 


NMJB3168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 3, mRNA 


NM 033167 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 2, mRNA 


NMJ)037S1 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 1, mRNA 


NM_003782 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT4), mRNA 


NM_0037S3 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT2), mRNA 


NMJ)04631 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 1, mRNA 


NM_033300 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 2, mRNA 


NM_0 17522 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 3, mRNA 


NM_033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3), transcript variant 1, mRNA 


NMJXH234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo sapiens caveolin 2 (CAV2), mRNA 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


NM_033291 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, 
mRNA 


NM_033290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (Mid 1 ), transcript variant 3 , 
mRNA 


NMJ)33274 


Homo sapiens a disintegrin and metalloproteinase domain 1 9 (meltrin beta) 
(ADAM 19), transcript variant 2, mRNA 


NM 023038 


Homo sapiens a disintegrin and metalloproteinase domain 1 9 (meltrin beta) 
(ADAM 19), transcript variant 1, mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NM_019112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRB), mRNA 


NM_006206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(PDGFRA), mRNA 


NM_033016 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 2, mRNA 


NM 000678 


Homo sapiens adrenergic, alpha- 1D-, receptor (ADRA1 D), mRNA 


NM 000679 


Homo sapiens adrenergic, alpha-IB-, receptor (ADRA1B), mRNA 


NM 002675 


Homo sapiens promyelocytic leukemia (PML), transcript variant 6, mRNA 


NM 033250 


Homo sapiens promyelocytic leukemia (PML), transcript variant 11, mRNA 


NM 033249 


Homo sapiens promyelocytic leukemia (PML), transcript variant 10, mRNA 


NM 033247 


Homo sapiens promyelocytic leukemia (PML), transcript variant 8, mRNA 


NM 033246 


Homo sapiens promyelocytic leukemia (PML), transcript variant 7, mRNA 


NM 033245 


Homo sapiens promyelocytic leukemia (PML), transcript variant 12, mRNA 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocytic leukemia (PML), transcript variant 3, mRNA 


NM 033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1, mRNA 


NM_033304 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1 A), transcript variant 4, 
mRNA 


NM_033303 


Homo sapiens adrenergic, alpha-lA-, receptor (ADRA1A), transcript variant 2, 
mRNA 


NM_033302 


Homo sapiens adrenergic, alpha-lA-, receptor (ADRA1 A), transcript variant 3, 
mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1 , apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


NM_033294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


NM_001223 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant beta, mRNA 


NM 006771 


Homo sapiens keratin, hair, acidic, 8 (KRTHAS), mRNA 


NM 002280 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


NM_000526 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
Koebner) (KRT14), mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 1, mRNA 


NM 000661 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPL10A), mRNA 


NM 033255 


Homo sapiens epithelial stromal interaction 1 (breast) (EPSTI1), mRNA 


NM_021196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mRNA 


NM 032241 


Homo sapiens ribosomal j»rotein L10 (RPL10), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombosoondin tvpe 1 motif 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta- 1, 3 -N-acetylglucosaminyl transferase 



356 



BNSDOCID: <WO 03074654A2 I * 



WO 03/074654 PCT/US03/05028 





4 (B3GNT4), mRNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


NM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


"MM 006057 


Homo sapiens UDP-Gal:betaGlcNAc betal,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


NM 000648 

XNXVX vUvu'tO 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


NM 000381 

XNXYx uUUJOl 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 
mRNA 


NM_002645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A), 
mRNA 


NM 002608 

X ^ XYX \J\J Jm*\J\J \J 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1, mRNA 


NM 001134 


Homo sapiens alpha-fetoprotein (AFP), mRNA 


NM 000680 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1A), transcript variant 1, 
mRNA 


NM 023929 


Homo sapiens zinc finger protein RINZF (RINZF), mRNA 


NM 020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


NM 018494 

XN XVX V X <J*T-7*T 


Homo ^aniens leucine-rich and death domain containing flLRDDV mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM 0^^9^>6 

XNxVX VJJi-U 


TTrnnn aniens A TP -binding cassette sub-familv C fCFTR/MRPV member 12 
(ABCC12), mRNA 




TTrtmri <?arvipnc; rvrnteiti nhosnhatase 1 reffulatorv (iixhibitor^ subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM 0^9104 

IN XVx v/J X KJ'-r 


Homo saniens nrotein nhosnhatase 1 reeulatorv ( inhibitor! subunit 12B 
(PPP 1 R 1 2B i transcriDt variant 4 mRN A 


NM 032103 

x ^ xvx uj^ivj 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


NM 002481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


NM 006005 


Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA 


NM 015722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 


NM 004184 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NM_014228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 


NM 005823 


Homo sapiens mesothelin (MSLN), transcript variant 1 , mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


NM 002480 


Homo sapiens protein phosphatase 1, regulatory (iiihibitor) subunit 12A 
(PPPlR12A),mRNA 


NM 003868 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


NM 018979 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNK1), mRNA 


NM_022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1 A, 4 (Eos) (ZNFN1A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopm-relatea peptiae ^ojkjt j, mxuN/\ 


NM_032243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 

"XT A 


NM 031433 


Homo sapiens membrane-type irizziea-reiatea protein ^virrurj, nuviN^v 


NMJ322466 


Homo sapiens zinc finger protein, suutamiiy ia, j (regasusj ^riiu/iouo;, 
mKJNA 


NM_004320 


Homo sapiens A 1 rase, ca++ transpomng, caraiac muscie, iast iwubn i 

(AlrzAl), mKiNA 


-v TTV H nn A/in 

NM 021047 


Homo sapiens zinc linger protein z.jd yz-,i>ir iruvrNrv 


NM 020152 


Homo sapiens chromosome 21 open reading frame 7 (C21orf7), mRNA 


NM 017447 


Homo sapiens chromosome zl open reading irame yi ^zioriyi;, imviN-rt. 


NM 016154 [ 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


NM 016308 


Homo sapiens UMP-CMr kinase (UMr-CiVLrjs.;, mKJNA 


NM 016066 


Homo sapiens glutareaoxm 2 (CjLKAz), mKJNA 


NM_0 16255 


Homo sapiens family with sequence similarity o, memoer ai ^/yivisai^, 
mRNA 


NM_0 14781 


Homo sapiens likely ortholog ot mouse coilea coil iorming protein l 
(K1AAU203), mKJNA 


-K TTV /f f\ 1 AA^O 

NM 014468 


Homo sapiens VKN l-like nomeoDox z { viiJN i_vzj, mxsjN/v 


NM 013383 


Homo sapiens transcription tactor-iiKe 4 ^ii^rJ^^fj, rri±\j>i/\ 


NM 012481 


Homo sapiens zinc linger protein, suoiamiiy ia, j {/yioiosj yz^r^rr^L^D), ixuvin/^ 


NM 012230 


Homo sapiens r vJlvi ^jroiviizi rat nomoiogj ana ^rj lubiun ^xrwivi^-irjy, iiixvL^r-- 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 


NM 005849 


Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 


NM 005414 


Homo sapiens SKI-like (SKIL), mRNA j 


NM 004245 


xt • i j_ • _» /T'/^'K /f C\ _^,T)XT A 

Homo sapiens transglutaminase 5 (TGM5), mRNA 


NM 020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MJsXl), mKJNA 


NM_015S70 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 
ORF1, ORF2, and putative envelope protem (HbUoboyD), mKJNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 
(Ml 60), mRNA I 


NM 033326 


Homo sapiens Sox-6 (HSSUXo), mKJNA 


NM_017829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 

T> TVT A 

mRNA 


NM_033256 


Homo sapiens protein phosphatase l, regulatory (inhibitor) subunit 14A 

/T>T>T> 1 T> 1 A K\ __^,T> XT A 

(FFr 1R14A), mKJNA 


-v tt\ jc Anon 

NM 033213 


Homo sapiens hypothetical protem JMoCiz4oo (ivio^iz^fooj, misJN/v 


NM_033070 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 

__T)\T A 

mKJNA 


NM Oiz/Sz 


Homo sapiens nypotneticai protein ivivjrL^ijD^ro v.iviov^i^jto^, itii\j.n^\. 


NM U3ZOOO 


Homo sapiens nypotneticai protein ivlvj^i juuo ^ivivjl^i^uuo^, rnxviNr., 


NM UJz3/l 


Homo sapiens nypotneticai protem ivlvj^ i D^f i o ^ivio^ 1 d** to/, miviN/\. 


NM 


xiomo sapiens nypotneticai protem ivivjv^i j i ih ^ivivjv^i j i lh), iriiviN-r\ 


NM \JsZ5o5 


Jtiomo sapiens nypotneticai protein lvivji^iuo^fv/ ^iviur^iuj^-vJ, intsaN^v 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 


NM 032259 


Homo sapiens hypothetical protem JLiKJrZ 4 p434rUD4 (jJi<^/-p434rUD4 > >, mKiN/v 


1NJYI U J ZZ*+U 


inuiTio sapiens nypoLncLiod.1 pi^jicin a **y}) uuvj.^n. 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM_031294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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TsJTV/f A9^9£7 
INIVI UZjZO/ 


Wnmn <inni>Ti<; hvnnthetical nrotein MGC2744 CMGC2744"). mRNA 


iNJYl UZjUj 1 


Wnmn ^jmierm hvnAthetical nrotein FLJ23022 (TLJ23022X mRNA 


TsTN/T 09AQ74 
1N1V1 I H 


TTnmn qanien^ hvnothetical nrotein FLJ1 1800 fFLJl 1800^ mRNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


JNM UZ4olO 


Wrvmr* ocirtipnc twnr.tVu»tira1 nrntein FT T9 1 179 fFT T21 172^ mRNA 

xxomo sapiens nypoLiiciit/cii piuicin rjL»jz,± i v^x i^j^l i / ^/> iiaj - vx ui 


NM 024804 


Homo sapiens hypothetical protein FLJ12606 (FLJ12606), mRNA 


JNM 


Homo sapiens nypotneticai proxem iviov-ou-+o ^iviov_ou < +o > / 5 nuu^n. 


JNM Uz404z 


riomo sapiens nypotnencai protein ivioi^zoui \jlvivjv^z,uu±j, iiirvxNi-v. i 


NM_O20535 


rlomo sapiens Killer ceil lmniuno giODunn-iiKe recepior, two uonid.in&, iwng 
cytoplasmic tan, d ^jsj_kzi_/i_/0 ), itii\in/v 


jNM_uziy3y 


riomo sapiens nypotnencai protein rjujzzuH'i aiiimai uu rivjuu uuiunig piuiviuo 

^JTJUJZZUH-l j, IIirvlN^V 


XTX/T A9A££A 
IN 1V1 UZU O D-+ 


u nrnA ccmipnc 9 zl_r!i^r»r\\rl f^r»A rf»Hnr»t5iQ<= k 9 nernyi <?nmal rT)F,CIR2^ mRNA 


INIVI v 1 o / ZZ 


Wnmo Qani^TiQ T^WT^T nrotein /TTSA40461 7^ mRNA 


JNM UZUJy4 


xiOino sapiens zinc linger proicm ox>z^rc> ^juw^j / 1 iu;, iijj\j.>-r^ 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 




rlomo sapiens nypotneticai protein rivuzjjj ^rjvuiijjj^ iiixNj.>Jin. 


JNJVl UloDOo 


ixorno sapiens nypotneQcai pruLciri r xs^Kjyjy-fj \ < jrs\\j\j^'-t-j j t iijjxx^/^ 


JNM UloUDU 


rlomo sapiens nypotneticai protein rx^j 1UZ70 v.rJL»j luz^o/, iiixvln/a. 


TvTTV A A 1 OH 1 O 

JNM UloUlV 


riomo sapiens nypotneticai protein jtlj iuiyj ^jtj-jj iuijjj, iiirviN^ 


jnm_u i / ouy 


riomo sapiens nypotneticai protein Jt^isjr z^p^+^H-/^ i / ^.i ^ i -^- pv - r ^- , p^ J ^ jrvi * ** L /9 


xnv/T niA^^9 
INIVI uio^^z 




JNM UlOJOU 


XJrvTviA cor»ipr»c ^1/-vt-»^ 1400/177 PP OAA77r» Of^S 1 904^ mRNA 
riomo sapiens cione rxv^u^t/ / rivuu^/ /p ^jl>wv^j 1^^;, iiii\j.>-rv 


INIVI UlOUUZ 


11^^^ canipnc r^riT AQ t^rot^i-n OP'S 1 0Q7^ mRNA 

riomo sapiens ^vji-^r^/ protein ^jlv/v^jiu7 / j, iiixsjln-ttl 


XTA A A 1 A 0 1 1 

JNM U14yi3 


riomo sapiens js^Lrv/vuoOj protein ^jsju^tvuooj^, iiir\j.>i/-v 5 


xiAif A1A7AA 

INIVI U1--1/UU 


riomo sapiens jSdJ\J\vJODD- gene protiucL ^jsjl/a-tvuou j /, nirvi><^x 


JNM U14ooU 


riomo sapiens ivi/wyu 1 uu gene prouuet ^xvju^vu iuuj, iTiiviN-rv 


JNM UlZZ4o 


riomo sapiens seienopnospnate syntneiabc z ^oroz-^, ixiiviN^v 


KT\A Aft7999 
INIVI UU/ZZZ 


T-T/~vrvi/A oqwphc r» "fiT-k rr^T*c onrl nrtrnpnnrtYPQ 1 | / H \ 1 i mtvN A 
JTLOIIIO octpiC-Ilb Z»lHL'""llilJ^Cl o ctiiLl lHJlJllC'^Jl.FUA.vio 1 ^z-illjvi J? iiixvj.^i*. 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


INIVI UUOOZJ 




NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


JNM UUoo->y 


riomo sapiens gamma-tUDUiin complex proicm z ^vjv_^rz; 5 iiuvln^v. 


NM 016441 


Homo sapiens cysteine-rich motor neuron 1 (CRHVI1), mRNA 


NM_0147b7 


Homo sapiens JLmaJ ^rlsp4Uj nomolog, suDiamny v^, meniDer o ^jjinaj^o^, 
mRNA 


NM_004213 


Homo sapiens solute earner iamily zo (^soaium-coupiea nucieosiae transporter j ? 
member 1 (SLC28A1), mRNA 


XTTV if AAO 1/11 

INM__003141 


rlomo sapiens ojogren synarome antigen j\l ^jzivu, riDonucieoprotem 
autoantigen oo-zvixo ; ^ooai j, niiviN/\ 


NMJ)02607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 

4 t'owo<*< - rit%t iroi*iot^+ 1 -»-»^"D ^Vl A 

transcript variant i , rni\jN/\ 


XTTV/T AIIAOI 

JNM_U33Uzi 


riomo sapiens piateiet-aeriveu growtn i<tciur <iipii<x poiypepuuc yri^yjrr^j^ 
transcript variant 2, mRNA 


NM U(Oo/5 


riomo sapiens uivjreorge synurome critical region gene o ^juvj^ivoj, iiiivin/a. 


NM_0 16083 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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NM 003695 


Homo sapiens lympnocyte antigen o complex, locus u {c+o), huss^j^. 


NM 0067o7 


riomo sapiens melanoma antigen, iarniiy lj 9 z ^ivi^-vvj 131-/^ y , uuvi^n. 


xnv x a 1 /co nc 
NM 0162U!) 


rlomo sapiens piateiet uenvea gro win idutor ^ x/ ri_-/vj.rv_,j, hun-i^x-v 


NM 017913 


xiomo sapiens xispyu-associating relative 01 v^tico / ^jx/vlv^^, nixviNi-v 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


NM 015366 


Homo sapiens Rno GTFase activating protein 0 (AKJiwvroj, miviNA 


NM 012269 


Homo sapiens hyaluronoglucosamvnidase 4 (tlx AL4), mKJNA 


NM 006207 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA 


NM 004986 


Homo sapiens kmectm 1 (kinesm receptor) (KTN1 ), mRNA 


NMJ)01840 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant i, 

mPTsTA 


NM 014417 


Homo sapiens Bcl-2 bmding component 3 (BBC3), rnKJNA 


NM_033223 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, gamma 3 
(GABRG3), mRNA 


NM 005762 


Homo sapiens tripartite motii-contammg 2b (lKIMzcj, mKJNA 


NM_0 15906 


Homo sapiens tripartite motit-contaimng 33 (1K1M33), transcript vanani aipna, 
mRNA 


NM 033020 


Homo sapiens tripartite motii-contammg 33 (^iKlivlioj, transcript vanani oeui, 
mRNA 


NM 032421 


Homo sapiens cytoplasmic linicer 2 (CYLlNz), transcript variant z, mruN/\ 


NM 031416 


Homo sapiens chromosome lo open reaamg rrame z ^loonzj, iiijvln/-v 


NM 014412 


Homo sapiens Siah-interacting protein (SEP), mRNA 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 016552 


Homo sapiens testis specific ankyrm-liice protein l (L,kjk*d izoi), iiuuna 


NM 015369 


Homo sapiens TP53TG3 protein (TP53TG3), mKJNA 


NM 033284 


Homo sapiens transducin beta-like 1 protein (1BL1 Y), mKJN/v 


NM 031951 


Homo sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 


NMJ)20414 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide z4 
mRNA 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


NM 006707 


Homo sapiens butyrophilin-liKe 3 (B 1NJL3), mKJNA 


NM_002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
B12) (NDUPB3), mRNA 


NM 001386 


Homo sapiens dihydropynmidinase-like 2 (DPYSL2), mKJNA 


NM_000090 


Homo sapiens collagen, type HI, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3A1), mRNA 


NMJ)33150 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 2, 
mRNA 


NM_001844 


Homo sapiens collagen, type H, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (UUi^zAlJ, Transcript vanani 1, 

T"»~HT A 

mRJNA 


*KTTV X A1f> A C 

NM 025245 


Homo sapiens pre-r>-ceii leuicemia transcnpnon iacior *♦ v r m*-**h uu^^n- 


"v TTi jr f\f\ A 1 A *1 

NM 004342 


Homo sapiens caldesmon i (^AlXH), transcript variant j, mtsj-N^v 


"X.TTV X AT> 1 n 

NM 033157 


Homo sapiens caldesmon i ^ALJJ l ), transcript variant z, njxsj.N^ 


NM 033140 


Homo sapiens caldesmon 1 (CALD1), transcript variant 5, mRNA 




riomo sapiens caiu-c^iiiuii i \\^r\Xj\vj 1 ^, u. 0.11^01 ipL vauoui -r } hixvl^ 1. 


NM 033138 


Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (Nib IE 14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM_0 19849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
1 system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), iriRNA 


NM 01 424^ 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


X> XVX \J *J «J X *J L> 


Homo saniens hvaliironoglucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


xNlVx Ujj 1 


Homo satiiens bvaluronoelucosaminidase 1 (HYAL1), transcript variant 2, 
mRNA 


XNXVX \J\J I -J X 


Homo sartiens hvaluronoelucosaminidase 1 (HYAL1), transcript variant 1, 
mRNA 


lNlVX uUu 1 X ~ 


Homo saniens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant B, iriRNA 


1NIVX__U-5.J 1 VJ.J 


Homo ^aniens fibroblast erowth factor 8 (andro gen-induced) (FGF8), transcript 
variant A, mRNA 


lNlVX uJJlU t T 


Homo <;anien<? fibroblast erowth factor 8 (androgen-induced) (FGF8), transcript 

variant T*. mRT^IA 


"MM 0^16^ 


Homo saniens fibroblast erowth factor 8 (androgen-induced) (FGF8), transcript 
variant F mRN A 


NM 002009 

X^IXYX \J\J£*\J\JS 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 
mRNA 


NM 021907 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 1, mRNA 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


X N X YX \J*J ~J X " / 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


NM 000777 


TTnmo ^aniens cvtochrome P450 subfamilv IIIA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


XTN/T 00076J. 


Hnmr> <5ar»ipnc: ovtochrnme P450 subfamilv TTA fnhenobarbital -inducible), 
polypeptide 7 (CYP2A7), transcript variant 1, mRNA 


NM 0^0589 

XNxVX vJwJ07 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), 
polypeptide 7 (CYP2A7), transcript variant 2, mRNA 


NM 000762 

1 iJ.fx \^XJVJ / VA* 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), 
polypeptide 6 (CYP2A6), mRNA 


NM 018957 


Homo sapiens SH3-domain binding protein 1 (SH3BP1), mRNA 


NM 033258 


Homo sapiens G-protein gamma 8 subunit (GNG8), mRNA 


NM 033260 


Homo sapiens winged helix/forkhead transcription factor (HFH1), mRNA 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEX1), mRNA 


NM 0221 54 


Homo saoiens uo-reeulated bv BCG-CWS (LOC641 16), mRNA 


NM 003773 

XNXYX \J\J~J I 1 -J 


Homo saniens hvaluronoelucosaminidase 2 (HY AL2), transcript variant 1 , 
mRNA 


NM 032794 


Homo sapiens NG22 protein (NG22), mRNA 


NM 030768 


Homo sapiens integrin-linked kinase-associated serine/threonine phosphatase 2C 
(ILKAP), mRNA 


NM 025257 


Homo sapiens NG22 protein (NG22), mRNA 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA 


NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM_O03811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM_003063 


Homo sapiens sarcolipin (SLN), iriRNA 


NM 003768 


Homo sapiens phosphoprotem enriched m astrocytes 15 (PEA15), mRNA 


NM 002010 


Homo sapiens fibroblast growth factor 9 (glia-activating factor) (FGF9), mRNA 


NM_033215 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3F 
(PPPlR3F),mRNA 


NM_032741 


Homo sapiens l-acylglycerol-3-phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGP ATI), mRNA 


NM 022152 


Homo sapiens PP1201 protein (PP1201), mRNA ! 


NM 033225 


Homo sapiens CUB and Sushi multiple domams 1 (CSMD1), mRNA 


NMJ) 14505 


Homo sapiens potassium large conductance calcium-activated channel, 

1 n- • i "* *" 1 a 1 A /TT7" /TX. TW JTTX A \ XT A 

subfamily M, beta member 4 (KCNMB4), mRNA 


NM 032559 


Homo sapiens kmesm protein (LOC84643), mRNA 


NM 015394 


-r~r 'IT a ' ■% i~\ /~Tr / — vXT i \ /TVTP1 /\\ Ti\T A 

Homo sapiens zinc finger protem 10 (KOX I) (ZNF10), mRNA 


NM 003388 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 1, mRNA 


NM 032736 


Homo sapiens torsm family 1, member B (torsm B) (TOR1B), mRNA 


NM_032689 


Homo sapiens hypothetical protein MGC13071 (MGC13071), mRNA 


NM 032227 


Homo sapiens hypothetical protem FLJ22679 (FLJ22679), mRNA 


NM 014506 


Homo sapiens torsm family 1, member B (torsm B) (TOR1B), mRNA 


NM 030900 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 030758 


Homo sapiens oxysterol binding protein 2 (OSBP2), mRNA 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 018225 


Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 


NM 016285 


Homo sapiens Kruppel-hke factor 12 (KLF12), mRNA 


NM 007249 


Homo sapiens Kruppel-hke factor 12 (KLF12), mRNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


NMJ)06411 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGP ATI), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 000285 


Homo sapiens peptidase D (PEPD), mRNA 


NMJ)01467 


Homo sapiens glucose-6-phosphatase, transport (glucose-6-phosphate) protein 1 
(G6PT1), mRNA 


NM 033198 


Homo sapiens phosphatidylmositol glycan, class S (PIGS), mRNA 


NM_002920 


TT * 1a f a "XT A / ' CI TTT A 1 XT " N 

Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4), mRNA 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


NM 033214 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


NM 016015 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


NM_033093 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant delta, 
mRNA 


NM_033092 


Homo sapiens tripartite motif-containing 5 (TRIMS), transcript variant gamma, 
mRNA 


NMJD33091 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta, 
mRNA 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 
mRNA 


NMJB3034 


Homo sapiens tripartite motif-containing 5 (TRLM5), transcript variant alpha, 
mRNA 


NM_015318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 103kD 
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(DDX20), mRNA 


NM 032864 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032639 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 (FAPP2), mRNA 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCC11), mRNA 


NM 032284 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FLJ13614), mRNA 


NM 021727 


Homo ^aniens fattv acid desaturase 3 (TADS3 1. mRNA 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
veastVlike 4 (ELOVL4) mRNA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 




T-Tomo Qjmif^riQ iQlpt-<?r>pr,ifip. crliico^-6-nhosnhatase catalvtic siibunit-related 
nrotein flGRP^ mRNA 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 
fMT TDT4"i mRNA 

UXy X 1 A XXVX >l XI. 


"MM 010001 


TTnmn Qarnpnc: WlppVQtrin Vir»mr>1 no"v/ Hnmai'n-co'ntai'niTiff familv A 
foho^nhoiTiositide bindin*? soecific^ member 3 TPLEKHA3). mRNA 


NM 018293 


Homo sapiens hypothetical protein FLJ10997 (FLJ10997), mRNA 


NM 015994 


Homo saniens ATPase H+ transnortinsf lysosomal (Vacuolar nroton pumpV 
member M (ATP6M), mRNA 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 


NM 015899 


Homo sapiens putative glycolipid transfer protein (LOC5 1 054), mRNA 


NM 016309 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 013345 

JL > XVX VUJTJ 


Homo saniens G nrotein-counled recentor fG2A^ mRNA 


NM 0122^8 

X N J.VX \J X ^ it) 


Homo saniens rnlin-lilce transcrir)tion factor fPHJB^ mRNA 


NM 006886 

X^IXVX vvVJUOU 


Homo saniens ATP svnthase H+ transDortine mitochondrial Fl complex, 
epsilon subunit (ATP5E), mRNA 


NM 002200 


Homo sapiens interferon regulatory factor 5 (1RF5), transcript variant 1, mRNA 


NM 032643 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


NM 033143 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


NM 020638 


Homo saniens fibroblast erowth factor 23 fFGF23 1. mRNA 


NM_000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1, ! 
mRNA 

1 1 IX VX N A 


NN/T 033137 

XNXVX \JJJ 1-7 / 


iinmn <:anipn<5 fiV»roV»la^t cTowth factor 1 Tacidic^ fFGFl^ transcriDt variant 3 
mRNA 

xxxxvx^i^rv 


NM 032102 

X^IXVX V/J^rlUirf 


Homo saniens Snlicine factor areinine/serine-rich 46kD fSRP46V mRNA 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, 
mRNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


NM 033130 


Homo <?anien«; sialic acid binding Iff-like lectin 10 rSIGLEC10\ mRNA 


NM 020665 


Homo ^aniens kidnev-srjecific membrane protein rNX-17^ mRNA 

X _JL V_J XX OlX}JXvXXi3 j kJ|JWlllW IIXVIXIL/X CiXlv |yX VVVXll ^JL X / j j A^-U-Vi * * *■ 


NM 033180 


Homo sapiens olfactory receptor, family 51, subfamily B, member 2 (OR51B2), 
mRNA 


NM 033179 


Homo sapiens olfactory receptor, family 51, subfamily B, member 4 (OR51B4), 
mRNA 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 

£_ — — 2 i Lj. 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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NM_032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4), mRNA 


NM 024551 


Homo sapiens hypothetical protein l*JLJ/14iz (±<JLJ2I43z), mKJNA 


NM 021830 


Homo sapiens chromosome 10 open reading frame 2 (C10orf2), mRNA 


NM 017972 


Homo sapiens hypothetical protein FLJ2Uooy (rLJzUooyj, mKJNA 


NM_02039S 


Homo sapiens serine protease inhibitor-like, with Kunitz and WAP domains 1 
(eppin) (SPINLW1), mRNA 


NM 020637 


Homo sapiens fibroblast growth factor 22 (rCjr22), mKJNA 


NM 019113 


Homo sapiens fibroblast growth factor 21 (r'Cjrzl), mKJNA 


NM 017926 


Homo sapiens hypothetical protein FLJ206S9 (FLJ206S9), mKJNA 


NM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM_015966 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 
mRNA 


NM 015919 


Homo sapiens zmc finger protein 226 (ZNF226), mRNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


NM_007096 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant brain- 
specific, mRNA 


NM_002007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transforming protein 
1 , Kaposi sarcoma oncogene) (FGF4), mRNA j 


NM_001833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 
nonbrain, mRNA 


NM 022143 


Homo sapiens NAG14 protein (NAG14), mRNA 


NM 005292 


_. _ . — , . . ii , i y-» /■ / — i T"\T"» 1 0\ T*\T A 

Homo sapiens G protein-coupled receptor 18 (GPR18), mRNA 


NM 001371 


■r-r 1 11 1 < • j /rwr A TTO\ T"> "V T A 

Homo sapiens dynem, axonemal, heavy polypeptide 8 (DNAH8), mKJNA 


NMJ) 12276 


Homo sapiens leukocyte immunoglobulin4ike receptor, subfamily A (without 
TM domain), member 4 (ILT7), mRNA 


NM 012092 


TT * _] *1_ 1 _ r"pi 11 _ ^ ' 1 _ j /"T / 1 / V O \ ___T> \T A 

Homo sapiens inducible T-cell co-stimulator (ICOb), mKJNA 


NM 032447 


Homo sapiens fibrillin3 (KIAA1776), mRNA 


NM 024017 


Homo sapiens homeo box B9 (HOXB9), mRNA 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


NM 032379 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant b, mRNA 


NM 024690 


Homo sapiens mucm 16 (MUC16), mRNA 


NM_018558 


Homo sapiens gamma-aminobutyric acid (GAB A) receptor, theta (GABRQ), 
mRNA 


NMJH4452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 
(TNFRSF21), mRNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


NMJ)06545 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA 


NM_005398 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3C 

/T\T\T\ 1 S*h S~>t\ T^v T A 

(PPP1R3C), mRNA 


NMJ)06645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCACj28), 
mRNA ^ , 


NM 032800 


TT „ _ i j 1 . ■ i - ^ * T7T Tl >1C^C /"C7T Tl /IdCN TT) "NT A 

Homo sapiens h^othetical protein rLJ 14525 (rLJ 14525), mKJNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


NM 013402 


TT ii ' 1 1 , -l /"T? A AC 1 \ _T>\T A 

Homo sapiens fatty acid desaturase 1 (FADS1), mRNA 


XTA/T f\1 1 AOS. 


jiomo sapiens n^^poxnencai proxem r ^jti^j ih^z-j ) y nuxiN/Y 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 
(Ins(l,3,4,5)P4-binding protein) (GAP1IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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TsJM 01S9K4 


Homo sarriens ubiauitin C-terminal hydrolase UCH37 (UCH37), mRNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mKNA 


IN1V1 UIOIjO 


TTati-ia c5mi<=»nQ Tnvnrnhnlarrn rplated nrotein 2 fMTlVlR2\ mRNA 


I\lVl_UUOOO / 


TJ orn n oa-ni pnc r*\rr\ crf^ctfrAn r^rpnfnr TYlPTrVhrarie COTTmonent 1 (x GRJV1C1 ). 

mRNA 


INiVl UUOJiZ 


TTnmn cnnipnc niiplppi* rpppntrvr pn— rPTYTPQ^CVT 2 iNCajR2). niRlNLA 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 


INIVI Wuu't't I 


TTrvmn QarvipnQ Qnlutp rarrier familv 26 member 4 fSLC26A4i. mRNA 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 

UdllodlJJl Vd.Ild.UL jLy HiXVlN^rv 


NM_0 15320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant i,mi\iN/\ _ 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


XTTV K A A C /I Q C 

NJVL_UUd43:> 


xiomo sapiens Jtvno guanine nucieouue exoncuige idowji \ vjnr j ^/vivxavj-lj. 

tyVPXT A 
mivINiV 


~n TA A AA/1'701 
JNJV1__UU4 


xiomo sapiens rno/rac guanine nucieouue cAtaidngo id^u-u j ^ v ruviAVJA -' A ^*/? 

lIlXviN.^Y 


IN IVl \J\JH / \J O 


TTAmn Qnr\if*n«: T^Iia crnanine mirleotide exchange factor (^GEF^) 1 (ARHGEF1V 
mRNA 


INIVI UUIUjI 




IN IVI UUIUjU 


TTrfcTYirt c^rti^nc riVtrkcnm^l nrntpin ^197 rmetallonanstimulin 1^ rRPS27\ mRNA 


INIVI UU I UZ!7 


"HVvmr* odT-\i^nc riKocnmal rxr Atf*i-n S7fi ^RPSl9fi^ mT^T\TA 
Jn.Om.0 odpiCIlo llUOoUIIldl piULCIll \J ^J\x o/-u^, iiixvj.^^v 


NM 002913 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFC1), mRNA 


"NXTV/T AA^/CC^ 

jNM_UU30oj 


xiomo sapiens vjrirzi repeat uoniain-conuiiriiiig i v^vj ij7^jjv±-/i^, utuiawipi 

Vail dllL IILTnJ.N Jr\. 


INIVI UUj 11/ 


TTomn cnmVnc fiHrnhl a <st orowth factor 1Q fFGF 1 9^ mRMA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

mpmKr^np cprtnr nQcriniatpd nrntpin A/T8-Q rAPT6^18-9^ mRNA 

II1CIIIUI dilC oCvlvl doovJUldtC/U- ^jL\Jv\^xli iviu ^i»i a valval 111AVX *■ 


INIVI UUIoH-o 


Urtmn Qar*if»r»Q mllacrpn tvnp VT alr>Via 1 TCOT^Al^ mRNA 


inivi w^yjz, 


WVvmr* ennipne r»5tHV»prin ^ tvnp 9 "K"~radherin Tfetal kidnev'i fCDH6i mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
onf<^on+t rr^n^ mpmHpr 1 f\ (^ZX C^l^s A 1 f%\ nnrlpar crpne encodinff mitochondrial 

dULOdnilgCU^, UlCinUCI 1U \^\J^jLJ r\.\.\J )y iltlL/lCai gv-'ll^ ^li^vuiiig nmuviivimnui 

protein, mRNA 


INIVI KJDZyHD 


TJ*-«-rtr\ cQ-niAn o omQntntQfrrmn l i Vp» 0 ^VTT 9^ francs c*xi Tit variant a mRNA. 
noiiio sapiens syndpioLdgimn-iiivc z. \o i xju^jy uaiioviipi vaiiaut a, uuu^n. 


INIVI UUU7jZ 


rTOlIlO odpiCIlo oIllUvJLllCilll ^OlVl A x\)^ IIIXVIN^V 


XTA/f AAA/I 1 1 
INIVI \)\j\JH I 1 


Tinmn conipn c V»r\lr»parVmY\/1^cp Q\/ntVipt5iQp rhiotin-rDronrionvl-Coen^nne A- 
forVinvvlncp ATP-VivrlrnlvQin a i1 licra^Pi rFTT CSi mRNA 


"KTM 0^0777 


Mnmn <?anipn<? solute carrier familv 2 ^facilitated elucose transporterV member 10 

11 \J 1 1 i\J oUUlvllo oVJiULU wall Ivl 1 till 11 1 ^ X« y^AClV^lll Lt* ivw i,a vw^. ■«• v 

CSLC2A10), mRNA 


TsjA/T ft99RQ7 

J.N1VX / 


Homn <5anien<? RAN binding nrotein 17 fRANBP17\ mRNA 


INIVI U I Z> j J7 


"PTr\Trir* ciimipnc aptivitv-Hpripr»Hpnt npuronrotpctor TADNP^ nrRNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


INIVI UZZU^tO 


0.01T10 bdplCIlo ivdiilKlCIIl 1H- ^JNJ^rv I'-rJ, llli\J.^i/v 


IN IVi_UZUU4 1 


Tjr.vnrt coniAnc cnlntp pnrHpr familv 9 TfaHlitated pIuco^p tran snorter i member 9 

XxOmO SapiCHo bUlUlC UdlllCr Idlllliy \x<X\jxxx\,<X\\^\x giu^uoc uaiiopunt'i^, uivuiuwi ^ 

(SLC2A9), mRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


1 NM. 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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„_T> ~K T A 

mRNA 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


NM 006568 


Homo sapiens cell growth regulatory with ring finger domain (CGR19), mRNA 


NM 004841 


Homo sapiens RAS protein activator like 2 (RASAL2), mRNA 


NM 004H5 


Homo sapiens fibroblast growth factor 14 (FGF14), mRNA 


NM 003244 


Homo sapiens TGFB-mduced factor (TALE family homeobox) (TGIF), mRNA 


NM_007285 


Homo sapiens GAB A(A) receptor-associated protein-like 2 (GAB ARAPL2), 
mRNA 


NM 006047 


Homo sapiens RNA binding motif protein 12 (RBM12), mRNA 


NM 032588 


Homo sapiens ring finger protein 28 (RNF28), mRNA 


NM 030766 


T" T • . i . /^it y — ^ ST-% f—VT \ T^ "VTA 

Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 
mRNA 


NM 015641 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


NM 018144 


Homo sapiens Secol alpha form 2 (FLJ10578), mRNA 


NM 032015 


TT * * C j • f\ s~ AT* "V 1 1 T»"k T A 

Homo sapiens ring finger protein 26 (RNF26), mRNA 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 
(LAPTM4A), mRNA 


NM 020415 


Homo sapiens found m inflammatory zone 3 (FIZZ3), mRNA 


NM 020358 


Homo sapiens ring finger protein 18 (RNF1S), mRNA 


NM 005882 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


NM_0 16523 


Homo sapiens killer cell lectin-like receptor subfamily F, member 1 (KLRF1), 
mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


NM 006862 


Homo sapiens tudor and KH domam-contammg protein (TDRXH), mRNA 


NM 006779 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 


NM_002558 


Homo sapiens purinergic receptor P2X, hgand-gated ion channel, 1 (P2RX1), 

Ti XT A 

mRNA 


NM OUo/12 


Homo sapiens FAS1 kinase (r AS IK), transcript variant 1, mRNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


NM 025096 


TT * T"» A orr> 1 * S~W^ A (1TITr\ J J ' j ^ T*» "V T A 

Homo sapiens FAST kinase (FASTK), transcript variant 3, mRNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


NM 003770 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM_00406S 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mRNA 


NM__006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2), 
mRNA 


NM_005498 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2), 
mRNA 


NM 032981 


XT * 1 ± 1 ' _ 1 1 _ /T\rnv TAN j ' j * i j n\T A 

Homo sapiens dystrobrevm, alpha (DTNA), transcript vanant zeta, mRNA 


TvTA/T AO OA OA 

NM OizybO 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsilon, mRNA 


NM 032979 


TT 1 ± 1 * 11 /T\TTV T A N j * i • . T%*VT A 

Homo sapiens dystrobrevin, alpha (DTNA), transcript vanant gamma, mRNA 


-V.TTV A~ f\ O AATO 

NM 032978 


T T _ "\ j 1 ___ _* 1 "I /T\m\T ax , . j *t _j_ T*» "K T A 

Homo sapiens dystrobrevm, alpha (DTNA), transcript variant beta, mRNA 




riomo sapiens aysTroorevin, aipna ^jjiiN/vj, Transcript variant aipna, mivLN/v 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM 074416 

I N 1VJL V/^*T*T 1 \J 


TTomo QanipriQ o^tpocylvnYi /Vi^tPoinHiictivP factor mimPcaTA fOGN^ transcrint 
variant 2 mRNA 


NM 033014 


T-Tomo ^aTvipn<; o<stPOPivcin f osteoinductive factor mimecanl TOCtN^ transcrint 

XXWAllVS OUL/lvllO UOlvvgljr will 1 UOlwV/lXlUUvll V V lllvtvfl j liXIXlJlvwUii J ^V/VJX 1 J j li UllOwl 1^1. 

variant 1, niRNA 


NM 014057 


Hnmn sanipns ostpofylvcin fostpoindiictive factor mimpcan^ fOCrN^ iTanscrint 

XXU11XW ouUIUIXl) UolvV/glj'wlXX I VJO Iv UXUUUv Ll VV X&wLV^J., lllllllw wtlll J ^v/VJX'l Jy LI CXXXO VI 1J~/ L 

variant 3, mRNA 


NM 016152 


Homo sarnen*; retinoic acid recen tor beta (RARB^ franscrmt variant 2 rnRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, rnRNA 


NM 03"?977 


TTomo QanipTiQ caQnaQp 10 aoootosiQ-rplatpd cvstpinp rvrotpa^p ff^ASRIO^ 

transcript variant D, rnRNA 


NM 032976 


TTomo Qaoif*TiQ caQoaQP 10 nrvonf oqi q- rplafpd cvstpinp rvrotpa^p f A S*P 1 0*1 

transcript variant C, rnRNA 


NM 039974 


TTrvrYif^ ciimpnc pocnckcf* 10 QT\rvr%t/"\oic_T"f a lQfp/i /^vctpiTip YYrrvf"Pi* Cf» 1 1 A 1 O i 
XXixIxMJ oajJlCUb OdopctoC lu, d.JJUpLOc>li>-l ClalCCl VvjfoLCUIC jJIULCdoC ^Vw-xT-OX l\JJ 9 

transcript variant B, rnRNA 


NM 001^30 

1 N 1VX UUl^jU 


TTrvmr* conipnc cct c-r\ci o<=» 10 anrvr\tr\cic_"rf»l5iff»f1 <* v \/ , ctp'itiP Tvrrvfpsicp ^Y"" 1 A Q"P 1 (W 
XXL/I11U oajJICIlo Ud-ojJdoC lUj apupLUolo-ICIdLCvx OyoLCUlC piULCdoC ^vAuI -l"/? 

rran^crint variant A mRNA 


NM 03^992 


TTomo QfioiPTi^s cacoa^p 6 anontocic-rplafpfi cvstpinp nrotpa^p ff^AST^fi^ tran^cTirit 

variant beta, mRNA 


NM 001226 


TTomo cnrvipnc. pacnaQp 6 prvootoQic-Tplfitpd cvctpinp nrotpaQp ff^ASPfVi trflnQcrint 
variant alnba rnRNA 


NM 033133 


TTomo <5ar>ipn<? 3'-cvc]ir, miclpotirlp 3' nbosoliodiestpra^p fCTMP^ mRNA 


NM 033125 


TTomo cnnipnc nTcatnr r\v\ trancnoffpr {~^Tv"R1 ^r^TCRI^i ttiP "MA 

11U1HU OoLLJlC-AlO Ul gul 1 1 Vy LrO-LlUll Ll ul 1 o LJ VJ1 LC/1 \J1VU 1 ^L/JVXI 1 j ; 11 1XVI > JV. 


NM 0^0349 


TTomo QfloiPTiQ anVvrin rpr»p»t Homain *? ^QtTptcVi tp^tiohqivp mncplp^ ( A'MTC'RT^'?^ 

iiiRNA 


NM 000540 


Homo sapiens ryanodine receptor 1 (skeletal^ (RYR1), mRNA 


NM 016930 


Homo sanien^; Rvntaxin 1R CSTICIR^ mRNA 


NM 014808 


Homo sapiens KIAA0793 eene nroduct fKIAA0793^ mRNA 


NM 005428 


Homo sapiens vav 1 oncogene (VAV1), mRNA 


NM 005747 


Homo sapiens elastase 3 A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), rnRNA 


NM 033069 


Homo saniens ADG-90 nrotein ( ADG-90 ) mRNA 

11V/111V OtlL/lwllkJ iTVlVVJ ~S \J L/lUtwill I iJUL/VJ S V/ / ^ UXlVXlXl 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP), mRNA 


NM 039QR4 


xioiinj oapiciib Ldbpabc ^s, apopiuoio-rciiiLcci tyisiciiic pioLCaoc ^neural prcL/urbor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM 0399R3 


xxUlllvJ 2>a.piCIxo tdbpdbc dpupiOblo"! ClalCU. L»yt>LClxlC pxOlCdoC ^IlCUl cli piCL/UlbUi 

cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 

cpII PTforp^QpH *"1p\7p1 rvnm pn+5»11\/ rlrvw/n-rpoiilatpH Tf^'AQP'?^ trpncnriTit ■va-riflnt 1 

mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

^ x xNx xvox \jiz>j 9 LldlloC-opi VariallL I, ilxXVlN-rv 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

fTNTTO SFfVFtt tr^incf>-nV»+ variant i\A6RC mRNA 
^xxnx xvox \J±-> 11 dlloL-Xipi Vdllani lVXUO^, Xllxvl n r\. 


NM_001224 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_015647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSF11), transcript variant 2, mRNA 


NM_003701 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
(TNFSF11), transcript variant 1, mRNA 


NM_005409 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
(SCYB11), mRNA 


NM 005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 
nuclear gene encoding mitochondrial protein, mRNA 


nm_oo6980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


NM_032996 


Homo sapiens caspase 9, apoptosis-related cysteme protease (CASP9), transcript 
variant beta, mRNA 


NM_001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


NMJ)04346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA 


NM_032991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant beta, mRNA 


NM_033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM 033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 


NM__033007 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


NM033006 


Homo sapiens death effector filament-fonmng Ced-4-like apoptosis protem 
(DEFCAP), transcript variant D, mRNA 


NM_033005 


Homo sapiens death effector filament-forming Ced-4-hke apoptosis protem 
(DEFCAP), transcript variant C, mRNA 


NM_033004 


Homo sapiens death effector filament-forming Ced-4-hke apoptosis protein 
(DEFCAP), transcript vanant A, mRNA 


NM_0 14922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcnpt vanant B, mRNA 


XTA /f AAAA O O 

NM UOOOoo 


TT - * "IT i . t 1 "f i //~^/^*vT 1 A 1 \ T~i "VTA 

Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA 


xnv>r ai ni ac 

NM 019105 


Homo sapiens tenascin XB (TNXB), transcript variant XB, mRNA 


INM 033036 


Homo sapiens beta-galactose-3-O-suliotransierase 3 (CjAE3S12), mRNA 


NMJ)33029 


Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 

__-T)XT a 

mKJNA 


XTA /T A11AOO 

JNM 03302o 


Homo sapiens JDaraet-Biedl syndrome 4 (BBS4), mKJNA 


XTA K AO 1 om 

JNM vZ loO/ 


Monio sapiens secretory protein JSECo (obLo), mKJNA 


"NTrV/T AO A 1 

JNM OzUU/ 


Homo sapiens OKlr -associated protein 1 (uKAorlj, mKJNA 


XTA yf A 1 CI I'J 

JNM_015133 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 

(JVlAr'lvolJr J ) 7 mKJNA 


"MTV/f A1/IAA/C 

JNM U14UUO 


Homo sapiens rl-3-Janase-related ianase bMo-l (oJYLvjrl j, mKJNA 


XTA /T A01 A1 /I 

JNM 021yl4 


Homo sapiens coiilm z (muscle) (CFL2), mRNA 


TvTTVyf A'iOCOA 

JNM UJZOzU 


Homo sapiens nypotneticai protein UABjolb4 (CAr5Doio4j, mKJNA 


TvTA/f A^OAOO 

INM KjoZyZi 


Homo sapiens nypotneticai protein JVICjCIoUzd (JVLvj^iouzd mKJNA 




JTlUinU bapiCIla iiypL/UlCLlUd.1 prOiem iVlOL^Z-O^+o ^IVXVj^-^.O'-roy, IllIViN/\ 


NM 032868 


Homo sapiens hypothetical protein FLJ14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ14926 (FLJ14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ14529 (FLJ14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM 032668 


Homo sapiens hypothetical protein MGC4771 (MGC4771), mRNA 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


MM 032377 


Homo saniens hvDothetical orotein MGC4549 (MGC4549), mRNA 


NM 032326 

XNXVA \J-J£*-J£*\j 


Homo sapiens hypothetical protein MGC4618 (MGC461S), mRNA 


NM 032306 

X><XYA V/JX/ J vU 


Homo sapiens hypothetical protein MGC10974 (MGC10974), mRNA 


NM 032281 

XNXVA \J~)jL,jL, O A 


Homo saniens hvoothetical nrotein DKFZp547J036 (DKFZp547J036), mRNA 


NM 015650 


Homo sapiens microtubule-interacting protein that associates with TRAF3 (MIP- 
T3 j mRNA 


NM 031487 

X^l XVA V/ *J X~U 1 


Homo sapiens hypothetical protein MGC4604 (MGC4604), mRNA 


NM 031470 

X > XVJ- \J ~J XT / V/ 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


NM_031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


TSTA/T 03 1 2 1 3 
xNxvl 1/ D J 


Homo ^aniens hvnothetical nrotein MGC'5244 (xVIGC'5244/ mRNA 


rNxvA UJ? 


Hnmn canien<; hvnothetical nrotein DETZn566J 9 046 (DKFZP566J2046 , mRNA 


NM 030924 

X>XVA vJv7^t 


Homo saniens hvoothetical orotein PRTD-NY3 (PRTD-NY3), mRNA 


MM 030R24 

IN XVA \JJ\J OZ.*T 


TTnmo saniens hvnothetical nrotein FLJ14356 fFLJ14356i. mRNA 

A A\_f X X XVJ O Ci ^ 1 V 1 1 0 |l_y ^-/VJ LXlwLX^uX LVXV/tV'lXX A JLj«/ X^«^«yv A~t*J *- *^ —> *s \J J ^ uuviii x 


MM 030631 

XNXVA V/JW\JJ 1 


Homo saniens solute carrier familv 25 (mitochondrial oxodicarboxvlate carrier), 
member 21 (SLC25A21 mRNA 


NM 024571 


Homo sapiens hypothetical protein FLJ22940 (FLJ22940), mRNA 


NM 025015 


Homo sapiens KIAA0417 gene product (KIAA0417), mRNA 


NM 024103 

A>AVA \J jL.^ 1UJ 


Homo saniens hvnothetical nrotein MGC2615 (TV[GC2615y mRNA 


MM 030578 

XNXVA V/«-'V/_' / O 


Homo saniens hvnothetical nrotein MGC4093 (MGC4093), mRNA 

X, K V A X X XVp/ OdfylwiXO X 1 y v LXXw llViil ^/ A twill A T JL 1 v ^tj. v 1 v ^ ^ ^/ ^ * ^ *■ 


NM 014015 

X > XVA V/ X *TU J. ^ 


Homo saniens MYLE nrotein fMYLE 1 mRNA 


NM 025094 

X^XVA \J j-,*J \J _y T 


Homo saniens hvnothetical nrotein FLJ22184 (FLJ22184), naRNA 


NM 0^5078 

AN XVA \J^mJ\J t O 


Homo saniens hvnothetical nrotein FLJ22378 (FLJ22378 mRNA 


NM 025061 


Homo saniens hvnothetical nrotein FLJ23420 CFLJ23420), mRNA 


MM 0^4967 

X > XVA V/jw"J?VJ/ 


Homo saniens hvnothetical nrotein FLJ1 1637 (TLJ1 1637V mRNA 

J. X. V_/X XXV/ OCAI-' X wllu XX V |JU Lilv LA w LAI pi tvn 1 x A x v / y^A a a. w # y 5 *— *- » 


NM 024898 


Homo saniens hvoothetical nrotein FLJ22757 (FLJ22757), mRNA 


NM 0^4877 


Homo sapiens hypothetical protein FLJ13265 (FLJ13265), mRNA 


MM 0^4726 


Homo sapiens hypothetical protein FLJ22527 (FLJ22527), mRNA 


NM 024719 


Homo saniens hvoothetical nrotein FLJ22474 (FLJ22474), mRNA 


NM 024600 


Homo sapiens hypothetical protein FLJ20898 (FLJ20898), mRNA ' 


MM 024508 


Homo saniens hvnothetical nrotein MGC10796 (MGC10796V mRNA 


NM 024341 


Homo sapiens hypothetical protein MGC4054 (MGC4054), mRNA 


MM 024064 


Homo sapiens hypothetical protein MGC5363 (MGC5363), mRNA 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


NM 023078 

X^iXVj. v/Z-— ' Vy / O 


Homo saniens hvnothetical nrotein FLJ13852 TFLJ13852/. mRNA 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


X NXVX Vy^.<i<O fc TZ* 


Homo <sar»en<; hvnothetical nrotein FLJ^'>969 (TLJ22969 1 mRNA 


MM 022737 

X > XVX 1 1 


Homo saniens h\mothetical nrotein FLJ 13055 (TLJ13055 ; mRNA 


NM_022459 


Homo sapiens hypothetical protein FLJ 13 046 similar to exportin 4; KIAA1721 
nr <TT Tl 3046 1 mRNA 

jJX yA « X-Jvy^Tw/j X11AVX > 


MM 0^9437 

X^XYA U*<Zi*tJ / 


Womo Qm-»ien«; ATP-hindint? cassette suh-familv O T WHITE 1 member 8 fsterolin 
2 1 (ABCG8 1 mRNA 

a« / l /\XXV-/VJU /j XXXANA^IZv 


MM 022135 


Homo «5ar>ien«; noneve nrotein 2 fPOP2i mRNA 


MM 0^2066 


Homo aniens lilcelv ortholoff of mouse ubiauitin-coniut?atine enzvme E2-230K 

X XV/Xllvr OQ-WlwllO lllVvl Y \J1 iiiviv t vsx iiiv/u-wv ^vivjiAi tin will 0 O vinj y iiiv x. 

fE^~230Ki mRNA 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10) 5 mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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NM 020224 


Homo sapiens hypothetical protein DKFZp5470146 (DKFZp5470l46), mRNA 


NM 019064 


Homo sapiens hypothetical protein (FLJ10832), mRNA 


NM 019012 


Homo sapiens phosphomositol 3 -phosphate-binding protem-2 (PEPP2), mRNA 


NM 018635 


TT — "l_ .1 i • i j T%T"¥ r\1 OA/\ /TIT"* /~\^ T"% ■XTA 

Homo sapiens hypothetical protein PRO2900 (PRO2900), mRNA 


NM_0 18687 


Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908), 
mRNA 


\T» if f\ -1 O A A 1 

NM_0 18441 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 
alcohol dehydrogenase (HSA250303), mRNA 


XTTV yf A 1 O iZ A C 

NM 01&645 


Homo sapiens hypothetical protein HES6 (HES6), mRNA 


•v TTV AT /"\ 1 ^7 C\£~~l 

NM 017967 


TT * 1 , -1 . • -1 . • T~"T T*"^ A\ O /"\ /T>T MAOr AN T"»XT A 

Homo sapiens hypothetical protein FLJ20850 (FLJ20850), mRNA 


NM 017914 


Homo sapiens hypothetical protein FLJ20640 (FLJ20640), mRNA 


NM 017905 


Homo sapiens hypothetical protein FLJ20623 (FLJ20623), mRNA 


NM 017722 


TT _ • 1_ j 1 j* i j T— 'T TO /\/^ /I yi / 1 TO /\ ^ yf /I \ T*» XTA 

Homo sapiens hypothetical protein FLJ20244 (FLJ20244), mRNA 


XTTVyf A 1 H /Z/ZQ 

NM 01766b 


Homo sapiens LIS 1 -interacting protein NUjDEI, rat homolog (NUDEl), mRNA 


XTTV yT /"VI ^7zT 1 /T 

NM 017616 


Homo sapiens hypothetical protein FLJ20004 (FLJ20004), mRNA 


XTTV yf A1 O 1 Of 

NM 018185 


Homo sapiens h^othetical protein FLJ10704 (FLJ10704), mRNA 


XTTV yf f\ 1 OA'? A 

NM 018074 


XT — 1 1 1 . • i j • "l - «T T 1 AO T /I /"T^T T 1 /\1 T /I \ T» XTA 

Homo sapiens hypothetical protein FLJ10374 (FLJ10374), mRNA 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


NM 018049 


Homo sapiens hypothetical protein FLJ10297 (FLJ10297), 4 mRNA 


NM_p 18028 


Homo sapiens hypothetical protein FLJ1021 1 (FLJ1021 1), mRNA j 


NM 018000 


Homo sapiens hypothetical protein FLJ101 16 (FLJ101 16), mRNA 


NM 016510 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NMJH6434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 2, mRNA 


NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


NM_0 16264 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 
(GIOT-2), mRNA 


NM_016149 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 
mRNA 


NM_0l5897 


Homo sapiens protein mhibitor of activated STAT protem PIASy (PIASY), 

TT» XT A 

mRNA 


xnv yr ai /Jf 01 

NM 016581 


tt , T-i/^nTm fT /\/^ri ■v t a 

Homo sapiens ECSIT (LOC51295), mRNA 


XTTV jf /"V 1 vf "7rv 

NM 016479 


T T * 1 / 1 . • ■( . • /■ Y y — v / — > -« A -r\ "VTA 

Homo sapiens hypothetical protein (LOC51246), mRNA 


XTA yf A1 £ A"! A 

NM 016474 


T T _ ^ * _ _ I il . • -| . ♦ /-r f~*\J~\C 1 ^ A A\ T*IXT A 

Homo sapiens hypothetical protein (LOC51244), mRNA 


XTA yf A 1 £f\C\ A 

NM 016094 


Homo sapiens HSPC042 protein (LOC51 122), mRNA 


XTTV yf A1 CA/IO 

NM U 15942 


TT_ ____ _ _ _ ' ^„ „ — IT 1 j ' /T f~\J — ir 1 /\/\ -| *V T*> \ T A 

Homo sapiens CCjI-12 protem (LOC51001), mRNA 


XTTV yf f\ 1 C A 1 C 

JNM U164/5 


Homo sapiens hypothetical protein (HSPC213), mRNA 


XTA yf A 1 d A C *7 

NM 0 1 645 / 


Homo sapiens protein kinase D2 (PKD2), mRNA 


XTTV yf A 1 jC 1 1 1 

JNM 016111 


TT _ _ _„ J _ T^" T A A AZ"O0 . _ J rift A A A^01\ T»XT A 

Homo sapiens KJAA0683 gene product (KIAA0683), mRNA 


XTA/T AI Ati A Ci 

JNJV1 U14U4y 


Homo sapiens NPD002 protein (NPD002), mRNA 


XTTV /f A 1 AC\/Z1 

NM 014963 


TJ A mn. ? - ._ _ T/^"T A A AA/"1 j * /"XT' T A A *T»XT A 

Homo sapiens KIAA0963 protein (KIAA0963), mRNA 


XTTV if A1 CCT1 

NM 015571 


TT _ _ - * — fIT TH >T /~v -1 • j _ /" tf^T TflTl "1 \ "VTA 

Homo sapiens SUMO-l -specific protease (SUSPl), mRNA 


X TTV A A 1 /I TOO 

NM 014789 


Homo sapiens KJAA0628 gene product (KIAA0628), mRNA 


XTTV yf AT All A 
JNJV1 U14/14 


TT ^ nft**^ T/"T A A ACAA J —A- ft/" T A A /"\iT/\/\\ TtXT A 

Homo sapiens K1AA0590 gene product (K1AA0590), mRNA 


XTA yf A1/I7CO 

JNJV1 U14/!)c> 


Homo sapiens K1AA0254 gene product (KJAA0254), itiRNA 


XTA/f AI/IAiCC 

JNJVl UI4Uo5 


Homo sapiens Hi 001 protein (HT001), mKJNA 


"NM 014170 

X > i-VJL Oltl /V/ 


Homo <;ani>n<; TTSPPI Tirrkt^in rHT^PPI mPXT A 


NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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NM 007086 


Homo sapiens AND-1 protein (AND-1), mRNA 


NM 006701 


Homo sapiens similar to S. pombe diml+ (DIM1), mRNA 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006477 


Homo sapiens RAS -related on chromosome 22 (RRP22), mRNA 


NM 006087 


Homo sapiens tubulin, beta, 5 (TUBB5), mRNA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


NM 005S15 


Homo saniens TC runnel -tvne 7\r\c finder fC^H? i (7\C\\ mT?7\JA 


NM 005S17 


RfiTllft Qflmf^TlQ raron cplpptinn T^rritpin ( mcinnncp ^> t\V» rvctVh «a -r^»r» ^tA-frvr 1%-tt-i /-1-i-r-» rr 
aawiuvj' sapiwio vaigu £>dGL>HLJll pUJLClil ^illdllxiUcsC \j pilUbpildLC rCOCptOl DlnQing 

protein) (TIP47), mRNA 


NM 005801 


Pfimn ^anipnQ nntfltivF' tr^inclntirkn ini'Hjitirvn ■fa r> trvr fQT TT1 ^ tyiT?"TvTA 

J- Iwll 1\J odj^lt'J.lo |J LI Id 11 VC Li diloldllUll lillLldLJLlJll IdULUI l^OUXl 1 1 1 f\ l\ r\ 


NM 005837 


Homo car\ip-nc POP7 ( TYmr'^ccivi cr nf rvrfvurenr ^ r»f»tv=»\7ie-ic»<=A T-ir\«-ir*1/-vrr ^T? T^T^O 

mRNA 


NM 005776 


Homo sapiens cornichon-like (CNEL), mRNA 


NM 004970 


rfomn cam PT1 Q mQiilm— 1i1<tp oiwixztTi fortAr V\inrlinrr nrAfpin 1 o Vxi 1 <=» ci-iVkimi-t 
oci|-/ 1^1 io uiauiui" iuve; giuwill J.dOlv/1 LUlltllilH JJi IJ LCIIj., dulU ldDHC oLlULiilll 

(IGFALS), mRNA 


NM 004945 


Homo saoiens dvnamm ^ rDNTVO i mRNA 


NM 004283 


Homo saoiens RAB3F) member RAS nnrnirenp fami lv TP AT^fj^ mRNA 

iiviuv oupiwiio xvri i > jx^ ; lll^/lllL/v^l lvriiJ UllvUgwUb 1_ dl 111 iy ^ fx 171 J 1 J y ? IlAXvJVN./*. 


NM_004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 
(22kD PDSW^ (TSTOUFBlOi mRNA 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


NM 004877 


Homo ^anipn<? crlia rvin tiifatinn fciftfxr ffntnirw ( C^\KX+(~^\ ml? "MA 

J 11 IV/ odJJlt^llo g,lld llidlUl aUUIl ldLLUl, gd.IlJJ.iiu. ^VJlYlX^ VJ J 9 111 fx } N| f\ 


NM 004907 


Homo sapiens immediate early protein (ETR101), mRNA 


NM 004044 


xxuiinj oapicno ^~aiiiiiiuiiriiuaz,oic-^-t/<irooxaniiQe riuonucicotiQe 

J-^lllljr llldllOXC-KloC'/ U.VJlX^ L/yL/lUIiy Ui <Jld£>C \£\. X ±\^J } illXViN-rV 


NM_004315 


Homo ^flnien^l TsJ-apvl^nHinoriQiriP nmiHnlrv/Hrr\l?icF» /'ar'irl ppromiHac^ ( AQ ATT^ 

iiwiiiw oa^i^-xiis tx\^y lo jJl ill igvJo lilt/ dliUU-iJllj^Ul VJidoC ^aviu vCI dilULldoC^ ^ AA t t AA n ) 5 

mRNA 


NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (E1F4EL3), 
mRNA 


NM 003765 


Homo sapiens syntaxin 10 (STX10), mRNA 


NM 003110 


Homo < ?anien < s Sin'? tranQpri-ntinn ■Har'tnr ^^P9"\ mT?XrA 


NM 003113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


NM 000543 


iiuiiiu idpiciit> apiiiiigoiriyeiui pnospnouiesterase aciu lysosomal ^aciu. 
sphingomyelinase) (SMPD1), mRNA 


NM_003072 


Homo sapiens SW17SNF related, matrix associated, actin dependent regulator of 
L/iiiuiiidLui, buuidiiiiiy d, incniDcr ^+ ^oivi/vrv^-r\ i t ), \lusS\J\ 


NM 002807 


iiuiiiu adpiciia pi*jic<i&uinc ^prubome, mdcropain^ zoo suounii, non-A l ro.se, 1 
(PSMDl), mRNA 


NM 002704 


nuinu idpiciib piu-pidLciei Ddsic protein ^mciuaes piaxeiet oasic protein, Deta- 
uu uiiiuugiuL/uiiii, vv^ixijicuti vc noo tic—dC/ Li vd Ling pcpLitie lJ-i, ncULropnii-acLivating 
peptide-2) CPPBP) mRNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COL1A2), mRNA 


NM_001687 


Homo Sa.T)i ens ATP SVntba^P TT+ trnnQr^r»rtir»cr mitr\r" nnnrl-ri cal Th 1 prvmnlpv H<»1t«a 

— iviiiv "■ii o^yiiLiiaot;, xx • li diiojjui Liiig, nil i\jL/ijnjnu.ridi r i oompiex, oeitd 
subunit (ATP5D), mRNA 


NM 020168 


Homo saniens "D21fCE>KNlAVactivated kinase 6 fPAKo^ m"RTsTA 


NM 032657 


Homo saniens hvnothetical nrotein MrrPI 044? flVTOr 1 ! ^|J.J.9^ mT?>JA 


NM_032571 


Homo saoiens EGF-lilce module-con tainin? mucin-Hke rerpr*tnr FA/TR^ ^FK/TR^ i 
mRNA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM 015093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1 /oncoprotein 18 (STMN1), mJRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FLJ10774), mRNA 
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NM 024637 


Homo sapiens beta-galactose-3-O-sulfotransferase, 4 (GAL3ST-4), mRNA 


NM 024617 


Homo sapiens hypothetical protein FLJ13409 (FLJ13409), mRNA 


NMJ320796 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6A (SEMA6A), mRNA 


NM 013283 


Homo sapiens methionine adenosyltransferase II, beta (MAT2B), mRNA 


NM 012231 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 


NM 015866 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM_014771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 
pro (KIAA0661), mRNA 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


NM_013447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 2 (EMR2), mRNA 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mRNA 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


NMJ)22040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 1, mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


NM_032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


NM_014146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 3, mRNA 


NMJ)31992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 2, mRNA 


NM_006234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant a, mRNA 


NM_032959 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant b, mRNA 


NM_03295S 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant c, mRNA 


NM_002694 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant alpha, mRNA 


NM_032940 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant gamma, mRNA 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


NM 000931 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NM_033013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA 


NM_003889 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 1, mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 2, mRNA 


NM_022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 1, mRNA 


NM_03240S. 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NM_023005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1 , mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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NM 012138 


Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 


NM 016343 


Homo sapiens centromere protein F (350/400kD, mitosin) (CENPF), mRNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


NM 032052 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM 032050 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 2, mRNA 


NMJ 14323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 




"PVvmr* caniptiQ o-fmeral transrvrintion factor TT i fGTF2Ti transcrint variant 5. 

mRNA 


1N1YL Uul JlO 


llnmn cc*r»if*nc orpnpral tran^frintinti factor TT i fOTF^Ti Iran scrint variant 4 

mRNA 


1M1V1 UjjUv 1 


Unmn cnnipnc o-pneral tranQrri-ntirin fartor TT l f Ct' PF2FI transcrint variant 3 

mRNA 




Homo saniens pen era! transcrintion factor II i fGTF2in transcrint variant 2 
mRNA 


NM 03^999 


Homo saniens general transcrintion factor EE. i (GTF2D transcriDt variant 1, 
mRNA 


NM 002904 


Homo sapiens RD RNA-binding protein (RDBP), mRNA 


NM OCP755 


Homo sapiens mi to gen-activated protein kinase kinase 1 (MAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM 006347 


Homo saniens nentidvl orolvl isomerase H fcvcloohilin H^ fPPIHY mRNA 


NM 001631 


Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 


NM <TM 1 5 1 


Homo saniens carnitine O-octanovltransferase fCROT\ mRNA 


NM 005090 


Homo sapiens phospholipase A2, group IVB (cytosolic) (PLA2G4B), mRNA 


NM 000124 

J. > XVX \J \J\JL 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 


NM 020157 


Homo saniens otoranlin ^ OTOR^ mRNA 

XXVrXXXvJ OuplvlxO Wl\Jl CXLJXiXX X WiVyj iiuviiri 


NM 018313 

J. X J.VX U iUJ A J 


Homo saniens nolvbromo 1 rPBl^ mRNA 

xXv/iiiv/ oupiviiij yjyjiy ui viiiv x yx Jj» x j , iiix\x ^x x 


NM 018165 


Homo saniens nolvbromo 1 fPB 1 ^ mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NM 012139 


Homo saniens deafness locus associated nutative guanine nucleotide exchance f 
fDELGEF) mRNA 


NM 007061 


Homo sapiens serum constituent protein (MSE55), mRNA 


NM 005379 


Homo saniens mvosin LA fLVIYOl A\ mRNA 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 
congenital adrenal hvnernlasia^ nolvnentide 2 TCYP21A2^ mRNA 


NM 000063 


Homo saniens comnlement comnonent 2 TC!2^ mRNA 

1AV/111V/ OUUlvlliJ vUXlipivlllvlll WlllJJVllvllt \^sJL*jy llXlu IX V 


NM 014078 


Homo saniens mitochondrial ribosomal nrotein LI 3 fMRPL13\ mRNA 


NM 021134 

X ™ xv x \j x x r 


Homo sapiens mitochondrial ribosomal protein L23 (TVIRPL23), mRNA 


NM 020249 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 9 (xADAMTS9), rriRNA 


NM 018094 


Homo sapiens Gl to S phase transition 2 (GSPT2), mRNA 


NM 014180 


Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein L15 (MRPL15), mRNA 


NM 015385 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 006434 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000135 


Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NM_004167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 2, mRNA 
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NMJ)32965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcnpt variant 3, mRNA 


NM_032964 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcnpt variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


NM 007057 


Homo sapiens ZW10 mteractor (ZWINT), transcnpt vanant 1, mRNA 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM_004166 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA1 4), transcript variant 1 , mRNA 


NM_032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3 , mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM_021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NMJ 14456 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 
(PDCD4), mRNA 


NM 004197 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA 


NM_007214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEC61B), mRNA 


NM 001028 


Homo sapiens ribosomal protein S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein S19 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA 


NM 001020 


Homo sapiens ribosomal protein S16 (RPS16), mRNA 


NM 001018 


Homo sapiens ribosomal protein S 15 (RPS 15), mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein L13a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNAhelicase Ql-like) (RECQL), transcript 
variant 1, mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


NMJ)2112S 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NMJ)06233 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
(POLR2I), mRNA 


NM_006232 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), 
mRNA 


NM_002695 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA 


NM_004805 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide D (POLR2D), 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


TvTTi X f\f\ 1 f\ o T 

NM 001987 


Homo sapiens ets vanant gene 6 (TEL oncogene) (ETV6), mRNA 


TsJA/T 0^907^ 
1N1V1 KJjZy/j 


xiomo sapiens proiocaanenn zz ^UUrlzz), transcnpt vanant c, mKJN A 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo saDiens BH-protocadherin ( brain-hearth rPCF)H7h transcrint variant c 
mRNA 


NM_032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 
mRNA 


NM_0025S9 


Homo sapiens BH-protocadherin (brain-hearf) (TCDH7) transcriot variant a 
mRNA 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2, 
mRNA 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d, mRNA 


NM 032968 


Homo sapiens protocadherin 1 1 fPCDHl 1") transcrint variant c mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant b, mRNA 


NM_032950 


Homo sapiens matrix metallonroteinase 28 flvflvfP2&) transcrint variant 9 

*■ ■ LVF111 v uuyiviiu iiiuu iiiviUAlvpi vlviiluQw X^ 1^7 ^iVXlVXX Ll CXXXOv/l X.JJI V ul lull L -/-j- ^ 

niRNA 


NMJ324302 


Homo saniens matrix metallonroteinase nvflvfP'78^ transcrint variant 1 

-*- Avyxj.iv/ oupiviio 111CIL1.J./V inv^ Ld.XlVJ^/1 ULvIIIlIOV^ w O J. V 1 1 v I I jLi\j j , U. dHowl lj_/L V dl Id 11 L 1 ^ 

mRNA • 


NM 006575 


Homo saniens mi tooen -activated nrotein Vinase Vinace Irinacp Vin5»c<=> *I 

(MAP4K5), mRNA 


NM_004635 


Homo saniens mi to pen -activated nrotein lrinaQe-s»fti\/5»tF»d nrntpir VinQcj=» % 

(MAPKAPK3), mRNA 


NM_002587 


Homo saniens nrotocadherin 1 fcadherin -Hire 1^ fPCDITI^i transcrint variant 1 

J-w*ixv^ jupiwiio iji uLUWuuiivi 111 1 ^VdUllvl 111 IXAv L J ^1 v/l/H 1 j ^ Ll <Xllov>l IL/l V cli 1 (\ 1 1 1 1 j 

mRNA 


NM_004759 


Homo sapiens mi to een- activated nrotein kinase-activated nrotein kinase 2 
(MAPKAPK2), transcript variant 1 , mRNA 


NM_032960 


Homo saniens mitogen -activated nrotein kin asp -activated nrntein Vinacp 0 

■*■ ■ M -^ J 'i'" Jr AlAlMJ^Vll UVL1 YUlV^Vl L/l U Lvlll iVillUOv AvLl V OLWU LrlVlLwlll JtV-L 1 1 d O vj- 

(MAPKAPK2), transcript variant 2, mRNA 


NM 032515 


Homo sapiens Bcl-2 -related ovarian killer protein-like (BOKL), mRNA 


NM 015166 


Homo sapiens KIAA0027 protein (MLC1), mRNA 


NM_001795 


Homo sapiens cadherin 5, type 2, VE-cadherin (vascular epithelium) (CDH5), 
mRNA 


NM 001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


NM 001793 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NM 001792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


NM 004360 


Homo sapiens cadherin 1* tvoe 1. E-cadherin f enithelial^ (CTjH'n mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


NM_005S64 


Homo saniens sional transHnction nrotein fSW3 rAntcunin <y\ ri : ?'PQ9\ fro-ncr»nrtt 

J.J.U111V oaL/lviio OlgllCtl LlClllOvlLl^LlvJll jJlvSLV^lll yullJ ^/\JllLctllllll^^ ^X-»X^ OX- j, LI diloL/1 1 L)L 

variant 1, mRNA 


NM_032459 


Homo Saniens sional transduction nrotein f^T-T^ ervntsiinincA ^1717^0^ tron cr»r-i-r\f 
iivuiv oa^iviio oig,iia.i ll ailouu-w/Llv^lJ. ]JlVJLv7lll ^OllJ v^vJllLclllllilg^ ^J_/J7o^»Jj IX dlloL/1 lDL 

variant 2, mRNA 


NM_032107 


Homo sapiens lethal (3} malienant brain tumor inYmht nrotein fT^rosonrtila^ ho 
(H-L(3)MBT), transcript variant IT, mRNA 


NM_0 15478 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant I, mRNA 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1, mRNA 


NM 032468 


Homo sapiens aspartate beta-hvdroxvlase f ASPH) transcrint variant 2 mRNA 


NM_032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


NM 032466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM_014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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tsjm cm 3 1 1 


nomo sapiens carooxypepuaase, vitenogenic-iiKe (C.r V.Lj, mKJNA 


MM 09976R 


numo bapiens xvin/v Dinning motn protein ID ^ivDjVll $)> mKJNA 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


MM niA^^n 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15 A 
(PPPlR15A),mRNA 


TSJAyf 014599 
INIVI U1HOZZ 


womo sapiens protocaahenn 1 1 (rCDHl 1), transcnpt variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


mm nno/^QA 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide G (POLR2G), 
mRNA 


mm nnno^o 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B (140kD) 

fPOT "P9Ti\ rvil?TvTA 
i^-L Wl^lvZlD ), mj\JN/V 


NM_001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant z, miviNA 


MM 00J.9 1 5 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 

mT?XJA 

mxUN/v 


MM 00^1 1 1 
rNlvl ill 


Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), mRNA 


INIVI WtJOl 


nomo sapiens cAJVLr responsive element binding protem-like 1 (CREBL1), 

ml? 1ST A 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


mm 00790*3 

IN1V1 \J\J 1 Z7J 


Homo sapiens complement component 4 A (C4A), mRNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


"Nriv/f noion 

1N1V1 \JZd)7D / 


Homo sapiens mitochondrial ribosomal protein L34 (MRPL34), mRNA 


xnv/i 099^^'7 


Homo sapiens nyctalopm (NYX), mRNA 


xnv/T 099/1^9 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
tL^Mb I o ), mKJN A 


mm ni£^7 

1N1V1_U 1 OJ J / 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHK1), mRNA 


MM 01 61 1 £ 

1N1V1 y IDl 1Q 


xiomo sapiens anKyrin repeat and bOCb box-containmg 4 (ASB4), mRNA 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA 


mm ni £i 1 s 

1N1V1 U 1 O 1 ID 


nomo sapiens anJcynn repeat ana bOCJS box-containing 3 (ASB3), mRNA 


NM 0143QK 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


NM 014434 


nomo sapiens JN/vurH-aependent rMJN ana r AD containing oxidoreductase 
(NR1), mRNA 


MM 0O486O 
In 1V1__LF oOU 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 


mm oo^rso 


xiomo sapiens lnterleuKin 24 (IL24), mKMA 


"NTM 006541 
INIVI UVODH 1 


Homo sapiens thioredoxin-like 2 (TXNL2), mRNA 


NM 004669 


Homo sapiens dynein, axonemal, heavy pol^eptide 9 (DNAH9), transcript 
variant 1, mRNA 


mm 00009Q 

IN lVl_vl 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha-1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


nm oo40^o 


riomo sapiens oCLz-like 2 (BCL2JL2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


xnv/f 001/^97 

1\1V1_UU 1 OZj 


Homo sapiens allograft inflammatory factor 1 (ADF1), transcript variant 3, 
mRNA 


MM n^OQ^^ 
1N1V1_UJ Z7JJ 


Homo sapiens allograft inflammatory factor 1 (ADF1), transcript variant 1, 
mRNA 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily DA (phenobarbital- 
inducible) (CYP2A.2®) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AJF1), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfll), mRNA 
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NMJ331282 


Homo sapiens immunoglobulin super family receptor translocation associated 1 
(IRTA1), mRNA 


NM_031281 


Homo sapiens immunoglobulin superfamily receptor translocation associated 2 
(IRTA2), mRNA 


NM_000767 


Homo sapiens cytochrome P450, subfamily TTR (phenobarbital-inducible), 
polypeptide 6 (CYP2B6), mRNA 


NM 020165 


Homo sapiens postreplication repair protein hRADISp (RAD 18), mRNA 


NM 001710 


Homo sapiens B -factor, properdin (BF), mRNA 


NM 021800 


Homo sapiens J domain containing protein 1 (JDP1), mRNA 


NM 020404 


Homo sapiens tumor endothelial marker 1 precursor (TEM1), mRNA 


NMJ)06672 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(SLC22A7), mRNA 


NM 006398 


Homo sapiens diubiquitin (UBD), mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


NM 017495 


Homo sapiens seb4D (HSRNASEB), mRNA 


NM 001632 


Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA 


NM 030773 


Homo sapiens beta tubulin 1, class VI (TUBB1), mRNA 


NM 020643 


Homo sapiens chromosome 11 open reading frame 16 (Cllorfl6), mRNA 


NM 020644 


Homo sapiens chromosome 1 1 open reading frame 15 (CI lorfl5), mRNA 


NM 020642 


Homo sapiens chromosome 11 open reading frame 17 (Cllorfl7), mRNA 


NM 020201 


Homo sapiens 5* nucleotidase, mitochondrial (NT5M), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


NM 007175 


Homo satyiens chromosome R or>en reading framp ? ff^Snrf^ mPTsT A 


NM 007023 


Homo sanien^ cAlVrP-retnilatp^d cnianinp rnirlprvrirlf* pvphancrp fartm* TT ff^AA/TP- 

GEFII), mRNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


NM_006105 


Homo s alliens Rani ffuanine-nucleotide-exchanffe factor di recti v activated bv cA 
(EP AC), mRNA 


NM 005637 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8), mRNA 


NM 001213 


Homo sapiens chromosome 1 open reading frame 1 (Clorfl), mRNA 


NM_002354 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1), 
mRNA 


NM 003492 


Homo sapiens chromosome X open reading frame 12 (CXorfl2), mRNA 


NM 003797 


Homo sapiens embiyonic ectoderm development (EED), mRNA 


NM 032863 


Homo sapiens hypothetical protein FLJ14927 (FLJ14927), mRNA 


NM 032813 


Homo sapiens hypothetical protein FLJ 14624 (FLJ 14624), mRNA 


NM 032578 


Homo sapiens myopalladin (FLJ14437), mRNA 


NM 032385 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


NM 032239 


Homo sapiens hypothetical protein FLJ235 1 1 (FLJ235 1 1), mRNA 


NM 032012 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA 


NM 031922 


Homo sapiens RALBP1 protein (LOC83859), mRNA 


NM_031890 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), 
mRNA 


NM 031456 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


NM_030944 


Homo sapiens chromosome 15 open reading frame 5 (C15orf5), mRNA 


NM 030806 


Homo sapiens chromosome 1 open reading frame 21 (Clorf21), mRNA 


NM 030790 


Homo sapiens hypothetical protein CDA08 (CD AOS), mRNA 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI lorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM_022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 



377 

BNSDOCID: <WO _03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



INIVI UZZlOJ 


Homo sapiens chromosome 15 open reading frame 4 (C15orf4), mRNA 


INIVI UZZ 1U/ 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


XN1V1 UUO/oI 


Homo sapiens chromosome 6 open reading frame 10 (C6orfl0), mRNA 


XTT\>f A1QOQ< 
INIVI Ul^oyD 


Homo sapiens chromosome 3 open reading frame 4 (C3orf4), mRNA 


INIVI UIZZOD 


Homo sapiens chromosome 22 open reading frame 3 (C22orf3), mRNA 


XTTV K AO IOC/1 

INIVI UZ1Zj4 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


XTTV4" ClOCl&A^ 
INIVI UZUOhO 


Homo sapiens chromosome 11 open reading frame 14 (CI lorfl4), mRNA 


xnv/f a i o 1 1 o 

INIVI UIZ1 1Z 


Homo sapiens chromosome 20 open reading frame 1 (C20orf 1), mRNA 


INIVI UloDDD 


Homo sapiens zinc finger protein 331; zinc finger protein 463 (ZNF361), mRNA 


INIVI uiyiuo 


nomo sapiens septin d \y>E*r i o), mKJN/v 


IN1YL \jZ\)d 1 0 


Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA 


INIVI \)ZVj/H 


Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA 


XTA/f AOA^OI 


Homo sapiens chromosome 12 open reading frame 3 (C12orf3), mRNA 


INIVI UZUOO/ 


Homo sapiens chromosome 12 open reading frame 6 (C12orf6), mRNA 


XTTV/T AOA1 1A 


Homo sapiens chromosome 8 open reading frame 4 (C8orf4), mRNA 


JNIVI uii/->yo 


Homo sapiens chromosome 21 open reading frame 62 (C21orf62) 5 mRNA 


INIVI U 1 y\J03 


Homo sapiens chromosome 2 open reading frame 2 (C2orf2), mRNA 


XJTV/T A1 OQ^A 
INIVI U107JO 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


INIVI Ul / joO 


Homo sapiens chromosome 9 open reading frame 7 (C9orf7), mRNA 


XTTV/T A1 

JNIVI Ulo091 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


JNM 016940 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6), mRNA 


XTTV A~ An/tio 

JNJV1 017438 


Homo sapiens chromosome 21 open reading frame 18 (C21orfl8), mRNA , 


JNM 013265 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (ClorflO), mRNA 


jnM_015927 


Homo sapiens transforming growth factor beta 1 induced transcript 1 

/T>/**»tt»T» 1 T1 \ T)\T A 

(ICrrBlIl), mRNA 


XTA /T A 1 C /C /I 


Homo sapiens BM88 antigen (BM88), mRNA 


XTA /T A 1 /£1 /t O 

JNJVl Ulo34o 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


XTTV/T A1 /1AAQ 

JNJYL_U I4UUy 


Homo sapiens immune dysregulation, polyendocrinopathy, enteropathy, X- 
iinKea {lrr,j^), mJKJNA 


XTTV/f AICCO/I 
INIVI U I jjZh 


Homo sapiens chromosome 6 open reading frame 5 (C6orf5), mRNA 


XTTV/f AA/^^/lC 
INIVI UU0J>40 


Homo sapiens chromosome 4 open reading frame l (C4orfl), mRNA 


XJT\>f A1 Clio 
INIVI KJIDD/J 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NM 014205 


Homo sapiens chromosome ll open reading frame 5 (CllorfS), mRNA 


XTTV/f AIOOiC/1 

INIVI UlZZo4 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


XTA/T Al 0 1 1 1 
INIVI U1Z1 I 1 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2) 5 mRNA 


XTA A HA71 T/: 

JNJVl UU/l/o 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NMJ)06706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase Ji, IS, 13Ukx) (lArzS), mRNA 


XTTV/T AA/COOO 

JNJVl UUo3oz 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


xnv/r aac r\/C7 
JNJVL_005967 


Homo sapiens NGFI-A binding protem 2 (EGR1 binding protein 2) (NAB2), 

T>\T A 

mRNA 


XTA/T AACO/C/C 

inivi__uu j y oo 


Homo sapiens NCjM-A binding protem 1 (EGR1 binding protein 1) (NAB1), 
mKJSIA 


NM 005663 


ffomn ^ai">ipn^ Wolf-T- r irQr > r*»Viorn QvnHrnmp r*5inr1iH5itf» 9 f\K7~UXQf~*'}\ mT?7Sl A 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfB), mRNA 
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NM_004709 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo sapiens chromosome 8 open reading frame 1 (C8orfl), mRNA 


NM 004913 


Homo saniens chromosome 16 ooen reading frame 7 fC16orf7i* mRNA 


NMJ300956 


Homo saniens nrostaelandin E receotor 2 fsubtvoe EP2) ^3kD rPTGER2^ 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXor£2), mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orfl), mRNA 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orf3), mRNA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfS), mRNA 


NM 003475 


Homo saniens chromosome 11 ooen reading frame 13 TCI lorfl3i mRNA 

JL JL liv UUL/lvilU V/JLJJL V/lXlv/Uvyillw X JL V/L/ wli. X WLLVJrlll^ JLX CJLX I1V X \ X X v/I X X ^/ J ^ XXJLXVJL ^1 Jt JL 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


NM 007234 


Homo ^anipriQ Hvnaptm ^ fT)C ; \ tranQprirvt' variant 1 nVRTsJA 

OU.L^lv/113 \xj llu-ls till ^px^y ^L/V-lllJ^j UolloWlipL VuilaHl X 5 lllXVJLNxi. 


NM 0^4^48 


T-fomo QarvipriQ nvnapfiri ^ fn'?'?^ /Tif"^ 1 *MT^ trancprint' A/ariaTif 7 ml? "NT A 

llUillv oa^lbllo viy 11a. Willi *J ^JJ^.Z/ J ^lyV^lliJfj Li d.J.iol/1 Ijpi VdllCllll ^> 9 1IJLX\J.Nxt. 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1), 
mRNA 


NM 013291 


Homo < s3mVn^ cleavacrp atiH "nnlvaHpnvlation smppifip faptor 1 1 QiiHnnit 

A 0«j-/l^liO V^lV^Cl V CL1HJ £/Ul ClUV-'llJr ACUXV/XL Opv/VillV lablUl i. 3 1 VJwAlV O Lily villi t 

(CPSF1), mRNA 


NM 014500 


Homo saniens HTV TAT sDecific factor 1 CHTATSFH mRNA 

XXV1LAV JUL/lvAiiJ X- A X T JL JL X X OUvVlllv 1UV l\Jl X 1 XX X X X X KJ>X X /j XXJLLV1 11 X 


NM_005567 


Homo s aniens lectin ealactoside-bindintr soluble 3 bindine: nrotein 

-X. XVAA AV/ UUIJAVI.1U XWWXXX} fcUlUWl-VUlvJv LJ* 11XU111&M 0Vl Wl/lVj ^ L/11J.VXAa1& L/l \7Lv1JI 

(LGALS3BP), mRNA 


NM 005711 


Homo saniens EGF-like reneats and discoidin I-like domains 3 HiDn\3^ mRNA 

XXV/111V UUL/lwiitJ JL-JX^JFJL lllW 1 wpVUtu CXX1VJV VliuWv/lViiAA X lXlVw VXVlAXMllikJ ^ " ^ * ■ " j-J IXXXvX 1 a X 


NM 016593 


Homo saniens oxvsterol 7alnha-hvdroxvlase TCYP39Al > i mRNA 

XXV/lllXJ wll L/lWXlkJ VA.J JIVl V/I / UXX LJr XXCX 11 V vi>l V/A Y 1UO V t JL X- -X XX Fj XliXVl ~X X 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA 


NM 021049 


Homo ^anipn^ mplanoma antitrpn familv A S HVTAOT* AS^ tyiT^TCA 

X.X\Jxi.l\J oa|JlvliO 1 1 Id llv/llld CUiHg^sll} 1C111111 jr il) w/ ^IVinVJ IjIW ) j 1111VL ixV 


NM 01960^ 


Homo <wiTYipn { s hiit^/rorihilm-lilcp 9 nVTTTr^ p1a<i<s TT a«:«:opiatpH^ rRTMT t *)\ rnT?T\T A 


NM 018002 


Homo saniens oxidation resistance 1 (^OXRl^k mRNA 

IXUlllV OUpiUllO UAlUttHV/1 1 lUdlOlUUVV 1 yV//VlVl fy llilVL 1/1 


NM 013392 


Homo saniens nuclear recentor binding nrotein (NRBPY mRNA 


NM 012396 


Homo samens nleckstrin homolopv-likp domain familv A mpmbpr *\ 

A.JL\JXll\J OQ|ylvlli3 piVvIVOULUX ll\JXll\J L\J fa V HXvV^ V1VJ111CL111 5 ldlllllj/ ilj 11 1U1 11U V-^l *J 

(PHLDA3), mRNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo sapiens melanoma antigen, family A, 9 (MAGEA9), mRNA 


NM 005364 


Homo saniens melanoma antigen familv A 8 TMAGEAS^ mRNA 

XXV/111V UU-L/IWAU lilwlUllXJlllU IXlltlgVll^ XiXLlXlXJr X X^ %J ^ItXJ VVJXJl XVJ> J y 11JJLVX li X 


NM 005366 


Homo saniens melanoma antigen familv A 11 rMAGEAl 1^ mRNA 

XVA11V uupivi^U UiVlUllVAlAU WllLlgvllj XtXlllllJr X Xj X X yl' Ai L\_J JLJl XX X ^ ^ 111XV1 11 X 


NM 024490 


Homo saniens ATPase Class V. tvne 10C f ATP 10C) mRNA 

XX\/XiiV/ * VilLt X X -X JL LiU V/IUU kj* T j »*Jr L-J W X V/ V^/ ^X XXX X v X^/ y ^ 1 1LL\ — L 1 X X 


NM 020354 


Homo saniens 1 vsosomal anvrase-like nrotein 1 TLA LP 1 ^ mRNA 

XXVlilV lJLX|_/X vliO 1 y WJky X LVijw' lUVV L/i V/vVlll X y^JL^JX M 1 / 1 X jTj 11 JLXX_L ^1 X X 


NM 018655 


Homo sapiens lens epithelial protein (LENEP), mRNA 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAjMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein L19 (MRPL19), mRNA 


NM 006099 


Homo saniens nrotein inhibitor of activated STAT3 TPIAS^^ mRNA 

Xv XV111V vUk/lWHU L/l V/ tVll X XX AA XX l/X ** V/ X V/X Uv LX V UVVVl XJ* JX X X JX i-J V XX VU f 4j XX 1XVX 1 X X 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


Homo ^anipn^ mitopbondrial riho^omal "nrotpin T 1? nVTRPT \ 0\ ml^NfA 

X. XVJlllVJ ou^lWiXj 1111 LU^/llLfllUl Xdx x lUUoUllla 1 [J L \J i L L X—ixZ-, y I V 1 IN 1 11U.VJL > 


NM 016239 


Homo Qanipn^ mvoQin ^TA^ A ^A/TV^0 1 S A^ mT^lsJA 

XXV/111\J OCl|Jlt'llC3 llljrVJOlll -<V. > A yAYA X x ~J T\.)^ lliXv-L N/i. 


NM 005094 

X ~ JL T JL V/ V/ \J \ 


T-Tomo Qa*niPTiQ Qolnfp paTTi'pr faTnilv 01 C\ T ^\\f\T jipiH +r5incr\r\Tff i "r^ mprnKpr A. 

x.X.\Jxxx\J oa.|Jltllc> oVJl Lilt/ V^ulllwl .ICllliiljY Z» / 1 iaily CtV^ivL U alioUUl tCl J, lllwlllLlt/1 *T 

CSLC27A4) mRNA 

^UlJV'Atf / X\.~fj HiXVLliL 


NM_0 15077 


Homo Rflnipti*? <;tprile alnha and H~PAT/ArmaHino motif* ■nrofpin orfholocr nf 

llvllIU iJQjJlV/llO O L**sL llv a-lj^ll<4 C411V1 X 1J—/JT\. X 1 JTxx llldUlllV^ 111VJ L1JL |JlULt/lll, \J1 lllUlUg, \Jx 

Drosonhila fSARM i mRNA 

X^X V/OVJ'L/XlllIX 1 LJ'JTXXVLtX / ^ X X XX. VJ. i X X 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LELX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM_0 15559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRJP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 


NM_032403 


Homo sapiens protocadhenn gamma subfamily C, 3 (PCDHGC3), transcript 
variant 3, mRNA 


XTX /f AO <"> A A"** 

NM_032402 


Homo sapiens protocadhenn gamma subfamily C, 3 (PCDHGC3), transcnpt 
variant 2, mRNA 


NM_002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 1 , mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCD1), mRNA 


JNM 0013o9 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (FTHL17), mRNA 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1, mRNA 


NMJ)32938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 

XT A 

mRNA 


1NM_004489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 

•^-."D XT A 

mRNA 


NM_032442 


Homo sapiens G protein pathway suppressor 2(GPS2), transcript variant 1, 

. . XT A 

mRNA 


JNM UUloo/ 


Homo sapiens crystalhn, beta Bl (CRYBB1 ), mRNA 


XTA K AAT^AO 

NM 005208 


Homo sapiens crystalhn, beta Al (CRYBA1), mRNA 


XTA K A A 1 OOH 

NM 001889 


Homo sapiens crystallin, zeta (qumone reductase) (CRYZ), mRNA 


XTA /f A^O 1 *3 O 

JNM_U221.32 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 

m n XT A 

mKJNA 


XTA /f f\Anoc 
INM UUlZoo 


Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 


xta a noi/co/i 
JNM UZ 1 OZ4 


Homo sapiens histamine H4 receptor (HRH4), mRNA 


KTN/T H^0^07 
INiVl UjZDZ/ 


Homo sapiens nypotnetical protein FLJ14972 (KIAA1847), mRNA 


AJAyf AfK^AA 

iNjyi ulodou 


Homo sapiens laminin, alpha 5 (LAMAS), mRNA 


XTAvf A79Q11 
INlvi KJjZyj 1 


Homo sapiens nypotnetical protein MGC13219 (MGC13219), mRNA 


INlVl U^)ZyZ4 


Homo sapiens hypothetical protein MGC16040 (MGC16040), mRNA 


"MTV/f A^OOOA 


nomo sapiens hypothetical protein MGC15873 (MGC15S73), mRNA 


Xnv/T A10O11 
INJVl yJjZyij 


Homo sapiens hypothetical protein MGC14458 (MGC14458), mRNA 


XTA /T AOOOQQ 


Homo sapiens hypothetical protein MGC14336 (MGC14336), mRNA 


"MTV/T A^OCQQ 
iNJVl U-JZ o6y 


Homo sapiens hypothetical protein MGC1 1308 (MGC1 1308), mRNA 


INIYl UjZoij 


Homo sapiens hypothetical protein bLJ 14639 (FLJ14639), itiRNA 


TxTA/l 0^9708 

J/NIVI 


nomo sapiens hypothetical protein rl^J 14du3 (rUl4503), mRNA 


JN1VL UjZ 


Homo sapiens hypothetical protein FLJ14490 (FLJ14490), itiRNA 


lNiVl__U jZ /7l 


Homo sapiens hypothetical protein rLJ 14477 (FLJ14477), mRNA 


XN1V1 UJZ / 07 


Homo sapiens hypothetical protein rU 14464 (FLJ 14464), mRNA 


*NT\/f 0^77^0 
1N1V1 \JO£t\jy 


Homo sapiens hypothetical protein MOC16212 (MGC16212), mRNA 


INIYl Uj^/OU 


Homo sapiens hypothetical protein MCjrC 14966 (MGC 14966), mRNA 


1N1V1 UJ?ZOi/0 


Homo sapiens hypothetical protein MGC 12262 (MGC12262), mRNA 


IN 1V1 UjZOOJ 


Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC10600), mRNA 


iNJLVI VJjCOOJ 


Homo sapiens hypothetical protein MGC 10997 (MGC10997), mRNA 


NM 032625 


Homo ^ariipn^ bvTTAtrif»tir»si1 Irrflin r»rot*»iTi m\rC\A.Ci f\A\ r C\ACW ty^TJXTA 

aci^it/ii^ xiy ^J\Ji.liZs\,L\s<li Ui dill |^J.VJLC111 Ill_yv*TV/ ^JVI I l/*+vl, ITiInJNAN 


NM 032621 


Homo sapiens X-linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly( ADP-ribose) polymerase)- 
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like 0 f ADPRTT 9 i m"RNA 


NM 005447 

AN1YX \J\J ~> I I / 


xxuiiiu bapiciib peptiuyigiyoiiic aipna-aimQating monooxygenase v^vJvJn -terminal 
interactor fPAMCT* tti'RNA 


NM 000137 


Hnrnn sanipTiQ fiirnarvlfiripi'nflpptatf* VivHrnlacp fii , irYic\r\r\cif > i : *trk'}n£*tz*cf>\ /HP A 

mRNA 


NM 001888 


Homo sat)iens crvstallin mu ( CRYM) mRNA 


NM 032608 


Homo sapiens hvDOthetical Drotein bkl25H7 1 rRK125H2 n mRNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


TTnmn ^ar>if*n^ rnnnPYin f\0 (C v ^£( : f)\ mPNA 


NM 032598 

1 Till \J^J£*~JS\J 


xxuixhj oa^iciio icoico ucvcitipiiicilL""icid.lcLl xN I l/*orZv/ ^lN X U->jJr^UJ, ITlxvxN/V 


NM 032592 


Homo sapiens 1-aminocyclopropane-l-carboxylate synthase (PHACS), mRNA 


rNivx ujZijoi 


xiomo sapiens uown-reguiarea oy luihd i , a v^LJxvv^ i in in 15 mKJN/Y 


NM fn?S7Q 
i>ivx vjlj / y 


Homo sapiens colon and small intestine-specific cysteine-rich protein precursor 

similar to FT^T^Wrpcicrirt.-lilrF' nrr\t#»in fTTVY^P') i tyVPXT A 
oilllllal l\J r x^Z^Z,/ ICalallll-lllvC piUlCin ^JTjLAA^x £) 9 TTlXvlN/\ 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


NM 032S6S 


rxuniu t>d.piciii> cmupdmii uinuing reiaieu protein, Qeixao-Qeita / sterol isomerase 
related nrotein ^FRRPi mRNA 


NM 032561 


Hnmn «;anipn<? FVOI rirntpin /'FVfil^ mPN A 


NM 03^555 


Hnmn <;anienQ PI 4^ rvmtein ^P14^^ mPlSJA 


NM 03^549 


T-ToTTir\ car\i f*TTl c ltTnf»T mitrkr»Tir\nrlTl5jl TYlPmKranp r\£*r\4-i rin pa O 1-tlro /TA 4^ A /I DOT \ 
XX.WHHJ aapiciia liixxd IIIILUL-Iiuiiui ld.1 IIlCHlDldllC peptidase Z. ilKe ^nVxlVxx <L\-i ) 9 

mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 


XXU111U OCLpxCIlo IlCLUCAxll Z. ^INXV/VIN^^, IIlXVl>^\ 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBM10), mRNA 


i>xvx wj^^uC^j 


nomo bapiens cyrosoiic nucieoiiaase l ^v^iN-ij, nixviNA 


NM 0^483 


TTnmn CQTvii=»nc WTPAP nrnfpin fPTP AT>\ t^DXT A 

xxuiinj dtipicxib nir/u proiein y±i i x/\jr ) 9 iriivxN/v 


NM fn?094 


rxumo bctpienb pruiocaanenn gamma suDiamiiy a, iz ^Jrv^i^rivjA.1/^, transcript 
variant 9 mRNA 


NM 003735 


TTnmn ^anieriQ nrntnoarlVtf^riTi cramma cnT»"f"amilA/ A 10 ^Pr^r^TTr'i A 1 1 \ franc/M^n+ 
-*-J- | -'iAiA-' oapi^iia pi ULVjua-Uiici in Camilla oU.Uld.miiy A, 1^ ^x v^JL/xx V_l/\ iZ.j 9 LTanSCnpi 

variant 1 9 mRNA 


NM 031887 


TTnmn QaniPnc r»rn-"r»"i<=*lci'n'iTi_r»r\Yir , <aTi't-r'ati-rirr T»r»TTv»r\Titk lil»-<» 1 /HPA/T^UT 1 \ *«D\TA 

xxuiiiu oapiciiD piu-iiicid-iiin-conceniraiing normone-iiKe i ^x iVTvvJriLrlj, niKlN/Y 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXB1), mRNA 




xxuiiiu sapiens meianoma antigen, iamny L-*, l (IVLAOJ^JLJI ), mJtvJN A 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 


NM 0fP^7S 


Homo sapiens microtubule-associated protein 4 (M AP4), transcript variant 1 , 
mRNA 


NM O^OQR^ 


H ATMrt COmPtlP till PfAfi inula nprA/tiofaH t^fj"\.4-^fw% /I / r "N A A "D /I \ -l-.-j-. .i n jri.!.t< * — -< A 

invjxiiu odpiens nxicrouiuuie-associaiea protein h ^iVL/Vr^, transcript variant 4, 
mRNA 


NM 


hi Arnri CQT\1 ^t*V C* rYUArAfllnlllo /Minn o 4-^ r\f Atom /I f~\. A A X) /I \ 4— - ■ ,-, -, ..(.,4 - ■- „ ■ . * - - - -i- O 

rxumu j>dpieni> imcrouiDUie-associatea protein h {jyij\r £ *) 9 transcript variant 3, 
mRNA 


NM OlORRd 


nuiiiu £>dpien& micro tUDUie-associaieG protein h ^ivi/vr^, transcript variant 2, 
mRNA 


NM 007^74 


nuniu bdpiens microuiDuie-associateo protein z [jyiJ\rZ) y transcript variant 1, 
mRNA 


NM fni£47 


xxumu 5>d.piciib microtUDuie-associaiea protein z yi\Lj\jrZ ), transcript variant 4, 
mRNA 


NM_031S46 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2, 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM_0 13453 


Homo sapiens sperm protein associated with the nucleus, X chromosome, family 
member Al (SPANXA1), mRNA 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 


"V TJV K A 1 'I 1 O 1 

NM_012121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4), 
mRNA 


NM 001019 


Homo sapiens nbosomal protein S15a (RPS15A), mRNA 


NM 022551 


Homo sapiens nbosomal protem S18 (RPS18), mRNA 


NM_005909 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 1, 
mRNA 


NM_032010 


Homo sapiens microtubule-associated protein IB (MAP1B), transcript variant 2, 
mRNA 


NM 002373 


Homo sapiens microtubule-associated protein 1 A (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1, mRNA 


NMJ302140 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1, mRNA 


NM_031263 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 3, mRNA 


NM_031262 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 2, mRNA 


JNJV1 U3Z414 


Homo sapiens prokineticin 1 precursor (PROK1), mRNA 


JNM U03214 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


XTTV/T A1 a 

JNiVl 01jo13 


Homo sapiens DKFZP434K091 protein (PAL), mRNA 


JNM 030543 


Homo sapiens apolipoprotein L, 4 (APOL4), mRNA 


"VTA /f AOOA/C/i 


Homo sapiens hypothetical protein FLJ12565 (FLJ12565), mRNA 


xnv/f A i nan i 
JNJVl 01 /y / 1 


Homo sapiens mitochondrial ribosomal protem L20 (MRPL20), mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


XTAT A1 A AC A 
JNM 014050 


Homo sapiens mitochondrial ribosomal protein L42 (MRPL42), mRNA 


"X TTV /T AAA A 1 A 

JNM 000014 


Homo sapiens alpha-2-macroglobulin (A2M), mRNA 


XTA/T AA/IOAI 
JNM 004b91 


Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), mRNA 


XTTV /f A A AO HA 

JNM_004oo4 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


"KTAvT AAA A C A 

JNM_000454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
(aault)) OOD1), mRNA 


lNxVl VDZjyi 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ22315), mRNA 


JNM 03z3oj 


Homo sapiens hypothetical protein MGC5254 (MGC5254), mRNA 


NM 03236^ 

lll'I \J At* *J \J *J 


Homo Qfmipnc WPT1 0 -rvrrktfin rPTTnTT 0\ ml? "NT A 
xxvjili\j oayisjiiSt XlXiiJUZ piOlClIl ^iT.iZ,JJL-^ ), IIllVi.N/\. 


NM 032335 


Homo sapiens hypothetical protein MGC 14797 (MGC 14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123) 
mRNA 


NM 032260 


Homo sapiens hypothetical protem DKFZp434P144 (DKFZp434P144), mRNA 
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XTAA 019917 
xNlvl \J jZZ.3 / 


Wnrnrk c^rtipnc Trv/rintVi^tiral -nrnt^in FT T911S6 fFT T911Sfi^ rnRTvTA 


XTTV/T 019990 


TTomn cnni^nc Vt\mrktVif»tirji1 nrntfMn FT T999R1 fFT T999R^^ nYRNA 


vnu 0199 1Q 


TTnmo QanienQ Vivmrifh^tirnl rirnfpin FT T99969 fFT T97769 i mRNA 


NM 032204 


Homo sapiens hypothetical protein FLJ21588 (FLJ21588), mRNA 


KT\A 019901 


U nrnn canipnc ViAmAt"hpfira1 nrnt<=»in FT T9 149*3 CPJ T91491^ mRNA 

XIOTTIU octpiCIlb iiy pOLIlCLlUal pi VJIC1I1 ri^JZi ItZ-J ^X x^J Z, X 'tZ.J ^, XIXXNJ.>i/TL 


NM_032202 


Homo sapiens hypothetical protein FLJ21404 (FLJ21404), mRNA 


XTTV/T 019171 


U Arnrk conipno "hi n-v/^v+Vi ^ t i r« q 1 Tvrr\tp»i-n FT T1 97A7 fFT T1 11 AH\ mT?TSJA 

xiomo sapiens nypotneticai proiem ri^j ^x/jlj xz / h- / ^, iixx\j.n/\ 


NM 032157 


Homo sapiens hypothetical protein FLJ1 1531 (FLJ1 1531), mRNA 


XTA A ATOI 

JNM_0321 jU 


Homo sapiens Jiypotnetical protein jjJsJrz,p4J4±'i /dd {Jljjsj^ z^r^DHr i / ^jj, 
nxKJN/v 


XTTV/T 1 AA^ 

xNM_UziUU;> 


Homo sapiens nuclear receptor subfamily 2 5 group F, member 2 (NR2F2), 
mRNA 


XTA A AOA1 CO 

JNJVL_UZUiOy 


Homo sapiens nypotneticai protein iJxsJrZ/p/ozJs^iUi D {jjjs^/jp /ozjvzuiD^j 
rruvJNA. 


IN 1V1 U 1 D Ht+y 


Jtiomo sapiens ivis^r z>r _> o okj i /zz proiem ^jL/xsjrz»i jooui /zz^, riixvi >j /\ 


NM_0 15424 


Homo sapiens DKFZP586N2 124 protein (DKPZP586N2124), mRNA 


XTA A A1 CO"5^ 

JNM__U1 dZ5d 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 
oh-, r%jj\j\vooy protein yjSJu\i\vooy), nixsJNA. 


NM 015068 


Homo sapiens paternally expressed 10 (PEG 10), mRNA 


TVTTV A f\ 1 A Q CICi 


Homo sapiens Jz,Jrl-aomam containing 4 ^i±LJ4 J, nusJN A 


TvTK A A 1 A A 1 "1 

NM_U1441 1 


Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein (NSG- 

y\ _»_.o XT A 
.A^J, TxIxxTn/V 


IN J VI UU/l'fo 


Homo sapiens zinc finger protein 179 (ZNF179), mRNA 


XTA A n079£A 
1NIVI_UU / ZOO 


xiomo sapiens -ajt/v Dinaing proiem i , puiauve x\ 1 r \\j 1 xr i-omamg proiem 

1 tr Dx ) y IllXVLNirv 


KY\A 006111 


X1UXIXO octpXCIXo UU1CJU1 L1XX bpCUXllW pXULCdoC X J ^Uul U^j IXUVIN^rV. 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


XTK/f 00<\977 
iNxVl UUDZ / / 


xiomo sapiens glycoprotein ivio/\ ^vjxxylo/vj, mx\iN/\. 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


XTA A AA 1 A 1 Q 

JNJV1 UU143y 


Homo sapiens exostoses (multiple)-like 2 (EXTL2), mRNA 


XTA/T A019C7 
JNJVl UUIZo/ 


riomo sapiens cnionae cnannei / ^^j^^xn / mjKJN/\ 


T\I\/T 09 1 1 O/l 
INlviUZ 1 1 V4 


xiomo sapiens soiuie earner iamny ju (zinc iransponerj, memoer i ^ox_.\^ju/vi j 9 

ty-»PXT A 
mxvlN/Y 


XTA/T 01 IQfcA 


xiomo sapiens Jtswing sarcoma oreaKpomi region x yd w oiv 1 j, iranscn.pi variant 

d VV 0~U, XllXvlN/A 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


1N1VI UU0 0 1 / 


xiomo sapiens noosomai proiem ^x\jroi*+j, mxsJN^v 


NM 006361 


Homo sapiens homeo box B13 (HOXB13), mRNA 


XTA/T AAAQOA 

INJV1 \)\j\jyy\) 


Homo sapiens ribosomal protein L27a (RPL27A), mRNA 


XTA A AA^Ol 


Homo sapiens JNx5J<z (^JNHKz ), mKJN A 


XTAyf Af\1/1C?1 

JNJVl_UU34oJ 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoform I- 

^XlivlVjlV^ -) 9 mjtviN/\ 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 

^xi.ivxvjr^ j y 1 1 xxvi > i\ 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


1N1V1 UUDbOo 


xioixxo sapiens melatonin receptor in ^iviiiNjyi.rv^, iixxsjn/\. 


"NTM 00473Q 


TTomo ^amen<; mpffl^t fiQiQ -a QQnriii fpH 1 -lilce 1 nVTTAlT 1 1 rrVRTsTA 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 


VTA X AO 1 

NM_031203 


Homo sapiens heterogeneous nuclear nbonucleoprotein M (HNRPM), transcnpt 
variant 2, mKNA 


IN IVi_UU J> y O O 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1, mRNA 


JNJLVL UU4yoo 


Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), mRNA 


XTTV/T fi^OAflO 

JNM UizUyj 


Homo sapiens pregnancy-associated interferon (HTIFN), mRNA 


JNM U2U236 


Homo sapiens mitochondrial nbosomal protein LI (MRPL1), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPL1 1), mRNA 


NM_005520 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1), 
mRNA 


NM 002226 


Homo sapiens jagged 2 (JAG2), mRNA 


NM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPA0), mRNA 


NM_005463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1, mRNA 


"xnv x at i 

NM_031372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


\T» jf AO 1 O 1 1 

NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBP1), mRNA 


NMJ)31267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


NM_000106 


Homo sapiens cytochrome P450, subfamily HD (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


NM_03l862 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM.031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcnpt variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


NM_0 14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


"x nv a ao i t **» 

NM_002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


NM_031243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant Bl, mRNA 


"KTA >T ATI 1 fj 

NM__031 157 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 2, mRNA 


JNJVL_UUlOcO 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 2, mRNA 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 


TvTTV/f 1 OCA 

JNM_U3 1650 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 4. mRNA 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 3 T mRNA 


NM 000685 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1, mRNA 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 




nomo sapiens cnemoKine ^c-u motii) receptor y ^<_-Kyj, transcnpt variant B, 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1, 
mRNA 


NM 031371 


Homo sapiens RBP1 -like t>rotein ffiCAA"! tran<?crir>t variant 9 mPTsJA 


NM 016374 


Homo sapiens RBPl-like protein (BCAA), transcript variant 1, mRNA 


NM 004281 


Homo sapiens BCL2-associated athano^ene ^ fRAC^ 1 mPNA 


NM_032048 


Homo saoiens extracellular elveonrotein FA/fTT TM-9 nrprnrcnr fFlV/fTT TNT 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 


HOmO SatYienS KTl"n P"1 t^-nOn tannin O trAT"IQ1Tlf*rnlYr5»"nf» TVT^+P^i-n • L/-rin<VJ*» r»*"»r?-i-n rr rror\o 

■ m - av ^ xax ^' ° \sKJLLiciiiiLiig li diiaiiiciiiui ctuc pruLtin, Kxingic" , coQmc gene 
marking the eve and the nose (TCREMElsn mRNA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


NM 032041 


Homo saoiens neurocalcin delta CNC* AT TY^ mPTsJA 


NM_032039 


Homo saoiens hvnothetical nrotein TYKV7r\1( : \'\ T^CiO 1 1 rni<r"P'7P7/;iT4noi i\ 

mRNA 


NM 032038 


Homo sanien<5 ^nin^ter-lilce nrotpin fT OPS^QR^ mPXTA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fucosidase, alpha-L- 1, 
tissue (MGC 1314 1 mRNA 


NM 032016 


Homo sapiens hypothetical protein MGC325 1 (MGC325 1), mRNA 


NM O003?3 


irxuiiiu bdpicii^ ret proio-oncogene \jnuitipie endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM 020975 


xxumu bapiens ret proto-oncogene (^multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM 020630 


Ax^niu j>apiciit> ict pruiu-ont/Ogene ^muiupie enaocrme neoplasia and medullary 
"v 1UiU ^ai^uiuuia i, mi &uiis>pi ung tubeasej ^ixxii transcript variant h 9 mKJNA 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

thvroid Carcinoma 1 Hir^ph^nnina f^^c^»5^cp^ fRT7T^ francrrini Troriont 1 tmTJXTA 

tiijr j. v/avj. vaiumuuio x, x All Olsll&pi LUlg UlBCdoC^ ^XVC/ A lidnaCITpi Variant ITlAviN/V. 


NM_016817 


Homo sapiens 2'-5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1 mRNA 


NM 006187 


Homo sapiens 2 , -5 , -oligoadenylate synthetase 3 (100 kD) (OAS3), mRNA 


NM_002535 


liuinu aapicn& -uiiguducnyiaie syntnetase z ^oy- / 1 kij ^ ^LiAoZ ), transcript 
variant 2, mRNA 


NM_002342 


Homo sapiens lymphotoxin beta receptor (TNFR superfamily, member 3) 
(LTBR), mRNA 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcrint variant 1 mRNA 


NM 001885 


Homo saniens crvstallin alnhn R (TRVAR^ mT?MA 

- 1 - ivinv jupiwiio wi jrowilllllj dip lid 1_) ^vlv 1 i\D ( I LtV_l N f\ 


NM_015139 


Homo sanien 5 ? T]T)P-aliiPiit*r«-»ir > ar'iH /T TPiP XT o<-»<=»-h/I rroiQntnpomina i llft i 
iiuinu oapicua giuuuiunit/ awiu/ uux -iN-accty igaiactosamme dual 

transporter (UGTREL7) mRNA 


NM__024333 


Homo sapiens flbronectin tvne 3 and SPRY dnmain-rnntainina nrnt^in Hh^T^^ 
Jr ***/*vxiwum tjr ^ ciiiva ox lvi uuiiidiii C/V_/iiLdlillllg pi (j tClil irol/l /, 

mRNA 


NM 017947 


Homo sapiens molvbdenum cofactor sulfurase THMCSI^ m^TsTA 


NM 017934 


Homo sapiens pleckstrin homoloev domain interacting nrotein rPTTTP^ mPMA 


NM 016492 


Homo sapiens homolog of yeast MOG1 (MOG1) mRNA 


NM 014185 


Homo sapiens homolog of veast MOG1 (MOG1) mRNA 


NM 031965 


Homo sapiens haspin (GSG2 1 mRNA 


NM_031952 


Homo sapiens NYD-SP16 protein (NYD-SP16), mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 


NM_031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 (IFP38), mRNA 


NM 031942 


Homo sapiens c^Mvc target JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens ALE-75 binding protein protein (MCC2), mRNA 
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NM 031938 


Homo sapiens putative b,b-carotene-9 f ,10 f -dioxygenase (B-DIOX-II), mRNA 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


NM_031911 


Homo sapiens complement-clq tumor necrosis factor-related protein 7 (CTRP7), 
mRNA 


NM_031910 


Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6), 
mRNA 


NM_031909 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 
mRNA 


NM_031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


NM_031903 


Homo sapiens mitochondrial ribosomal protein L32 (MRPL32), mRNA 


NM 031900 


Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2), mRNA 


NM_031897 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 
(CACNG6), mRNA 


NM_031896 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protein (B29), mRNA 


NM_031886 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 7 (KCNA7), mRNA 


NM 020992 


Homo sapiens PDZ and LIM domain 1 (elfin) (PDLIM1), mRNA 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREB1), mRNA 


NM 030582 


Homo sapiens collagen, type XVTEI, alpha 1 (COL18A1), mRNA 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5 A2 (EIF5A2), mRNA 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


NM_004775 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA 


NMJ)03778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
3 (B4GALT3), mRNA 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


NM_001497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
1 (B4GALT1), mRNA 


NM 014451 


Homo sapiens PTH-responsive osteosarcoma Bl protein (Bl), mRNA 


NM 031265 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA 


NM 031264 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 3, mRNA 


NM 017717 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2, mRNA 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA 


NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


NM 031204 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 


NM 005201 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 


NM_000786 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51), 
mRNA 


NM_03090S 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA 


NM_001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein S10 (RPS10), mRNA 



386 

BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NM_000782 


Homo sapiens cytochrome P450 subfamilv XXIV fvitamin D 24-hvdroxvla<;e"l 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP 1 9), transcript variant 2, mRNA 


NM_000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
CCYP 19), transcript variant 1 mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVTE (steroid 17-alpha- 
hvdroxvlase^ adrenal hvnernlasia fCYP 17^ mRNA 


NM_000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
nolvpentide 1 fCYPllBl^ mitochondrial nrotein encoder! V>v rmrlpar rrpnp 

r J" ^wj^uvj-v a. ' J. J. i liJi y j nil LUvllUllUl 1C11 ^/A v/ twill L>ill/UUwU Ly V iillwl&£ti tdCllC 5 

mRNA 


NM_0 17460 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 4 (CYP3 A4), mRNA 


NMJ) 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1), 
mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1, mRNA 


NM_007255 


Homo Satliens Xvlo^vl nrotein heta! 4-cralacto^vltranQf<prsicf» nnlimpntiHp 7 

(galactosyltransferase I) (B4GALT7), mRNA 


NM_006668 


Homo sapiens cvtochrome P450 subfamilv 46 f cholesterol 74-hvdroxv1a«;e , \ 

^ J 1 x ^ 1 * v j * v vl u "liAv a r ' v/ ^ duuiuiiui y ■ VJ I vllvivolvlV/l Z/" ll_y Ul UA.V ItlOw / 

(CYP46), mRNA 


NM_000781 


Homo sapiens cvtochrome P450 subfamilv XT A f cholesterol sirle chain 
cleavage} fCYPl 1 A\ nuclear eene encoding; mitochondrial nrotein mRNA 

y \ */) wvavui ^vuv viiwvuuig ltu tv/vllv/llvll 1(11 pi V/ IWllij 1111 \_1 \ i V 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


NM 001295 


Homo sapiens chemokine (C-C motif) recentor 1 ( CCJl 1 mRlSTA 


NM_031492 


Homo sapiens hypothetical nrotein similar to RNA-bindinp' nrotein larlc 
(MGC10S71), mRNA 


NM 031488 


Homo sapiens hvoothetical Drotein DKFZo761I141 CDKF7P761T141~i mRNA 


NM_031469 


Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 
(SH3BGRL2), mRNA 


NM 031468 


Homo sapiens calneuron 1 (CALN1), mRNA 


NM_031462 


Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024^ 
mRNA 


NM 031458 


Homo sapiens B aggressive lymphoma gene (BAL), mRNA 


NM 031445 


Homo sapiens hypothetical protein MGC4268 (MGC4268), mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM 031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC12435 (MGC12435), mRNA 


NM 031426 


Homo sapiens hypothetical protein FLJ12783 (FLJ12783), mRNA 


NM_031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


Homo sapiens melanoma-derived leucine Tinner extra-nuclear fartnr C\A\ 

J - v -' uMf/iviiu mvimiuilia UV1 1 V 1UUL/111L/ Z.i I J_J wl • wA LI CL llUl/ibal L<X\jL\}\ \ IVI 1 • • J j 

mRNA 


NM_031413 


Homo Sapiens Cat eve svndrome chromncome reoion canrlirtatf* 9 /T >, T^^^T? / 7^ 

XAUiiivr uuj^iwiiu wu.i wj^v> 0_yiivai V^lllC C-lll WillUoUlil^ lVglVJll, V/a.llU.iLlcLLC' ' ^-.V ^ rs. /. l ? 

mRNA 


NM_022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1C), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1 A (class I), alpha polypeptide (ADH1A), 
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mRNA 


XTN jf A1 OOOO 

NM_01oo33 


Homo sapiens transporter z, AiJr-uinaing cassette, suD-iamiiy r> {jviljisj i/vr i 
^ 1 Arz ), transcript variant z, mKiN a 


NMJ)00544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 

/HP A TJT\ tram 1 -»«v%T5XT A 

vlArzj, transcript variant i, iilkjna 


XTA/T AAACOO 

NM_UUU->93 


Homo sapiens transporter 1, Air-Dincnng cassette, suD-iamuy r> (ivil^jx/ i/vr j 

( 1 Ax 1 >, mKJN A 


xtn/t aaa/^7Q 
JNJV1 UU4o/o 


nomo sapiens variaoie cnarge, i cirxomosome, z ^vuizj, riiiviN/TL 


NM_0 12392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 

rP"PTTk mPTsJA 
^rl/r ), mivIN/Y 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


XTAvf a*2 i ion 


Homo sapiens nypotneucai protein ivhjti^zd / / ^ivio^zd / / ) 9 mixiN a 


NM 012480 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73), mRNA 


TVTK if AO AOO 1 

NM_030881 


Homo sapiens DJbAJJ/H (Asp-(jrlu-Ala-Asp/Hisj box polypeptide 1 / (/zkl>) 
(D1JX1 /), transcript variant z, mKJN A 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(JJL/Xl /,), transcript variant l, mKJN A 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VTLB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYr/Bl), mKJN A 


NM_000780 


Homo sapiens cytocJirome P450, subtamily VliA (cholesterol 7 alpna- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_016166 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 

/TkAVDB 1 \ «-k-kI> XT A 

(JL>L/A±>r 1 j, mKJN A 


JNM Ulo3/3 


Homo sapiens w w comain-contammg oxiaoreauctase ^ w wuAj, mtsJNA 


XTA/f AO /I 1 

JNM UZ4104 


Homo sapiens tryptase oeia z ^ijtojdzj, miviNA 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


XTTV/T A"2 1 1 1 A 

JNM_U3 13 1U 


Homo sapiens ienestraiea-enaotnenai iinKea structure protein, r v - 1 protein 

rp\/i \ Tnt?XT A 


IN 1V1 UjIj uz 


nonio sapicnb gyc»obyiuaiioicr<ioc ^lwL/Ojhoo iijj\j.n/a. 


IN1V1 U313UU 


Homo sapiens nypoinexicai proiem iviov^zjoj) ^ivivjv_zoooj, iiiivin/\ 


XTTVyf A^10Q7 

jnjvi_u3 izy / 


nomo sapiens nypoineiicai protein jL'Js^rzjp/oirii / iv/ ^L/jvrz^ir /uini / lvjj, 

mPXT A 


JNJV1 UjIZo/ 


rionio sapiens nypoineiicai protein ivio\_/^i do ^iyivjv^oijjj)^, iiuviNrv 


1N1V1 U31ZOO 




JN1V1 UJiZoO 


fiomo sapiens nypotneticai proiem rr ivd / ytrr / j 9 nuviN^v 


XTK/f AO 1 970 
INIVI UjIZ/7 


nOniO bapiCIlo clla.llillC-giyOXyiu.Lc d.lIllI101Xd.IlolCl aoC jtr-llivc l ^^A.VJ^\. x f I ^, 11 iiN-1 > a 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


JNM U3U!>yO 


Homo sapiens matnim 4 (MA i JN4J, transcript variant z, uikin a 


XTFV/F AO 1 O /I /C 

iNM 031246 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2), mRNA 


JNM U 1/422 


Homo sapiens calmodul in-like skin protein (CLSP), mRNA 


TvTA A AACAC/C 

lNM_U0595o 


Homo sapiens methylenetetrahydrofolate dehydrogenase (NADP+ dependent), 
•mpthpnvltetrahvdrofAlflte rvr1nhvdrAla<?e forrnvltetrahvdrofolate svnthetase 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein f 150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) fTBXASn, transcript variant TXS-II, mRNA 


NM_001061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXAS1), transcript variant TXS-I, mRNA 


NM_000773 


Homo sapiens cytochrome P450, subfamily HE (ethanol-inducible) (CYP2E), 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1 , mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NMJM35000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 000771 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 9 (CYP2C9), mRNA 


NM 000772 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 18 (CYP2C18), mRNA 


NM 017778 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant long, mRNA 


NM 000766 


Homo sapiens cytochrome P450, subfamily HA (phenobatbital-inducible), 
polypeptide 13 (CYP2A13), mRNA 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM_004109 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA i ■'■ i . 


NM_030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


MM 030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, mRNA 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1, mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


MM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM_024005 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1, mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA ! 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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NM 004256 


TjrtTMr» conipnc r\r crc\n\ n pntirmir, trari^riorter-lilce 3 (ORCTL3K niRNA 


NM_000774 


tt^ w „ „■„ />x/+r*nVirrvmf» paso Qn"hfami1v nF nolvDeutide 1 CCYP2F1'). | 
riomo sapiens cyrocnroine rtjuj buuiaimiy m , puij^v^uuw * -»■* */j 

nixviN/\ — . _ — — 


NM_OUu/oy 


TT/^m rk carki q rvtnrhmme P4 5 0 subfamilv IIC ( mephenytoin 4-hy droxylase ) , | 
noKmf»ntiHp 1Q rr , YP2C19^ mRNA j 


NM 031220 


Homo sapiens PYK2 N-terminal domain-interacting receptor 1 (NIR1), mRNA j 


NM 031212 


U/\tY>A OQ „ia«c Viwrwvt->if»tif»fll TYrntpin "NPD016 fNPD016\ mRNA 

iiorno sapiens nypoLiicuv<ii piuLcni im i/viu v. i ^' L _ j 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 1 


NM 031209 


UrtVrtr. nanionc< fT> XT A miClTIITIF* fl" J}T1 C Cf\ VP C\ QV1 3 ^P, I 1 % CtT 1 mRNA. 

jriomo sapiens tJtvLNA-gu.cin.iiic ixoiiogiy^vjojicio^ v ivj a /j * , - — j 


-KTTV JT f\0 1 OA^ 

NM 031206 


xj rtW rt eoniAnc Vnrr\r»fhpt. p^l nmtpiTi FT T17S25 fFLJ12525\ mRNA ! 
iloino sapiens nypoincLicai piv/iviii a i-'j l^^j^^ v x ' j i^^^^/j 1 


NM_006904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDC), 1 
mRNA 


NM_030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 1 

T> XT A 

mRNA — — 


NM 030931 


Homo sapiens epididymal secretory protein ESP13.2 (ESP13.2), mRNA 


NM_030905 


Homo sapiens oliactory receptoi, iamny suDiamny j, mciuuw ^ ^av^i^, 
mRNA 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W 5 member l (OR2W1), j 

t-> XT A 

mKJNA _ 


NM_0 12377 


u^.«-,rt fiArtio^c /-vi-Tor«+r\'r\7 -ri=»r , *=»r\+r»r -po-rnil v 7 ibfarni lv Cj member 2 (OR-7v_^2), 
xiomo sapiens oiiacxory receptor, ldinny /, &uuioniii < y v^, niuiuuvi — v^ a> ^ >" | 

mRNA 


NM 030981 


Homo sapiens small u 1 r -DinQing proicm \jmpip;, iAXXVXNJ v , 


NM_030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 


Homo sapiens hypotnetical protein i ldAtu/jo ^ i l-d/ytu / jo;, im>j.>-rv 


NM_030968 


Homo sapiens Lj protein coupiea receptor inieraouug piutcm, v^wiiipi&nw-'ii.t v/a^ i 

«^wK/«i>. ««Ai.A(iip -Poi-.^T- -rolQ+^rl /'T'QTr^'^T^ mP"NI A 1 

tumor necrosis iactor-rei area xzj&ikjd / j, iiu\±\r^ . . j 


"X TTV K A1 Aft A C 

NM_030945 


tt^. _ r^rvmt-^^rrt^-n-i- r» i n tiimrvr npprn^K factor-related nroteim lilcelY 1 
nomo sapiens conipienicnL-L/it[ lluiwji uc^iuoio laviui iwiaivu pvwm, 

™-+v»/Vi^rr nf mmicp POP ^96 ^polla genou 1 ; reneat-containine seauence of 26-kDa 


XMivi Ujuyjo 


Wrxmo oci^ipnQ bvnnthptinal nrotem DKFZr»434C 1 3 5 (DKFZP434C1350, mRNA | 


NM 030935 


Homo sapiens TSC-22-like (THG-1). mRNA 1 


NM 03092b 


tt on-niAnp i-MT*»rrrc»1 TYiPTrirvrjariP TrrntPlTI ^ TTlRNA 1 


NM 030893 


Homo sapiens CD1E antigen, e polypeptide (CD1E), mRNA 1 


NM 014067 


Homo sapiens i^rvr loproiem ^rsxio;, iiix\j.n/\. 


NM 030661 


Jbiomo sapiens nomeo dox j\d ^jiuaaj;, iijxsj.n^. j 


NM _030879 


Tj rtv .- 0 Cmoll ^T^ln-HrvnoriH/ rnncfrvpH "RTsJ A resembling C/D box small 1 
xiomo sapiens oman evoiuuonarny tuuavi vcu iviNrv, l^o^iiiunug ^ 

nucleolar ^aiuz;, iiir\j.>jrv _ — — i 


NM__UiZo /:> 


UnmA canipnc rvifnptrvrv rppentnr farnilv 3 subfiamilv A, member 3 (OR3A3), 
mRNA 


XTIV/T A1 ^fWO 


u nynA cciTMPnc l^TA A000R nrntein fKT A A0998V mRNA s 


JN1V1 \)d\)oq£ 


WnTYir* conipriQ ar»n1infv < nrf>tPlTl T 2 f APOL2 1 niRNA. 1 


NM UUZOZ3 


rxomo sapiens preioium *+ ^rrt/iNt;, nuvi^-rv — — 


NM 022 It)/ 


rionio sapiens xyiubyiiraiioici<i&c ±x ^yvi^^, ai - llvj - ^-l*- — „ — _j 


NM_0 17506 


Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 

UlxvlN/V — 


NM 003372 


Homo sapiens von Hippel-Lindau binding protein 1 (VBP1), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NMJ)05880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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NM 005137 
NM 000022 


Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA 
Homo sapiens adenosine deaminase (ADA), mRNA 


NM 003215 
NM 018425 


Homo sapiens tec protein tyrosine kinase (TEC), mRNA 

Homo sapiens phosphatidylinositol 4-kinase type II (PI4KH), mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


NM 004248 


Homo sapiens G protein-coupled receptor 10 (GPR10), mRNA 


NM 001642 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group XII secreted phospholipase A2 (PLA2G12), mRNA 


NM 030820 

X^tXVX \J *J \J KJ £*\f 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZp564B052), mRNA 


NM_030816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 
mRNA 


NM 030807 


Homo sapiens glucose transporter protein 10 (GLUT10), mRNA 




Homo sapiens hypothetical protein DKFZp434D0421 (DKFZP434D0421), 
mRNA 


NM 030797 


Homo sapiens hypothetical protein DKFZp566A1524 (DKFZP566A1524), 
mRNA 


NM 030788 


Homo sapiens DC-specific transmembrane protein (LOCS1501), mRNA 


NM 030787 


Homo sapiens factor H-related protein 5 (FHR5), mRNA 


NM 030786 


Homo sapiens intermediate filament protein syncoilin (SYNCOELIN), mRNA 


NM 030785 


Homo sapiens ortholog of mouse radial spokehead-like 1 (RSHL1), mRNA 


NM 030784 

X>XVX \JmJ\J t KJ~ 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 


NM 030783 

XNXVX V/w\/ / 


Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA 


NM 030779 

XNXVX \J -J \-J Its 


Homo sapiens Eag-related gene member 2 (ERG2), mRNA 


NM 030774 


Homo sapiens prostate specific G-protein coupled receptor (PSGR), mRNA 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


NM 030764 


Homo sapiens SH2 domain-containing phosphatase anchor protein 1 (SPAP1), 
mRNA 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBP1), mRNA 


NM 030757 


Homo sapiens rnakorin, ring finger protein, 4 (MKRN4), mRNA 


NM 021813 

X N X VX V£>1U1^ 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 2 (BACH2), mRNA 


NM 020819 


Homo sapiens KIAA1411 protein (KIAA1411), mRNA 


NM 030751 


Homo sapiens transcription factor 8 (represses interleukin 2 expression) (TCF8), 
mRNA 


NM 030754 


Homo sapiens serum amyloid A2 (SAA2), mRNA 


NM 030752 


Homo sapiens t-complex 1 (TCP1), mRNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 
(TCF7L2), mRNA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


NM 001 182 

XNXVX \J\J X 1 Oi* 


Homo sapiens aldehyde dehydrogenase 7 family, member Al (ALDH7A1), 
mRNA 


NM 000^82 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3A2), 
mRNA 


XNXVX \J\J -J i ~rO\J 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1 A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NM_030380 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 2, 
mRNA 


NM_030379 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 1, 
mRNA 


NM_020166 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) (MCttl), 
mRNA 


NM_005270 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt variant 4, 
mRNA 


NM 002381 


Homo sapiens matnlm 3 (MATN3) precursor, mRNA 


NM 030583 


Homo sapiens matnlm 2 (MATN2) precursor, transcnpt vanant 2, mRNA 


NM 002380 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 1, mRNA 


NM 002379 


Homo sapiens matrilin 1, cartilage matrix protein (MATN1), mRNA 


NM_000168 


Homo sapiens GLI-Kruppel family member GLI3 (Greig cephalopolysyndactyly 
syndrome) (GLI3), mRNA 


NM 003462 


Homo sapiens dynem, axonemal, light intermediate polypeptide (P28), mRJSl A 


NM 017493 


Homo sapiens Hin-1 (HSHIN1), mRNA 


NM_005602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004987 


Homo sapiens LEVI and senescent cell antigen-like domains 1 (LIMS1), mRNA 


NM 000412 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B2, mRNA 


NM_004993 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 1, mRNA 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B1, mRNA 


NM 024415 


Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 


NM_00439S 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 10 (RNA 
helicase) (DDX10), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRNA 


NM_001357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 1, 
mRNA 


NM_004660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 
chromosome (DBY), mRNA 


NM 019039 


Homo sapiens VASA protein (VASA), transcript variant 1, mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), 
member ZK) (oX^k^Zd J\zk)) } mitocnondnai protein encoaea oy nuciear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1), 
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r>VP"KT A 


NM OUJOO I 


TTnmA rortipnc Q-nonlna op r\rr\mr\tin cr rnnrnlPY QllHlinit 2 f APCJ2 1 TTlivN^ A 
JcxOTTlO Sapiens anapnabe-pruiIlUllilg v^uliilJiCA. auuuiin ^ V' r * tA uiavj.^^*. 


XTTV/T nm^QI 

JNJVL_UUo /y i 


TJrvrvi/%. ooniptic mpmKrcmp KminH tranQP'H'nti ATI faPTAr Timtease Site 1 1 1 PS IK 
JTlOrriO SapiCllb nicmDrallC-UUUIlU U.ailoL<xipi,xuxx la^iui pi window, oh-v i 9 

m T)MA 
IILrvlN jrV 


TvTA/r 0099^1 

1N1V1 UUZZj 1 


Wr\mo cn-nipnQ nAtn^iiim vnltflpe-pated channel delaved-rectifier, subfamily S, 
member 1 fKCNSl) rnRNA 


xnwr oo^qo^ 


Hatha ^anien^ inorganic nvronhosohatase (SID6-306\ rnRNA 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 


INM U1D43D 


TT AT1 - A oaiiipnc Hni -rinCT-fincrpr rwATPin F)OT"fiTi f i~)ORFI~NT) TTlRNA 
JnLOmO SapiCIlo dULlUlC HHg—HUgCl piutvixxx, jl/v/ixxxx v - yj - ■*- L ^/5 nuviiii 


XTTV/f HI AT^S 

INIVL U 1433o 


"PT/vrmn canipnc T^hr\CT^?atiri\/lQpHnP HpparAAXVifi^e rPTSFA TllRNA 
rjlOniO SapiCIlo pilUopiiailvJjf loCl Hits u&tai uuajt iaov ' j f hixvj-^x». 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


NM 023068 


Homo sapiens sialoadhesin (SN), mRNA 


NM_022o21 


Homo sapiens elongation oi very long cnam xatty aoius vrciN i/ x^iuz,, ourvn/^iuj, 
yeast j-iiKe i ^rj/iAJv.uij, mixiN/\ 


XTTV/f" AO 119^ 

NM Uzllzo 


T-Ji-vi-»-»^ o«i-»**-i*3irio tYKarpontAmmivntp cn 1 fi ir+ran Q"Fpt*51 QP f A/1 PS>T I TTiTvmJA 

0,01X10 sapiens nrieroapiopyiuvaic ouiiLiiuiaii&i-wiaot' ^ivxj. o ± j 9 iiuvi^ii 


NM_U3UOOO 


UrvmA c or»i c of*-ri-r\f* ( cw r'X/ctpinP^ t^TrvtPITl^ QP inhihltAT dade R f OV&l nllTTlin ) . 

rioiiio sapiens scone ^ur oybLciiic^ piLitciiia&c iiiniuxiv^x 5 viau^ u ^uvaiuuiimiy} 




u nTn rt canipnc V*nmprk V>av Aft fT-TO^CA6^ mRNA 
XjL\jiiil> oapiciio xiunid^ uua rwj ^hw/»ji.u nuvi^i j. 


JN1VL U3UOOD 


TTnmn ocn-^ipnc rpfinr^ip 5»piH itldlippd 1 fR ATI ^ TTlRN^A 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


NM 030664 


xiomo sapiens pnospnoinesterase reiaicu. ^ x jz>js~) y ms\i^x\. 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), rnRNA 


NM 024696 


riomo sapiens nypotneucai protein ra^j^j j\jy yr\^jz.o j\jyj 9 iiuxi^-rv. 


NM 002183 


riomo sapiens lnxeneuKin 3 receptor, aipna. ^iow ainniLy^ ^j-L-^xs-rv^, iiixvi-n^ 


XTTV K AO 

NM_021244 


riomo sapiens ixag u protein, nypotneucai vjri jr-uniuiii^ piuieiii 
DKFZp761H171 (RAGD), mRNA 


XTTV >T A A < A O Q 

NM__U0jUoo 


riomo sapiens jl-Jin/\. segment on enromosume anu x ^mii^uo; ^Apiwoiivu 

cpnnpnpp TPi'W^ 1 ^^F^ mPlM A 

sequence ^L/AioijJDj, iiuvin/tl ^ 


IN ivl U 1 OUyU 


TTr»mr» c«»-r>ipnc PXTA Kind in a TriAtif nrAfpin 7 rRr^lVr7 i mRNA 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


XTXyT A1 Q1/CO 

INM Ulo30Z 


U«w»r> coni^nc 1>il-*»lt/ /^r+Vjr\1r»rr r\-f mnncp T TTsJ-7r^* maTnTTmlian T 1 ]\J-7 TiTAtein 3 

nomo sapiens liKeiy onnoiog 01 mout>c i^u-n- / niaiiuiiaiiaii x^xj.^ / piuiwm ~> 

n TXT 7 C\ mPTSTA 


NM 018300 


Homo sapiens zinc finger protein 83 (HPF1) (ZNFS3), mRNA 


XTTV/f A1 /IOC /I 

NM U14/D4 


riomo sapiens pnospnatiayisenne syntnase 1 ^riuooi iiuvi^^ 


XTA/T C\C\C 1 ylA 

NM_UUoi4U 


riomo sapiens coiony stimulating iactor z rocepiui, aipua, iuw aiiuiny 

^gTanulOCy tC-nid.L/1 OpilagC ) ^V/Or^XVrl^ 1a1-IV-L>-£A. 


XTTAA" AAAO/l^ 
1N1V1 UU4U^J 


T_T / - vrv - ir v co-nip-nc nn&t\A cpr nfr\rx in O-.mptn'vltranQfp'rfl^P ( A S A/IT I TTlRNA 

nomo sapiens acciyibcrutuniii v_/-inciiiyitiaiis>ida&t' ^rvum i xiiivj.^^-i. 


xiA/t nnoziiA 


TJrkTYnn canipnc arrh crf^n iHpntifipH K\/ mAnAplAnfll antlVlAdieS 12E7 F21 and 013 
rXOlllU bdUlCllo all L1HC11 ivJ-eillllieui Uy llUJllV^^iV^iiax auiiuvuivo *■ A—'i—j i j x j- 


KTM" 009 1 

1N1VI UU-. 1 OU 


Unmn caniprix intprlpiiVin Q rpppntAr ^11 .QR^ mRN[A 


MM 0^06S7 


Wnmn ennipn^ lpnQ intrin«:ip mpmhrane r>rotein 2 f l^lcEX) rLH\^2i. mRNA 


NM 014349 


Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 


TsJTV/T 099*\A£ 
JN JV1 UZZ D DO 


UntMA coniprtc rrtpcnrlprm rl**i«>lrvrYmPm1" pnnrllfifltp 1 1 1\AhS»T)i! 1 i TTlR N A 

nomo sapiens mcsoticriii ucveiupiiieiiL canvaiLiaLC/ i v. iV - LAj,OJ -^ v ^ 1 xxxxvx^^*. 


XTA/f 090797 


Lr ATnn can-ipTic 'yinr* fincrpr nrr\fpin 9QS ^7TsTP^QS 1 mRNA 
xxUIIlO bctpiCIlS Zint lillgCI piULClll ^ZtO ^z/u)^ xxxxvxn^x 


7vTA/f 019074 


riomo sapiens cer-un- ^niouse j nomuiug ^v_^x^jxi-'*+y, iixxvi>-r^ 


NM 000S61 


T-Tomr* ccmipnc Vnctaminp "rppp»r^fnT T-T1 ( r-iT< rTI 1 TTlR r\TA 
nuillD oapieilo lll£> Lall lllic ictcpiUl in ^xmxxi^j xxxxvx^^t. 


NM 006273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1 , NADP(+)-dependent, cytosolic (ME1), rnRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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mRNA 


NM_007253 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 8 (CYP4FS), 
mRNA 


NM_000779 


Homo sapiens cytochrome P450 5 subfamily IVB, polypeptide 1 (LAF4B1), 
mRNA 


NM 001514 


Homo sapiens general transcription factor LIB (GTF2B), mKN A 


NM 004127 


Homo sapiens G protein pathway suppressor 1 (GPM), mKJNA 


NM 024423 


Homo sapiens desmocollm 3 (DSC3), transcnpt vanant Dsc3b, mKJN A 


NM 001941 


Homo sapiens desmocollin 3 (DSC3),transcript variant Dsc3a 5 mRNA 


NM 004949 


Homo sapiens desmocollm 2 (DSC2), transcript variant Dsc2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


NM 004948 


Homo sapiens desmocollm 1 (DSC1), transcript variant Dsclb, mRNA 


NM 024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dscla, mRNA 


NM 001923 


Homo sapiens damage-specific DNA binding protein 1 (127kD) (DDB1), mRNA 


NM_000425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (L1CAM), transcript variant 1, mRNA 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (L1CAM), transcript variant 2, mRNA 


NM_004110 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 
encoding mitochondrial protein, mRNA 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1, nuclear gene 
encoding mitochondrial protein, mRNA 


NM 023944 


Homo sapiens cytochrome P450 isoform 4F12 (CYP4F12), mRNA 


NM_022845 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 1, 
mRNA 


NM 022041 


Homo sapiens giant axonal neuropathy (gigaxonm) (GAN), mRNA 


NM_021187 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 11 (CYF41- i 1), 
mRNA 


NM 019599 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 


NM_0 17579 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
3, mRNA 


NM 015670 


Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 


NM_012096 


Homo sapiens adaptor protein containing pH domain, PTB domain and leucine 
zipper motif (APPL), mRNA 


NM 005392 


Homo sapiens PHD finger protein 2 (PHF2), mRNA 


NM_000S96 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotnene 4 
omega hydroxylase) (CYP4F3), mRNA 


NM 022661 


Homo sapiens SPANX family, member C (SPANXC), mRNA 


NM 022573 


Homo sapiens TSPYql (TSPYQ1), mRNA 


NM 022089 


Homo sapiens putative ATPase (HSA9947), mRNA 


NM 025228 


Homo sapiens hvpothetical protein dJ434014.3 (DJ434014.3), mRNA 


NM 025013 


Homo sapiens KIAA1031 protein (KIAA1031), mRNA 


NM 025027 


Homo sapiens hypothetical protein FLJ14260 (FLJ14260), mRNA 


NM 022102 


Homo sapiens hypothetical protein FLJ20958 (FLJ2095S), mRNA 


NM_021724 


jlomo sapiens nuclear receptor suDiamiiy i, giuup nicuiuci 1 ^i-nxvij-^i^, 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC10902 (MGC10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (ILT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS0 1 9 (MDS0 1 9), mRNA 



394 

BNSOOCID: <WO 03074€54A2_L> 



WO 03/074654 



PCT/US03/05028 



NM 017509 


Homo sapiens ACO for serine protease homologue (HSRNASPH), mRNA 


NM 005583 


Homo sapiens lymphoblastic leukemia derived sequence 1 (LYL1), rnKNA 


NM 020070 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLL1), mRNA 


NM_002383 


Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 
factor) (MAZ), mRNA 


NM 016944 


Homo sapiens taste receptor, type 2, member 4 (TAS2R4), rnRNA 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000378 


Homo sapiens Wilms tumor 1 (WT1), transcript variant A, mRNA 


NM 024426 


Homo sapiens Wilms tumor 1 (WT1), transcript variant D, mRNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C, mRNA 


NM 024424 


Homo sapiens Wilms tumor 1 (WT1), transcript variant B, mRNA 


NM_000765 


Homo sapiens cytochrome P450, subfamily IHA, polypeptide 7 (CYP3 A7), 
mRNA 


NM 021570 


Homo sapiens BarH-like homeobox 1 (BARX1), mRNA 


NM_000068 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant 1, mRNA 


NM 030574 


Homo sapiens hypothetical protein MGC10327 (MGC10327), mRNA 


NM 030573 


Homo sapiens hypothetical protein MGC10963 (MGC10963), mRNA 


NM 024867 


Homo sapiens hypothetical protein FLJ23577 (FLJ23577), mRNA 


NM 002739 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_020548 


Homo sapiens diazepam binding inhibitor (GABA receptor modulator, acyl- 
Coenzyme A binding protein) (DBI), rnRNA 


NM 025176 


Homo sapiens KIAA0980 protein (KIAA0980), mRNA 


NM 0037S9 


Homo sapiens TNFRSF1 A-associated via death domain (TRADD), mRNA 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


NM 006891 


Homo sapiens crystallin, gamma D (CRYGD), mRNA 


NM 020989 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


NM 005210 


Homo sapiens crystallin, gamma B (CRYGB), mRNA 


NM 014617 


Homo sapiens crystallin, gamma A (CRYGA), mRNA 


NM_002396 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondrial (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 025268 


Homo sapiens hypothetical protein MGC4659 (MGC4659), mRNA 


NM 025244 


Homo sapiens testis specific, 10 (TSGA10), mRNA 


NM 025240 


Homo sapiens B7 homolog 3 (B7-H3), mRNA 


NM 025237 


Homo sapiens sclerostin (SOST), mRNA 


NM 025236 


Homo sapiens HZFwl protein (HZFW1), mRNA 


NM 025235 


Homo sapiens tankyrase 2 (TNKL), mRNA 


NM 025233 


Homo sapiens nucleotide binding protein (NBP), mRNA 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


NM 025218 


Homo sapiens UL16-binding protein 1 (ULBP1), mRNA 


NM 025217 


Homo sapiens UL16-binding protein 2 (ULBP2), mRNA 


NM 025215 


Homo sapiens pseudouridine synthase 1 (PUS1), mRNA 


NM 025214 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


NM_025212 


Homo sapiens Dvl-binding protein ED AX (inhibition of the Dvl and Axin 
complex) (ID AX), mRNA 


NM 025210 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 


NM 025209 


Homo sapiens enhancer of polycomb 1 (EPC1), mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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NM 025161 


Homo sapiens hypothetical protein FLJ22175 (FLJ22175), mRNA 


NM 025158 


Homo sapiens hypothetical protein FLJ22251 (FLJ22251), mRNA 


NM 025148 


Homo sapiens hypothetical protein FLJ12986 (FLJ12986), mRNA 


NM 025137 


Homo sapiens hypothetical protein FLJ21439 (FLJ21439), mRNA 


NM 025116 


Homo sapiens hypothetical protein FLJ127S1 (FLJ12781), mRNA 


NM 025114 


Homo sapiens hypothetical protein FLJ13615 (FLJ13615), mRNA 


NM 025083 


Homo sapiens hypothetical protein FLJ21 128 (FLJ21 128), mRNA 


NM 025054 


Homo sapiens hypothetical protem FLJ23132 (FLJ23132), mRNA 


NM 025017 


Homo sapiens hypothetical protein FLJ13892 (FLJ13892), mRNA 


NM 025011 


Homo sapiens hypothetical protein FLJ13744 (FLJ13744), mRNA 


NM 024995 


Homo sapiens hypothetical protem FLJ12616 (FLJ1261 6), mRNA 


NM 024987 


Homo sapiens hypothetical protem FLJ12345 (FLJ12345), mRNA 


NM 024900 


Homo sapiens hypothetical protein FLJ22479 (FLJ22479), mRNA 


NM 024874 


Homo sapiens hypothetical protem FLJ14225 (FLJ14225), mRNA 


NM 024873 


Homo sapiens hypothetical protein FLJ21 162 (FLJ21 162), mRNA 


NM 024861 


Homo sapiens hypothetical protein FLJ22671 (FLJ22671), mRNA 


NM 024836 


Homo sapiens hypothetical protein FLJ22301 (FLJ22301), mRNA 


NM 024822 


Homo sapiens hypothetical protein FLJ22601 (FLJ22601), mRNA 


NM 024819 


Homo sapiens hypothetical protein FLJ22955 (FLJ22955), mRNA 


NM 024816 


Homo sapiens hypothetical protein FLJ23282 (FLJ23282), mRNA 


NM 024803 


Homo sapiens hypothetical protein FU21665 (FLJ21665), mRNA 


NM 024795 


Homo sapiens hypothetical protein FLJ22800 (FLJ22800), mRNA 


IMM 024767 


Homo sapiens hypothetical protein FLJ21 120 (FLJ21 120), mRNA 


NM 024760 


Homo sapiens hypothetical protein FLJ14009 (FLJ14009), mRNA 


NM 024741 


Homo sapiens hypothetical protein FLJ12827 (FLJ12827), mRNA 


NM 024723 


Homo sapiens hypothetical protem FLJ23471 (FLJ23471), mRNA 


NM 024720 


Homo sapiens hypothetical protem FLJ23510 (FLJ23510), mRNA 


NM 024698 


Homo sapiens hypothetical protein FLJ13044 (FLJ13044), mRNA 


NM 024692 


Homo sapiens hypothetical protein FLJ21069 (FLJ21069), mRNA 


NM 024689 


Homo sapiens hypothetical protein FLJ14103 (FLJ14103), mRNA 


NM 024687 


Homo sapiens hypothetical protein FLJ23049 (FLJ23049), mRNA 


NM 024648 


Homo sapiens hypothetical protem FLJ22222 (FLJ22222), mRNA 


NM 024622 


Homo sapiens hypothetical protein FLJ21901 (FLJ21901), mRNA 


NM 024611 


Homo sapiens hypothetical protein FLJ 11896 (FLJ11896), mRNA 


NM 024591 


Homo sapiens hypothetical protein FLJ1 1749 (FLJ1 1749), mRNA 


NM 024561 


Homo sapiens hypothetical protein FLJ22054 (FLJ22054), mRNA 


NM 024540 


Homo sapiens hypothetical protein FLJ20917 (FLJ20917), mRNA 


NM 024518 


Homo sapiens UL16-binding protein 3 (ULBP3), mRNA 


NM 024515 


Homo sapiens hypothetical protein MGC4645 (MGC4645), mRNA 


NM 024504 


Homo sapiens PR domain containing 14 (PRDM14), mRNA 


NM 024501 


Homo sapiens homeo box Dl (HOXD1), mRNA 


NM 006821 


Homo sapiens peroxisomal long-chain acyl-coA thioesterase (ZAP 128), mRNA 


NM_006680 


Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial (ME3), 
mRNA 


NM 001944 


Homo sapiens desmoglem 3 (pemphigus vulgaris antigen) (DSG3), mRNA 


NM 001943 


Homo sapiens desmoglem 2 (DSG2), mRNA 


NM 001942 


Homo sapiens desmoglein 1 (DSG1), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 


NM 024498 


Homo sapiens zinc finger protein 117 (HPF9) (ZNF1 17), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Homo sapiens PAI-1 mRNA-binding protein (PAI-RBP1), mRNA 
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IN1V1 UIjjjZ 


TTrvn-irk conipnc VTA A 1 OAR nrnfAm /VTA A 1 O^R^ mPTsJA 

nomo sapiens jp^jltV/viuoo protein ^js-Lrvrviuoo^, rnx\j.N/\ 


NM .022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


xnv/f 091705 

JNIV1_UZ1 /\Jo 


xiomo sapiens leuKocyte-associatea ig-nice receptor i ^ju/vlxvi j, transcript variani 

A ■m'D'M A 

u, mlvIN/V 


MM 09170£ 


xiomo sapiens leuKocyte-associatea ig-iiKe receptor i ^jl/vuvi j, transcript variant 

U, lIlXvlN A 


IN1V1 UW^ZO / 


xxoiiio sapiens icuKOcytc-assuciateu ig-iiKe rcL'Cpior i ^i^-rvxxvi tiaiioutipi vaiiaiii 
a, iiiiviN-rv 




T-Tr^Tnr\ cc*f\i f»n c T?4T? fra ti c r^vit^t 1 fvn faftr»r 1 4Tn 1 ^ ml? TsJ A 
XltJlIlO oapidlS J3HJ7 Li d.IlaL/1 ipLlUIl lalAOl 1 ^Xjt\T 1 J, 1IJJNJLN/Tl 


"MM 01RK14 


T-Tr\TY10 C5*T\1f*t"lC TY\ Q f~T1 "M ^ f~\A A* 1 W ^ 1 ty"»T? ~f\T A 

xiuniu oajpicno iiidtiiii j \ iyxty 1 rvjy, 1 1 ixvi n / v 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


TsJM 00£Q9£ 
1N1V1 UUOJ'^O 


xiomo sapiens suriactant, puimonary-associdieu protein t\z, ^oir ix r\^)y nuxiN^-v 


1N1V1 UU-J'+l I 


noniu sapiens suriaciant, pulmonary -associaicu. proicm /\i ^or itai j 5 iiiisj-n^-v 


XTN/T 0944Q9 


xiomo sapiens aponpoproiem ^a^ reiateo gene \s \t\jL \j/\j\\j\^j 9 miviN/\ 


NM_024491 


Homo sapiens plO-binding protein (BITE), mRNA 


JNiVl_U 1 J>4 /Z 


Homo sapiens transcriptional co-activator with PDZ-binding motif (TAlZ) 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


JNM UUZeZO 


Homo sapiens quiescm Qo (QbCJNo), mKiNA 


NM_024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (JvllKKj, transcript variant z, mKJNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


JNJV1_UUU / O 1 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
poiypeptiae z ^YriAZj, mKJNA 


JN JVL__UUU 1 U4 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYP1B1), mRNA 


JNiVl_UUU4yy 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
poiypeptiae i {\s xr iaij, mjKJNA 


NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (ELT8), mRNA 


KT\A 09180£ 
INIVI UZloUO 


xiomo sapiens z. 1 y gene {z. 1 y), mivLN a 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1), 

ty-iT?TvTA 
mxvIN/\ 


"MM 00707£ 
INIVI UU/U/O 


xiomo sapiens xiunimgiin interacting protein xi ^xi xxxij, miviN/Y 


MTV A 0 1 S ^ 7 1 


xiomo sapiens amyotropnic lateral sclerosis z yuveniiej enromosome region, 
canuiuate ^ yr\JL t ^z.\^i\^ miviN a 


"MM 01^040 
IN 1V1 VJ 1 D XJHzf 


xiomo sapiens amyotropnic lateral sclerosis z ^juvennej enromosome region, 
candidate 3 (ALS2CR3), mRNA 


TsJM 09101A 
INIVI UZjUjO 


xiomo sapiens uynein lntermeaiate cnam z {iJrtjtxiz.), miviN/v 


"MM 099171 
INIVI UZZ I / I 


xiomo sapiens i-ceu leuKemia translocation aitereu gene ^i^.i/\j, mxviN/v 


"MM 0 1 £ 1 9 R 
INIVI UiOIZo 


xiomo sapiens coat protein gamma-cop ^.lajv^o i id / ) t mx\j.N/v 


TsJM 091QQQ 

iNivi vziyyy 


xiomo sapiens integral memorane protein zx> ^iiivizxij, nriviN/\ 


XTM O910Q9 
INivi uz ±yy£ 


xxoii iu sapiens tnymosm, ueta, lucnuxicu in neurooiastoma cens ^xivioinxj^, 
mRNA 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


"MM 0079^7 
INIVI UV /Zj / 


xiomo sapiens paraneoplastic antigen ivi/yz \r in ivltvz^, inx\j.N/v 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHK1), mRNA 


NM ft? 1976 


TTrvmo ^fl"nif*Tic r^HnniH "V r^npntrir V>f*t?i rR"5CT?R i mP*NFA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin) (ST14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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NM 021964 


Homo sapiens zinc fmger protein 148 (pHZ-52) (ZNF148), mRNA 


NM 021966 


— — m 111-1 */i i 1 A ST*S~*T 1 A \ . ,-. I> \T A 

Hnmn sapiens T-cell leukemia/lvmphoma 1 A (TCL1A), mKNA 


NM 012186 


Homo sapiens forkheadbox E3 (FOXE3), mRNA 


NM 012182 


Homo sapiens forkhead box Bl (FOXB1), mRNA 


NM 006893 


Homo sapiens ligatin (LGTN), mRNA 


NM_021955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 


NM_021959 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 
(PPPlRll),mRNA 


NM_021951 


Homo sapiens doublesex and mab-3 related transcription factor 1 (DMR1 1), 
mRNA 


NM_021960 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), 
mRNA 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 


NM_021949 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 3 (ATP2B3), 
mRNA 


NM 021953 


Homo sapiens forkhead box Ml (FOXM1), mRNA 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRJK2), mRNA 


NM_004886 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(XI 1-like 2) (APBA3), mRNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 


NM_002253 


Homo sapiens kinase insert domain receptor (a type III receptor tyrosine kinase) 
(KDR), mRNA 


NM 002178 


Homo sapiens msulin-like growth factor binding protem 6 (IGFBP6), mKNA 


NM_003850 


Homo sapiens succinate-CoA hgase, ADP-forrmng, beta subunit (SUCLA2), 
mRNA 


NM 003802 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


NM 006958 


Homo sapiens zinc finger protem 16 (KOX 9) (ZNF16), mRNA 


NM 006852 


Homo sapiens tousled-like kinase 2 (TLK2), mRNA 


NM 021229 


Homo sapiens netnn 4 (NTN4), mRNA I 


NM 015718 


Homo sapiens NADPH oxidase 3 (NOX3), mRNA 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), mRNA 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


NM 003116 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


NM 018724 


Homo sapiens interleukin 20 (IL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), mRNA 


NM 003114 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


NM_021097 


Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member 1 
(SLC8A1), mRNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (bPUN 1 2), mKNA 


NM 021101 


Homo sapiens claudin 1 (CLDN1), mRNA 


NM_021095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 
member 6 (SLC5A6), mRNA 


NM 021076 


Homo sapiens neurofilament, heavy polypeptide (200kD) (NEFH), mRNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mKJN A 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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XTTVyT A1 <^Q0 


riorno Sapiens neural pronieration, uiiicrciiuauuii auu ^uiiu\ji 5 x ^-l^jt j_/v^i^, 
mRNA 


INJVL UZU4oZ 


rlOmO Sapiens aCUValOr OI l^xvJZ/lVl 111 lcfc>ll£> ^nv^ l )^ lluvlNrx 


XTTV/f AI/ICnQ 

JNJYL U14j>uy 


iioino sapiens KraKen-iiKe ^oivi^dxdh-.ij, nxcsj.>^TL 


xta>t aa< i 


Urvwr\ ooniArtc T?i»r>fi'i"» a m<air\fir» rff AmKlAflti C\X\ o-nH CIQtpr P VlT"OT~n ^ ti H Ciollft^lATl 

noiuo sapiens rvecop, a rnciouc ±ouoiiiuiiiaiivM.i anu oioioi uiuuinauu v/vjnv/oiuii 
phosphoprotein of the rad21p family (REC8), xnRNA 


xnvyr ai ooo/: 
jNjVL_Ulooyo 


riomo sapiens calcium cnannei, vouage-aepenueni, aipna iu buuuun 
(CACNA1G), mRNA 


JNJV1 yjVjjZy 


riomo sapiens nyaiuronan syntnase d ^xxrvc-o j, iiuxtn/^ 


NM 015193 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA 


NMU 1 o2U3 


riomo sapiens protein Kinase, Aivir^actrvatea, gamma z non-oaiaiyut/ buuuiiiL 
CPRKAG2"). mRNA 


NM_J)00627 


riomo sapiens latent transiormmg growtn iacior oeta omamg protein i ^LiDri;, 
mKJNA 


XTA/T AAO/K/1 

JNJVI_UUZ4j4 


riomo sapiens D-metnyiteuanyojoxoiate-noniocyoieinc iiicLiiyiLiaiioicici&c; 
reQUCtase ^lviiivivj, transcopt variant i, iriixiN/A. 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 

/Atjpn tWPTsJA 
1 ) 9 mJKIN/\ 


JNJVl UZ4U10 


xiomo sapiens nomeo dox r>o ^jtivj^vdc>^, mxviN/-v 


XTA/f AO/lAI^ 
JNJVL UZ4U1D 


riomo sapiens nomeo dox dh ^jiuadh nirviN-rv 


JNJV1 UiDZZ/ 


xiomo sapiens jsJLf\rvuyjo protein {£*jL£\jA\jy*jo), iiiXNj.^^v 


JN JV1__UZ44 J U 


riomo sapiens proiine-serine^tnreoninc pnobpntnabc uiLciauLiiig piuLcni ^ 
(PSTPEP2), mRNA 


JNJV1 UU3->oo 


riomo sapiens cunm 4r> ^lul^id iurviN/v 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPIL1), mRNA 


XTTV K f\ 1 A A O O 

NM 014432 


Homo sapiens interl eukm 2U receptor, arpna ^JLLZurv/\j, mrviN/\ 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamine-ncn tetratricopeptiae repeat ^ i riyj-coiuammg 
(SGT), mRNA 


NM_00203o 


Homo sapiens interferon, alpha-inducible protein (clone lb 1-6- 16) (G1P3), 
transcript variant 1, mRNA 


XTA/T AT)OT} 

NJVl_U22c> 15 


riomo sapiens mteneron, aipna-mauciDie protein ^cione rri-o-io^ \KJirjj, 
transcript variant 3, mRNA 


JNJYl_U22o /2 


riomo sapiens mteneron, aipna-maucioie protein ^cione rri-o-io^ \vj iroj, 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant snort, nucieai gene encoding miiocnonanai protein, rnrsj>j/\ 


NM_O03356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitocnonanai protein, mrsj.N/\ 


NM__022810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(^oJLC23A14j, transcript variant snort, nuclear gene encoding mitocnonuxiai 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 
nuclear gene encoding mitochondrial protein, mRNA 


1NIVX \J\/Z.Zr J JL 


T-lrvrrn^ can-if»nc Ira-n rr^i 1 ( ciit^t^T"PQQ1 on of* "himATi OPTllPltv 6 TlTO^tate* CjT")R2 antigen 
rHJIIiU oaUlCIlo ivailgdl 1 1 oUJJl-'lCooHJXl Ui LUlHHJllgw-lllv-'ll.jr w, puoiai^, \*^±s kj*-> aiitigwiA 

(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAJ1), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
H) (D3SP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone, 
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diabetes insipidus, neurohypophyseal) (AVP), mRNA 


NMJ)22877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant c, mRNA 


NM_022876 


Homo sapiens survival of motor neuron 2, centromeric (SMN2) 5 transcript 
variant b, mRNA 


NM_022875 , 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant a, mRNA 


NM_017411 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant d, mRNA 


NM 005474 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


NM_003474 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM 12), transcript variant 1, mRNA 


NM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
d, mRNA 


NM_022874 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
b, mRNA 


NM 006400 


Homo sapiens dynactin 2 (p50) (DCTN2), mRNA 


NM_021969 


Homo sapiens nuclear receptor subfamily 0 5 group B, member 2 (NR0B2), 
mRNA 


NM 021967 


Homo sapiens small EDRK-rich factor 1A (telomeric) (SERF1 A), mRNA 


NM_001515 


Homo sapiens general transcription factor DH, polypeptide 2 (44kD subunit) 
(GTF2H2), mRNA 


NM_003951 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25 A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 004536 


Homo sapiens baculoviral IAP repeat-containing 1 (BIRC1), mRNA 


NMJ)00346 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 
autosomal sex-reversal) (SOX9), mRNA 


NM 003645 


Homo sapiens fatty-acid-Coenzyme A ligase, very long-chain 1 (FACVL1), 
mRNA 


NM 024409 


Homo sapiens natriuretic peptide precursor C (NPPC), mRNA 


NM 024410 


Homo sapiens outer dense fibre of sperm tails 1 (ODF1), mRNA 


NM_004180 


Homo sapiens TRAF family member-associated NFKB activator (TANK), 
mRNA 


NM 024332 


Homo sapiens c6.1A (C6.1A), mRNA 


NM 024324 


Homo sapiens hypothetical protein MGC1 1256 (MGC1 1256), mRNA 


NM 024315 


Homo sapiens hypothetical protein MGC4175 (MGC4175), mRNA 


NM 024311 


Homo sapiens hypothetical protein ET (ET), mRNA 


NM 024309 


Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


NM 024306 


Homo sapiens fatty acid hydroxylase (FAAH), mRNA 


NM 024300 


Homo sapiens hypothetical protein MGC2217 (MGC2217), mRNA 


NM 024296 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 


NM 024294 


Homo sapiens hypothetical protein MGC4614 (MGC4614), mRNA 


NM 024292 


Homo sapiens ubiquitm-like 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
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transcript variant 2. rnRNA 


NM_001470 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 1, rnRNA 


NM 001858 


Homo sapiens collagen, type XIX. aloha 1 (COL} 9An rnRNA 


NM_0 15071 


Homo sapiens GTPase regulator associated with the focal adhesion kina<;p 

x •-•w b*uwvvmvvu it iua Liiv lvwui CXVX£Xv/OXv/XX X\_LX X.CX 

ppl25(FAK); KIAA062 1 protein (KIAA0621), mRNA 


NM_007329 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1) transcript variant 
2, rnRNA ~ ' 


NM 023004 


Homo sapiens nogo receptor (NOGOR). rnRNA 


NM 005371 


Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 1 rnRNA 


NM 023033 


Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 3 rnRNA 


NM 023032 


Homo sapiens methyltransferase-like 1 fMETTLll transcrint variant ? mttTsJA 


NM 014289 


Homo sapiens calpain 6 (CAPN6), rnRNA 1 


NM 023089 


Homo sapiens calpain 10 (CAPN10), transcript variant 7. rnRNA 


NM 023088 


Homo sapiens calpam 10 (CAPN10), transcript variant 6 rnRNA 


NM 023087 


Homo sapiens calpain 10 (CAPN10), transcript variant 5 rnRNA 


NM 023086 


Homo sapiens calpain 10 (CAPN10), transcript variant 4, rnRNA 


NM 023085 


Homo sapiens calpain 10 (CAPN10), transcript variant 3 rnRNA 


NM 023084 


Homo sapiens calpain 10 (CAPN10), transcript variant 2, rnRNA 


NM 023083 


Homo sapiens calpam 10 (CAPN10), transcript variant 1, rnRNA 


NM 021251 


Homo sapiens calpam 10 (CAPN10), transcript variant 8, rnRNA 


NM_005083 


Homo sapiens XJ2 small nuclear riHnnnrJ^nt^rot^iVi auvilictn/ P^^t™- pmoii -..u.^,*! 

w oxxA(*ai jiuuiucu x. i L/unuL/it/u^ji u lci ii a.u.Aiiid.i v iacxor, small suDunit 

1 (U2AF1RS1), rnRNA 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

syndrome. Pfeiffer svndrome Taek<;rm-WpiQQ cvnHmm^ rpar<i>o\ fr««ort««+ 
-' j uui \ji±K* 3 j "-v/ivouii w cioo oyiiu-ioiiic j Kjr xvz j 3 transcript 

variant 13, rnRNA 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

syndrome, Pfeiffer svndrome Jackson-Wei QvnHrrvmf^ fPYTPPO^ frano^^f 
j ? ^ x o^iiuiviin/j jauivov/ii vv cioo oj/iiLii uiiic j \jc\jv ts^Ljy transcript 

variant 12, rnRNA 


NM 023028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome. Pfeiffer svndrome Tack<son-WpiQc cvnHrAmp^ ^^OT^P'7^ <r^n rt ««+ 

j w * w ** w 9 awxxav/j. ixvoj. v^iiiv^, j a^-xvouii- vv ci£>o by iiu.1 OIIIC J ^JT v t r* t\ transcript 

variant 10, rnRNA 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

syndrome, Pfeiffer svndrome Jackson-Wei^Q QvnHmmp'i rPnFP'A trano^nt 
-> ? iiui wiiiwj u^ivoui i yv wioo &jr iiui vi-iicy ^jl vj jT fx a i transcript 

variant 9, rnRNA 


NM_022975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer svndrome Jackson-Wei s<3 QvnHmmp^ fFfxF"R9 , \ fronn^'^f 

j 3 j a^jvouix vv Woo OjrllUl V/11J.C / ^JT VJJT fx A J 5 UTanSCnpt 

variant 8, rnRNA 


NM_022974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer svndrome Tacksnn-Wei<3<2 cvnHrnm^ rRfTPi?9 > * +*-«^«^— 
variant 7, rnRNA 


NM_022973 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 6, rnRNA 


NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 3, mRNA 


NM_022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


NM_015850 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 2, mRNA 


NM_023111 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 1 1, mRNA 


NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 6, mRNA 


NM_000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 1, mRNA 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 5, mRNA 


NM_023106 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 4, mRNA 


NM_023105 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 3, mRNA 


NM_000604 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 1, mRNA 


NM 024018 


Homo sapiens butyrophilin, subfamily 2, member A3 (BTN2A3), mRNA 


NM 017614 


Homo sapiens betaine-homocysteine methyltransferase 2 (BHMT2), mRNA 


NM 005434 


Homo sapiens BENE protein (BENE), mRNA 


NM_000351 


Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme S (STS), 
mRNA 


NM 024105 


Homo sapiens hypothetical protemMGC3136 (MGC3136), mRNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM_024082 


Homo sapiens transmembrane eamma-carboxvelutamic acid nrotein 3 <TMG3^ 
mRNA 


NM_024081 


Homo sapiens transmembrane gamma-carboxyglutamic acid protein 4 (TMG4) 
mRNA ~ ^ . > 


NM_024079 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3162 (MGC3162), mRNA 


NM 024075 


Homo sapiens LENG5 protein (LENG5), mRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 (MGC2875), mRNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 (MGC5395), mRNA 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (MGC5576), mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC2821 (MGC2S21), mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 (MGC3037), mRNA 


NM 024044 


Homo sapiens hypothetical protein MGC5178 (MGC5178), mRNA 


NM 024043 


Homo sapiens hypothetical protein MGC3101 (MGC3101), mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC31 13 (MGC31 13), mRNA 


NM_024034 


Homo sapiens hypothetical protein MGC3129 similar to ganglioside-induced 
differentiation-associated protein (MGC3 1 29), mRNA 


NM 024009 


Homo sapiens gap junction protein, beta 3, 31kD (connexin 31) (GJB3), mRNA 


NM 024013 


Homo sapiens interferon, alpha 1 (IFNA1), mRNA 


NM 000521 


Homo sapiens hexosaminidase B (beta polypeptide) (HEXB), mRNA 


NM 000520 


Homo sapiens hexosaminidase A (alpha polypeptide) (HEXA), mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDAC1), mRNA 


NM 001492 


Homo sapiens growth differentiation factor 1 (GDF1), mRNA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NMJ3050 89 


Homo sapiens U2 small nuclear ribonucleoorotein auxiliarv fartnr <?mn1l cnVmnit 
2 (U2AF1RS2), mRNA 


NM_004285 


Homo sapiens hexose-6-DhosDhate dehvdrosenase fffluense l-rlphvHrncnariaci^ 
(H6PD), mRNA 


NM_007210 


Homo sapiens UDP-N-aceWl-alDha-D-ealactosamine-nolvnentiflf* tsj_ 
acetylgalactosaminyltransferase 6 (GalNAc-T6) (GALNT6) mRNA 


NM_003774 


Homo sapiens UDP-N-acetyl-alpha-D-galactosarnine-.polypeptide N- 
acetylgalactosaminyltransferase 4 (GalNAc-T4) (GALNT4) mRNA 


NM_020474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 1 (GalNAc-Tl) (GALNT1), mRNA 


NM 015507 


Homo sapiens EGF-like-domain, multiple 6 (EGFL6), mRNA 


NM 004942 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM_002474 


Homo sapiens myosin, heavy polypeptide 11. smooth muscle fiVTYTTI 1 1 
transcript variant SMI, mRNA 


NM_022870 


Homo sapiens myosin, heavy polypeptide 1 1 smooth muscle fivrvm 1^ 
transcript variant SM3, mRNA 


NM_022844 


Homo sapiens myosin, heavy polypeptide 11, smooth muscle (MYH1 1), 
transcript variant SM2, mRNA 


NM_001755 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP564Q243 protein (DKFZP5640243) mRNA 
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NM 015062 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 


NM 019100 


Homo sapiens DNA methyltransferase 1 -associated protein 1 (DMAP1), mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FLJ12S90), mRNA 


NM_023948 


Homo sapiens hypothetical protein AF053356_CDS3 (AF053356_CDS3), 
mRNA 


NM_022036 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1, mRNA 


NM_0 18653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 2, mRNA 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


NM 000706 


Homo sapiens arginine vasopressin receptor 1 A (AVPR1 A), mRNA 


NM 021923 


Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), mRNA 


NM_002011 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1, 
mRNA 


NM_022963 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2, 
mRNA 


NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 2, mRNA 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 1, mRNA 


NM 022336 


Homo sapiens ectodysplasin 1, anhidrotic receptor (EDAR), mRNA 


NM_0 18654 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 
(GPRC5D), mRNA 


NM_002534 


Homo sapiens 2 ! ,5 f -oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 6, mRNA 


NM_016816 


Homo sapiens 2 f ,5'-oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 8, mRNA 


NM 014501 


Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 


NM 000595 


Homo sapiens lymphotoxin alpha (TNF superfamily, member 1) (LTA), mRNA 


NM 007040 


Homo sapiens ElB-55kDa-associated protein 5 (E1B-AP5), mRNA 


NM 001232 


Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 


NM_001231 


Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQ1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003925 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 


NM 002059 


Homo sapiens growth hormone 2 (GH2), transcript variant 1 , mRNA 


NM 022558 


Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 


NM 022557 


Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA 


NM 022556 


Homo sapiens growth hormone 2 (GH2), transcript variant 4, mRNA 


NM 022562 


Homo sapiens growth hormone 1 (GH1), transcript variant 5, mRNA 


NM 022561 


Homo sapiens growth hormone 1 (GH1), transcript variant 4, mRNA 


NM 022560 


Homo sapiens growth hormone 1 (GH1), transcript variant 3, mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GH1), transcript variant 2, mRNA 


NM 000515 


Homo sapiens growth hormone 1 (GH1), transcript variant 1, mRNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM_022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 
mRNA 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1, 
mRNA 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (TV1MP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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NM_002422 


Homo sapiens matrix metalloproteinase 3 (_stromeiysin l, progeiaiinasej 
(MMP3), mRNA 


NM_005941 


Homo sapiens matrix metalloproteinase lo (memDrane-mserreaj ^iviivLrioj, 
transcript variant 1, mRNA 


NM_022564 


Homo sapiens matrix metalloproteinase 10 ^memDrane-inseneaj yviivLrioj, 
transcript variant 2, mRNA 


XTTV AT A AO /I O 1 

NM_002421 


Homo sapiens matrix metalloproteinase I ^mtersutiai conagenasej iivMvjLr ij, 
mRNA 


NM_004995 


Homo sapiens matrix metalloproteinase 14 ^memDrane-inseneaj ^iviivir ihj, 
mRNA 


NM 002427 


Homo sapiens matrix metalloproteinase 13 (collagenase 3) (MMP13), mRNA 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMP1 1), mRNA 


NM_022792 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-9, 
mRNA 


NM 022791 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-6 3 
mRNA 


NM_022790 


Homo sapiens matnx metalloproteinase 19 (MMF19), transcript variant rasi-J, 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript vanant rasi-1, 
mRNA 


NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV collagenase) (MJVLP2), mKJNA 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type IV collagenase) (MMr9), mKJNA 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


NM_002424 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMP8), 
mRNA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMP15), 
mRNA 


NM_002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12), 
mRNA 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


NM_022804 


Homo sapiens SNRPN upstream reading frame (SNUKi"), transcript vanant z, 
mRNA 


NM_005678 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1 , 
mRNA 


NM_003097 


Homo sapiens small nuclear nbonucleoprotem polypeptide JN (oJNKrJNJ, 
transcript variant 1, mRNA 


NM_022808 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NM_022807 


Homo sapiens small nuclear nbonucleoprotem polypeptide IN (bJNKFJN), 
transcript variant 4, mRNA 


NM_022o06 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 3 , mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 2, mRNA 


1>I1V1__UZZ III 


jjLomo sapiens u i -biix\j.N± omuing pujiciii nuiixuiug \ i \yj ioi>ii\i^i j_*x j } 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM 022978 


Homo sapiens small EDRK-rich factor IB (centromeric) (SERF IB), mRNA 


NM 023947 


Homo sapiens hypothetical protein MGC3234 (MGC3234), mRNA 


NM 023942 


Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


NM 005471 


Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 


NMJ>23925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


NM 004076 


Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 


NM_015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 


NM_0 12329 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 
mRNA 


NM_007020 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 1, mRNA 


NM_006465 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2), 
mRNA 


NM_000015 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


NM. 000496 


Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


NM 023080 


Homo sapiens hypothetical protein FLJ20989 (FLJ20989), mRNA 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


NM_021905 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 4, mRNA 


NM_020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl, 
mRNA 


NM_020553 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl, 
mRNA 


NM_020552 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6M, 
mRNA 


NM_020550 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a3, 
mRNA 


NM_0 12468 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al, 
mRNA 


NM_014418 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a2, 
mRNA 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA 


NM 016729 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 4, mRNA 


NM 016725 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 1, mRNA 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 7, mRNA 


NM 016025 


Homo sapiens CGI-81 protein (DREV1), mRNA 


NM_004406 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
1, mRNA 


NM 000197 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 3 (HSD17B3), mRNA 


NM_001220 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
beta (CAMK2B), mRNA 


NM 019071 


Homo sapiens inhibitor of growth family, member 3 (ING3), mRNA 


NM 016731 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 8, mRNA 


NM 023018 


Homo sapiens hypothetical protein FLJ13052 (FLJ13052), mRNA 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13 A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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niRNA 


NM 016 513 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


NM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


"MM 0146R8 


Homo sapiens related to the N terminus of tre (RNTRE), mRNA 


MM 006640 


Homo saniens MLL sentin-like fusion (MSFh mRNA 


"MM 006070 


Homo saniens TRK-fused eene (TFG/. mRNA 


NM 004809 


Homo sapiens stomatin-like 1 (STOML1), mRNA 


MM 000907 


Unmn <janipn«? nolvcvstic kidnev disease 2 ( autosomal dominant) (PKD2), 
mRNA 


MM 016^07 

J.N 1VX \J 1 UJ \J I 


Homo saniens naired related homeobox nrotein fPRX2). mRNA 


MM 00^094 


Homo saniens naired mesoderm homeobox 2b fPMX2B\ mRNA 


MM 00600? 


TTnmn saniens naired mesoderm homeo box 1 fPMXl). transcript variant DiriX- 
la rrTRNA 


NM_022716 


Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 


NM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 




Wrvmr* ciiTvif=»«o rivx/tnnin nrpnrrv- /'neiiro'nhvsiri T\ ( O^CT" i TTlR N A 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


JN lVl__UZZOO^f 


XJLr\*mr\ cor^ipno pvfrappllnlnr Tn^triY nrntRin 1 (T*C^1\A 1 ^ transerint variant 2 

JTlOmO Sapiens eXU.at/CllU.la.1 llldUiA. pujtcill l ^J_»v^ivxi^ ? u anoti lij i vaiiam 

m D\TA 
IilXviN A 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1 , mitochondrial 
^T?r^WQ 1 "\ mir*lf»^t- opn^ t^n r rvH i n cr mitorih on drial nrotein mRNA 


XTIV/T 099/^9 
IN 1\X_\JA Z, OD£ 


TTnmn canien<: Hnnl snerifiHtv nhosnhatase 6 rDUSP6) transcriDt variant 2. 
mRNA 


IN ivi u u*+*t l y 


TJ^TY^rk oo*-*i#»nc /^liiol cr\^»r»i , fir»i t\r r^Vir^cr^ViJifaQf* S (DT TSIPS i "mix T\I A 
ilOmO Sapiens ClUdl ^pcoillUliy pilUo|Jlla.L«oC' -J ^A-/woa imvL^in 


NM_004425 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 1, 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 




Jtioirio sapiens gdiriiiid~»iiiiiiyuu.Lyiiu cioiu- \^j^\jjry.j jtv it/v/v^jjtv^i, t-^oiiwii 
(GABRE), transcript variant 1, mRNA 


KT\A 091QQO 

iNivi uz i yy\j 


W/vmn cQni <=»n c o-o m m a -a minohntvr ip arid fOARA^ A recentor eDsilon 
(GABRE), transcript variant 4, mRNA 




ii/v« 1fl cscnipnc o - 5* - m"ma-aTnir>nhiitvTip arid rGARA i A recentor ensilon 
/TtAT^RP^ transnrint variant 1 mRNA 

1 VJ/VD-tVJ-/ 1, LlailowllJ^FL VClllClllt ^ j 1 1 UL VJ. i XV | 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 

^V.TA n}\ H J, uallotylipi VU.Ild.llL Z,, 11U\J.>^V 


TsTfv/T OOidOQO 
IN IVI KJ \JH\J y u 


TTr^mrv cQmVnc Hvial cr\pf*ifiritv "nhoQT^hatasp ^ fvaccinia virus rjhosuhatase VH1- 
related"* fDTTSP^^ mRNA 


TvJM 001 ^QR 


Hnmn conipn c enovl Coen^vme A hvdratase 1 neroxisomal CECH1). mRNA 


MM 001Q46 


Unmn samens dual snecificitv nhosrVhatase 6 fE)USP6). transcript variant 1, 
mRNA 


NM 0019S? 

_L > J.VJL \J\J X ZS -J J-i 


Homo saniens P.^F tran serin ti on factor 6 fE2F6). mRNA 


NM 001950 


Homo saniens E?F transcrintion factor 4 Dl07/pl30-bindinc (E2F4), mRNA 


NM 001949 

INIVI \J\J X 


Homo saniens E?F transcrintion factor 3 ( E2F3) mRNA, complete cds 


MM 00S99S 


Homo saniens "R*? F transrrintion factor 1 TE2F1) rnRNA 


NM 099977 


TTomo saniens fattv-acid-CoenTvme A lipase lone-chain 4 (FACL4V transcript 
variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), niRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM_021912 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 3 
(GABRJB3), transcript variant 2, mRNA 


NM_021911 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 2 
(GABRB2), transcript variant 1, mRNA 


NM.000814 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 3 
(GABRB3), transcript variant 1, mRNA 


NM_000812 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 1 
(GABRB1), mRNA 


NM__022650 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 2, mRNA 


NM 003259 


Homo sapiens intercellular adhesion molecule 5, telencephalin (ICAM5), mRNA 


NM_022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group (ICAM4), transcript variant 2, mRNA 


NM_001544 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM_022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3, 
mRNA 


NM 022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 
mRNA 


NM 022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 5, mRNA 


NMJ)225S0 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 4, mRNA 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 3, mRNA 


NM_022578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 2, mRNA 


NMJ)01318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 1, mRNA 


NM__022646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3, mRNA 


NM_022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 2, mRNA 


NM_020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 1, mRNA 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 4, mRNA 


NMJ)22641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 3, mRNA 


NM_022640 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 2, mRNA 


NM_001317 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 1, mRNA 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


\T\yf nOOxl^R 
lNIVx__UZZ-40 O 


Wr\mr* cQni<=»TiQ mal T-pp11 differentiation nrotein CMA1J) transcript variant b. 
mRNA 


XT\/T 001700, 

iNivi uui /yu 


u nrnf v c?»-kif»nc ppII division rvrle fPDP9SCi transcrit>t variant 1 mRNA 


NM 022809 ! 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, niRNA 


xr\/f no 1 1 Ai 
JNJYL__UZ1 1-*H 


TT/trYir* c«ai-*-i£»f»c "V^-rciA? iv»n£nTr r>Amn1 f^mfntin or rfpfppti VP rpnair in PhinP^P hamster 

iiomo sapiens -/v-ray repair uoiiipiciiiciiuiig u.c±c-wlivc< i tpan m \_/iiint>ot' xiainoi^i 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


IN 1VI_U ZZ D D u 


TTr\mr* ea-nipnc "V-rav rpnQir f nmnlpmpntin CT dpfpotivP rpnair in PhinPSP bamster 

cells 4 (XRCC4), transcript variant 3, mRNA 


xiA/f aoo/ia^ 

JNJML_UZZ-WO 


TT/**rvi<-\ conipnc Y«ro\7 -rp-T"i«air nnmrxl pmpntin cr Hpfpp'HvP rpnair in PTiinP^P ham^tpr 
IIOIIIO SdplCIlo A lay rcp«li WIJliipiCIllCIlLlllg uciu^uvt' i tpa n hi v^iihiv^ov nciii io lv^i 

ppllc 4 OTRPPxli tran sprint variant 2 mRNA 

L-Cllo *t \^/\JLV J Vw/V_^*~t ^/j Lldllov/i ipi V di lull I 1 1 11 VI > -Tx. 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cens j ^.AJCvv^v^o rniviNr\ 


xT\/f nn^Am 

JNJVt UUJ^Ul 


TJr.« irv cQnipnc "V" m-\r rp»r»o it* r»nmr»1pmf>titina dpfpptivp rpnair in PTnnp^p namvtpr 
iionio sapiens w-ra-y repair uuiripiciiiciiLiii^ u-cic-^tivc' icpan in v>>iiiiit^a^ iiaiusiu 

pp11<= A OC&CC^A} tran sprint variant 1 mRNA 




T4nmr» csnipriQ "V tr a n^r» Art er nrAfpin 3 OCX^^ transcrint variant 2 mRNA 


in ivi_u i o l y z 


TTriTYir\ conipnc trnnQmpmlirflTiP nrotPin witb T^OT^-Illcp and two TOllistatiri-llrCG 

domain c; 2 TTMFFF^^ mRNA 

Vlvy 111(11 11 0 ^ X IV llvl X «— > yj 11 IX VI ^Ixl. 


NM 006786 

1 > 1VX UuU / ou 


TTomo <?ar»ien«; urotensin 2 (TJTS2i transcrint variant 2. mRNA 

XXvlllv Oiipl vliO til X/LVllOlll X* y^\-*» A UmJ^fJy HWiivvii|yi' » t-*x. xv«-xa^ 5 i.m.AAwt ^ ** 


NM 0?1Q9^ 


TTomo cianipn^ urotensin 2 (TJTS2i transcriot variant 1. mRNA 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


XnV/T A01QQ1 


Wr*mi"» c5»-r%i^nc iimrtinn ri1nlrp*o1nV»in fTTTPi Iran sprint variant 1 mRNA 


INIVI UZ I / j I 


Lr nTTin cam'pnc r«Vi1r\riHp pVtnnnpl fT^T PN^^ tran<;orint variant CI1C!-r>fl mRNA 

xTHJIllvl odpiCIio OlllwlH-lC L/lldlUlC'l \J ^ V^1_»V_^1 N \J J} 11 allOvl Ij/i vai lain v/iv wu 5 nuvi ^jn. 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


TvT\4" AO 171^ 
JNiVl UZ I / JJ 


riomo sapiens cniorioe cnaimei o ^v^/JUv^i^ u ) y uaii^C'iipt vaiiaiiL v^iv^-^j u, iiiivi>^v 


NM_006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 
miviN/v 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


IN 1VI__UU Z 0*+ 1 


Urt-m/A coni^no T^Vi/^cnVi ofi mnci trA rrl A/r" QTi r*1 qcc A ^ nQmYVCTTlfll noptllTTial 

ixomo sapiens pnospnatiuyiiriobiiui giyvyaii, tiado v panjA.y&niai liuuiuinai 
V»f»mricr1r\ViiTniTi?» i ^PTrrA i trjinQprint variant 1 mRNA 

llKZlll\JQl.\JkJlll\JLL IcLJ ^riVJA.y 5 U Clllo^l ipt VClilclllL 1, lllXVl^xj. 


NM 090,47 ^ 


Wnmn canipnc •nVioQnViatiHv1ino<3ito1 crlvp.an cla^ A Tnaroxvsmal nocturnal 

JTlvJlllw odulCllo UllvJopi LaLLvxy llllwol lAJl ^l vciii, uiaoo x*. y^/ai oxiit** uvvi.iu.iiui 

bpmofflobinuria i fPTGrA^ transcriot variant 3 mRNA 

llwlllvJglv/L/lllux A nj \x xvjxxy, ucuiovi ipi vaiimii —/ , *- 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 

Vipmrkcrip/hiniiria i rPT^rA^ tran«;print variant 2 mRN^A 

ilClIlv/gxULrlJllUl xa j XVJ xi. j j ui cLiiowi i jp t vatiaixi ^ 5 iiixvi^xt. 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


ma/t no 1 q i ^ 


TJVvi-*-*^ cor\i c*y> a A "V^T rpppntnr trrr<%ciT»f» Vinacp ( A "VT ^ tranQPTint van ant 1 mR?VJ A 

rioino sapiens aa_l rcucpiur tyrusinc iviiidsc y/^-/\^L^j s ixaiiowiipL v<niaiiL i, iiixvl^^v 


MA/T 


JtlOinO SapiCllb a^liIl-llxVC O V,^^ I l^w ^, lllxVlN-rV 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A mRNA 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

r> T-nP7\F A 
JD, miVTNx^ 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


"X TA A AO 1 071 

JN JVi_Uz 1 O / 1 


riomo sapiens iionnogen, /V aipna poiypepuae ^rvjx^v^, iidiisv^npt vananL aipnd., 
mRNA 


TvTA/f AAA^AC 


xiomo sapiens iionnogen, /v. aipna poiypepLiuc ^ruA^, uousi/iipi variain aipna-jj., 

mT?XT A 


NM_000920 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021 874 1 Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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NM 021873 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 3, mRNA 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 


NM_020990 


Homo sapiens creatine kinase, mitochondrial 1 (ubiquitous) (CKMT1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021962 


Homo sapiens active BCR-related gene (ABR), transcript variant 1, mRNA 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


NM_021794 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 1 , mRNA 


NM_001464 


Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilin beta) 
(ADAM2), mRNA 


NM_021780 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 2, mRNA 


NM_021779 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 3, mRNA 


NM_0 14269 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 1, mRNA 


NM_021723 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), | 
mRNA 


NM_021722 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021721 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_016351 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021832 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


NM_003183 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 


NM_003815 


Homo sapiens a disintegrin and metalloproteinase domain 15 (metargidin) 
(ADAM 15), mRNA 


NM_021641 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM 12), transcript variant 2, mRNA 


NM_021612 


Homo sapiens a disintegrin and metalloproteinase domain 11 (ADAM 11), 
transcript variant 2, mRNA 


NM_006437 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 1 (ADPRTL1), mRNA 


NM_001618 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase) 
(ADPRT), mRNA 


NM 021738 


Homo sapiens supervillin (SVEL), transcript variant 2, mRNA 


NM 003174 


Homo sapiens supervillin (SVEL), transcript variant 1, mRNA 


NM_002505 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1, 
mRNA 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
mRNA 


NM_000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1-1, mRNA 


NM_000673 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class III), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class IT), pi polypeptide (ADH4), 
mRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


NM_021795 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant b, mRNA 


JNJVL Uzl f\)y 


xiomo sapiens k^dz /-Dinuing (oivaj protein ^oiv/Yj, transcript variant z, rnKiN/v 


JNM UUo4Z/ 


Jtiomo sapiens tuz /-Dinaing ^oivaj protein ^01 v/vj, transcript variant i, iiikin/v 


XTTv/f f\0 1 OA/1 


Jtiomo sapiens angiotensin i converting enzyme vpeptiuyi-aipeptiaase i\) z 
(ACE2), mRNA 


JNM UzUZUo 


xiomo sapiens j± transponer protein d yj^i d ), transcript variant i, itukj.n/\ 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM 


Homo sapiens Rhesus blood group, CcEe antigens (RHCE), mRNA 


JNM UlozJz 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NMJ)01680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NMJ)21603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), itiRNA 


NM_021602 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 2, mRNA 


NM_000626 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 1, mRNA 


NM 021601 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


NM021599 


Homo sapiens a dismtegrm-like and metalloprotease (reprolysm type) vsatn 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NM 006988 


Homo sapiens a dismtegnn-hke and metalloprotease (reprolysm type) with 
thrombospondin type 1 motit, 1 (ADAM 1 SI), rnKJSIA 


NM_UU40o9 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant API 7, mRNA 


TvTAyf A11 C7< 

JNM_UzlJ /D 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17delta, mRNA 


JNM UziO/4 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


JNM UU4Jz/ 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


JNM (Jl) 1 51 / 


Homo sapiens glutamate receptor, iono tropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant JNK1-3, mKJNA 


JNM_Uzl dW 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRJN1), 
transcript variant iNivi-z, mtviN/v 


JLNiVl UZUi704 


xiomo sapiens cnonne acetyitransierase ^l^xi/vi ), transcript variant iv, nixvrN/\ 


INiYl \JZ\JyoD 


xiomo sapiens cnonne acetyitransierase ^v^±x/\i j, transcript variant ini, ttiinjna 


JNlVl UZUD4y 


xiomo sapiens cnonne acetyitransierase ^v^xx/\ x ) 9 transcript variant ivi, ituvln/v 


iNlVl UUIOID 


xiomo sapiens actm, gamma z, smootn muscie, enteric v,/\^ i oz )> nixviN/Y 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


JNM Uloooz 


Homo sapiens disrupted in schizophrenia 1 (DISCI), mRNA 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


XTXyf f\ 1 T700 

NM 017783 


Homo sapiens hypothetical protein FLJ2035 / (JbLJzOicw), mRNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM_012215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 

ITLLVi > /\ 


NMJ)20326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM 020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mRNA 


NM_020323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


NM_020298 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A-delta-14, mRNA 


NM_020297 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2B, mRNA 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
2, mRNA 


NM_002288 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAJR2), transcript variant 
1, mRNA 


NM 020983 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA 


NM 015270 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 1, mRNA 


NM_020987 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
1, mRNA 


NM_020977 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 2, mRNA 


NM 001148 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 1, mRNA 


NM 020481 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 8, mRNA 


NM 020480 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 7, mRNA 


NM 020479 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 6, mRNA 


NM 020478 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 5, mRNA 


NM 020477 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 2, mRNA 


NM 000037 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 3, mRNA 


NM 020476 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 1, mRNA 


NM 020475 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 4, mRNA 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1, mRNA 


NM 004041 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 1, mRNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


NMJ)00S72 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NM_0 19860 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


NM_019859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 2, mRNA 


NMJ)17457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 1, mRNA 


NM_004302 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 1, 
mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 
mRNA 


NM_020327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 
mRNA 


NM 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC11A1), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3-alpha hydroxysteroid 
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HeTwHraopnncp tvnp TT\ ( AKft 1 CW ttlRNA 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


XTA/1" 014979 
1N1V1__U1.^Z/Z 


T4nmA cca-nipnc a H-ici-ntpOTMn-liVp flnH TTiptallfvnrntpaQP frPTYrnl v^in tvnei with 

XXUIllU odLllUll» a VXlollltU£^l Hl-lllvU OXIUL ill^UCXllv^^Ji KJ L^aot' Ulj 0111 \,y^J\sj 

thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


iNJ.Vl._U 1 7oOj 


"H/vm/% c?4t%i^tic onlatirvn ■FstptYvr \/ 1 1 1 "nTTipnfiOTilant pnTtrnnnpnt lhemO'nnlll3. A) 
JTlOrnO odpiullb UUdgUldllUil laUlAJI V UULj jJlVJUUagU.Ia.llL UvJlllLJUlluiiL ^iJisiui/L/i..iii.ia. \/ 

(F8) 5 transcript variant 2, mRNA 


xnv>f nnm n 

JNM_UUUx dL 


TJrkrY-kr\ conipnc rr\n mil afirm fViptnr \/ 1 1 1 nrAPHfl Clll^Tlf POTTlT">fiTlPnt niPTTIOnhlllfl. A J 
JTlOlTlO bdpiCIlb UUdgUldllUn ldULUI V JLJLL3 pxUUUd^UldllL UUrilip'lMXUlii ^iiuiiiwpiiina. / 

^.To^l, IXdllbUlipt Vdlldlll X 5 lIlIS-iN^T. 


XTN/T oiqai^ 
1N1VI_U 1 y 0 1 0 


TJrvmr* c^nipnc pnntnilatinn f*!3f*tnr \/TT ( QPT11TY1 TTTntrirOTTiriiri fifynVPTSIOn 
JflDIllvJ odJJlCllo UvJdtiUldLlUIl XdUlUl V J_L ^0^1 uin piuimuinuiii VUUVVlOlV/ll 

or»r*p1prpitr»r^ fF7 1 trnnQprirvf' vafiant' 9 ttTR"MA 
awUClClalvl ) \x / j 9 LlalloUllLJl vaiiaiu 1 1 ia vj. > 


xnvr ooo 1 ^ 1 


Wnmn csinipnc priaonlatirvn faptrvr \/TT ^Qpnim nrntliro'miSi'n conversion 

XXUlllVJ odJJldlo UUdgUlcLLlUll lav LVJ1 V XX yovi ulll pi uflill wuiivvioiuii 

nnnpl pratnr i fP7^ tran<?crint variant 1 mRNA 


NM 007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


MM 091010 


TTnmn <?anien«; defen^in alnha 5 Paneth cell-snecific HDEFA5 1. mRNA 


NM_0 16250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 


xnvr 090^9^ 


tTrtmrv oar\i*»nc i - rit'f»T'l ^nVin 99 (W 99^ tnT^ 1\J A 
11 U 1 1 lyJ odpiCllo 111LU11UU1SJ.11 ^XXj^Z* 1 i 11. VI N 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


1NM._U14.31U 


riomo sapiens similar to mouse ixas, aexametnasone-inuuucu x ^xvfvox-/x^, 
mRNA 


iNIVL_UZU:5ZZ 


xiomo sapiens amiiooue-sensixive canon cnannei j, Lubiii> ^-rvv^x^iN j ^, Lidxiduxxpi 
variant 3 9 mRNA 


INJVx__UzU.5Z 1 


xiomo sapiens amiioriQe-sensiiive cation unannei o 3 ict>ut> ^/a-^v^inj)^, iidxi^unpi 
variant 2, mRNA 


JNjv1_UzU334 


xiomo sapiens a uismiegrin anu mexaiioproLemabc uomdm :>u ^^vx^/\xvx->\j j, 
transcript variant 2, mRNA 




riomo sapiens coagulation iactor -aj. v.piasma inromDopiasLin dnieucuciii^ \r x x^, 
transcript variant 2, mRNA 


JNJVx_UUU iZo 


riomo sapiens coagulation iactor {jjiasma inromDopid^Lin dnicucucixL^ \r i ij y 
transcript variant 1, mRNA 


JNiVL_UUU44J 


riomo sapiens /viJr-Dinaing cassette, suD-iamiiy d {lvxxjisj x /vr j y mciixucx *+ 
(ABCB4), transcript variant A, mRNA 


rNivi__u i o o d u 


riomo sapiens /vix-oinuing cassette, bUD-iamiiy jj ^ivxju'xx/ inr i, iiicixxucx t 
(ABCB4), transcript variant C, mRNA 


IN 1VI_U 1 o o^+y 


xiomo sapiens x\. 1 x -uxnuing udbociic, buu-xdiiixxy r> ^ivxx-^iv/ inx mtmuw " 
(ABCB4), transcript variant B, mRNA I 


IN 1V1_UZ U Ujo 


xx onto sapiens /vix -uinaing cassette, auo-idiixiiy ^v_xr rrsjxvxxsjr j, niuinuui j 
(ABCC3), transcript variant MRP3B, mRNA 


JNJVI_UZUUJ / 


riomo sapiens /vir-Dinaing cassette, suo-iamny w^r ixvivxrs-r^, nicxnucx j 
(ABCC3), transcript variant MRP3A, mRNA 


JNiVl_UU J / 50 


xxomu sapiens Air -omumg cassette, ouu^xdiixiiy \s x j\jivxr\jr j, uicmuci ~j 
(ABCC3), transcript variant MRP3, mRNA 


lNiVI__U 1 y OZ4 


TJr\rv-»i-v oqrtionp ATP 1^-J -n A i n Ct CCpff A Cl lV\-.f*!nTYli i\T T-^ /TV/| I "^P /T A Pi TTIPmT^PT Q 

xTomo sapiens /vixr-Dinaing cassette, buu-xdiiixiy xz> ^xvjjl/ix/ i/\r^ 3 niuxiiuui z? 
(ABCB9), transcript variant 2, mRNA 


VTA/T 01Q£9^ 
iNlVl_U i !70Z»? 


TTomrv ccir>i p»nc ATP Kinrlinrr r»5>cc#=»tfp QllTi-T^TniW R rX/TPiP/TAP^ mPTTlVlPT Q 
xxUfllU SdpienS Air-DlTlUing CdasuLLu, 2>uu™x<iiiiiiy r> ^ivxxyxv/ A xiJ7 ^, iiiuiiiuux .7 

(ABCB9), transcript variant 1, mRNA 


IN 1V1_U UH- O 


xxUIxlO sapiens Alx-DlIlQing udSSuttc, ouu-xaiiniy ^v^x^ xxnjivxxxx^, muiiiucx i 

fABCCn transcriDt variant 1 mRNA 


NM_0 19902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 7, mRNA 


NM_019901 


Homo sapiens ATP-binding cassette, sub-family C (Cx^RTMRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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(ABCC1), transcript variant 5, niRNA 


NM_0 19899 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 4, mRNA 


NM_0 19898 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 3, mRNA 


NM_019862 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 2, mRNA 


NM 019903 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA 


NM 001640 


Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


NM 000407 


Homo sapiens glycoprotein lb (platelet), beta polypeptide (GP1BB), mRNA 


NM_0 15675 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
mRNA 


NM 016824 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1, mRNA 


NM_020039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1 , mRNA 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 


NM_0 17585 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


NM_020238 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), 
mRNA 


NM_006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Rac 1) (RAC1), transcript variant Rac 1 , mRNA 


NM_0 18890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Raclb, mRNA 


NM_018891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
2, mRNA 


NM_0 13430 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 3, 
mRNA 


NM_0 13421 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 2, 
mRNA 


NM 004954 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 2, mRNA 


NM 017490 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 1, mRNA 


NM_004105 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 1, mRNA 


NM_002403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mRNA 


NM_0 17459 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 1, 
mRNA 


NM 005115 


Homo sapiens major vault protein (MVP), transcript variant 2, mRNA 


NM 017458 


Homo sapiens major vault protein (MVP), transcript variant 1 , mRNA 


NM_018894 


Homo sapiens EGF-contaming fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 2, mRNA 


NM 016519 


Homo sapiens ameloblastm, enamel matrix protein (AMBN), mRNA 


NM 017492 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 2, mRNA 


NM 007193 


Homo sapiens annexm A10 (ANXA10), mRNA 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VIL2), mRNA 


NM 016830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP-IB, mRNA 
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■v Tfc AT i\ 1 A 'I 1 1 

NMJJ 14231 


rlomo sapiens vesicie-associatea memordne pruiciu i v a J riia F luulv, ' V111 *v 
(VAMP1), transcript variant VAMP-1A, mRNA 


NM_0 17489 


rlomo sapiens teiomeric repeat uinuuig 1*10101 v. iNJ - iVjLrv miwavimg; x v. a -^xva */> 
transcript variant 1, mRNA 


NM__003218 


rlomo sapiens teiomeric repeal oinuing lat/iur ^i>iivi^v-"iiiLciavyLiii^ 1 ^x^anj. ±j, 
transcript variant z, ttikjn/\ 


NM_0l7455 


Tj rt «->« or.«ianr c-K-/-vrvio l r»*=»li h fiT-iiT'^H -fo /^"frkT Tf»ppTTii*AT 1 f SIP) PR 1 ^ Iran 9 crir)t variant 
Honio sapiens sxromai ceii uenveu id-wior icucptui 1 v. 01 - 71 r ^- i ji uaiwwi^i vauaui 

alpna, mKJN/v 


TvTTV li 

NM_UU/U:Jo 


u^™^ conipnc i-i^fhrin iipQw T>n1vnprjtide-like 1 fCLTCLl^ transcriDt variant 2, 
Jtiomo sapiens ciatnirn, iicd.vy uoiyucptiu.t' 1 ^v/jjivlia^j uanDvuyi. vu.j.iu.iiv 

mrvlN/\ 


JNJVl U 1 /40 1 


UrvmA conipnc "rati -fi QQAfiJitpH "nrotpin ? rRATAP2^ transcriDt variant 2. mRNA 


JNJVL U1/43U 


uvvm/^ conipnc "R a ti .accnri a teH nrntfin 9 fRATAP*^ transcrint variant 1. mRNA 


JNJVl UUlol / 


T4"/-kTYir\ cQnipnc Qrlrlnrin 9 n^pt?i^ TAF)P)2^ transcriot variant beta- 1 mRNA 


JNJVl Ui /4oo 


tir\mn C onipnc aHHiirin 9 TViptft^ ^ AF>T)2^ tran <;criT5t variant beta-4 mRNA 


JNJVl Ul/4o/ 


tj AT „ n canipnc nHHnpin 9 Theta^ r ADT)2^ transcrmt variant beta-6b. mRNA 


"XTN A A 1 *7 A Q £ 

JNJVl Ul /4oo 


Uattia canipnc oHrhip-m 9 rhpta^ rAT^)D9^ rranscrint variant beta-6 a mRNA 


JNJVL U L /4CO ! 


u Arn /x cs»r»i^riQ aHHnpin 9 fhptai ( AP)D2 1 transcriot variant beta-5a. mRNA 


"KT\ /f A 1 1 A Q A 

JNJVL U 1 /4o4 


ti Amn cQni^nc ^HHnniTi 9 ^hptai ( AT^D2 1 tran«;crint variant beta-3b. mRNA 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


NM 017482 


Tj rtW . rt or»»i4£»*-io nrlrlnr-in 1 ^K<»+ci^ ( AT^T^9 i "frraTTi Qprint variant bpta-9 nVRNA 
rlomo sapiens auQucm z ^Dexaj ^ajji/^, LraiibL-iipL vaiiaiit utia niivi>j-v. 


JNJVL ULcOol 


u Anin con i PriC r4TrT?7PSR6Tj999^ nrntein TDKF7P586D2223 j mRNA 
nomo sapiens vjjsjc/LiS. jo\jlj^^^d piutciii ^j-/xvj. z^x ~j uuj^z-^^ j^, iiuvi^n 


xnv jr ai Oil 1 1 

NM 018413 


TT „ ^- ^,"U /-l-rr\i'J-iYl /l Gill "fr\"fTOT1 cfpfCl CP ^ztSi'i^ TTT Yt IN A 

rlomo sapiens cnonoroiuji h-5>uiioli«iiioici«i£>C' ^toi j 3 uLL^i^r^ 


TvTTV X n 1 TOO C 

NM 017835 


Jriomo sapiens enromosome zi open reaumg nainc ^jlivjxu. -'- 7 > /j Aij - Lvx> - r *- 


JNM_U 1 ozZo 


TI/>«AA nnwionn rri -n ^ /I Qtnin An^-nti H q CP ^5i"miT\AnP*ntiria CP W l-ll kP 1 1 rvTSj r p, r 1 < 1 ). 

nomo sapiens arginyi diiiiiiupepLiu.d.ovv ^cuiiiiiupcptivxaovv xjj a viaj.^j. j-^a aji/ 5 
mrsJN/A. 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


TvTTv/T A1 OOAA 

NM 018200 


Jblomo sapiens mgn-moDiiny group z-u/a. \ k rxLvxvj-i.v/^-v/, iiitv-lnz-v. 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


NM 017613 


rlomo sapiens uownstream neignoor 01 ov_^in ^l^v^inov^in j, nuviN-rt. 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM_017456 


Homo sapiens pJeckstrm nomoiogy, oec/ ana coiiea/con aomams i^cyionebm i; 
(PSCD1), transcript variant 2, mRNA 


NM_0 16829 


Homo sapiens o-oxoguanme uin/\ giycosyiase ^uuui;, nuoiedi gene cnouuuig 
mitochondrial protein, transcript variant 2e, mRNA 


NM_016828 


Homo sapiens o-oxoguanme ujn/v giycosyiase ^vjovji^, nutyicdi gene cin-uuing 
mitochondrial protein, transcript variant 2d, mRNA 


NM_0l6827 


Homo sapiens o-oxoguanme ujna giycosyiase v,\^vavjij, nuciear gene cntuumg 
mitochondrial protein, transcript variant 2c, mRNA 


NM_0 16826 


Homo sapiens o-oxoguanme UJN/v giycosyiase ^wvjroij, nuciear gene cneouuig 
mitochondrial protein, transcript variant 2b, mRNA 


"K.TX vT A1 /"OOI 

NM 0 16821 


Homo sapiens o-oxoguanme ujn/v giycosyiase ^juvj i j, nuciedr gcuc ciiL/uuing 
mitocnondnai protein, uanscnpc vandni za, mrviN/Y 


NM_016S20 


Homo sapiens 8-oxoguanine DNA giycosyiase (OGG1), nuclear gene encoding 
mitocnonoriai protein, cranbcnpi vmiciiiL it, iiixsj.>rv 


NM_016819 


Homo sapiens 8-oxoguanine DNA giycosyiase (OGG1), nuclear gene encoding 
mitocnonoriai protein, xransenpi v<in<inL 1 o, iiu\j.n/a. 


NM 00'' 197 


Homo saniens aconitase 1, soluble (ACOl), mRNA 


NM_016841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_016835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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mRNA 


NM_016938 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 
(EFEMP2), mRNA 


NM 005569 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2a, mRNA 


NM_0 16733 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2b, mRNA 


NM 002314 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant 1, mRNA 


NM 016735 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant dLIMK, mRNA 


NM_006855 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1, mRNA 


NM_0 16657 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
1, mRNA 


NM_016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
2, mRNA 


NM 005242 


Homo sapiens coagulation factor n (thrombin) receptor-like 1 (F2RL1), mRNA 


NM_016818 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 2, mRNA 


NM_004915 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 1, mRNA 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant la, mRNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E6, mRNA 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2, mRNA 


NM_003927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
1, mRNA 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
4, mRNA 


NM_015847 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
PCM1, mRNA 


NM_015846 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
1, mRNA 


NM_015845 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
2, mRNA 


NM_015844 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
3, mRNA 


NM_0O2311 


Homo sapiens ligase HI, DNA, ATP-dependent (LIG3), transcript variant beta, 
mRNA 


NM_013975 


Homo sapiens ligase HI, DNA, ATP-dependent (LIG3), transcript variant alpha, 
mRNA 


NM 014190 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 3, mRNA 


NM 014189 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 2, mRNA 


NM 001119 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 1, mRNA 


NM_015831 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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XTTV/T 

NM__UlOz4/ 


Homo sapiens interpnotoreceptor matrix proteoglycan ^vu ^ox rv^ivv^r'viN ^, 
inixiN/v 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SHI 20), rnRNA 


XTA yf A1 £L 1 O /I 

NM 016124 


Homo sapiens Jtcnesus oiood group, u anugen ^kjtll/j, huvtna i 


NM_015865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 
group) (oLL14Al j, mKJNA 


XTTV yf 11 

NM U16112 


Homo sapiens polycystic Kidney disease z-iuce i (rrJuzx^i j, miviNA 


NM__016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 

_,T) XT A 

rnRNA 


XTTV/T f»1 

NM_01oodJ 


Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK 
(ZAK), rnRNA 


XTA if A 1 /TCC/C 

NM 016556 


Homo sapiens kjI 19o, complete wivr vHUMvji lyoA), rriKJNA 


NM_0 16431 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MArKoirZ), mKJNA 


"X.TX K f\ 1 /Tin 

NM 016377 


Homo sapiens A Kinase (rKJvA) ancnor protein / ^AJvAr / j, ttikina 


XTTV/T fi1 /C1/1/X 

NM_0 16346 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 

ml? XT A 


JNIVI UIOjZD 


riomo sapiens zinc linger protein & /*+ ^z^iNr , ^/*+^, rnxvi>/\ 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), rnRNA 


NM UloZy3 


Homo sapiens bridging integrator 2 (BIN2), rnRNA 


XTTV/f f\1 COAQ 


Homo sapiens neuroblastoma-amplified protein (LOC51594), mRT^A 


XTTV/T f\1 ^QOfi 

NM UlDoVU 


Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), rnRNA 


NM 015885 


Homo sapiens PCF1 lp homolog (PCF1 1), rnRNA 


NM_015991 


Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
(C1QA), rnRNA 


NM 016201 


Homo sapiens Leman coiled-coil protein (LCCP), rnRNA 


XTTV/T A1 /T1 CI 

NM 016157 


Homo sapiens tropnmm (1RU), mKJNA 


NM__015S69 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 

mKJNA 


xnv>f ni aa i ^ 
IN 1VI__U 1 DO 1 Z> 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
memoer ij ^oi^v^o/vioj, mrsjN/\ 


INIYI U 1 Oj o zf 


rtomo sapiens r\o i-Dinuing protein ^xNoi-ojt^, niiviN/\ 


lNlVl U1004o 


riomo sapiens j^ll^v^ivla. i or protein v.HJJL>iviAior^j, mrviN/\ 


1N1V1 UIODZ/ 


LJ /\*vi/\ c o ir\ t An o m ;/irrtvtw/>i/i AVi/ioofl / /l Ar»fT />nOitl 1 / i-J A 11/ 1 ■mT?^Vl A 

riomo sapiens nyaroxyaciu oxiuase z ^iong cnamj ^xi/\v_/z.j, iilcvln/\ 


XTTV/T H1 

1N1V1 U1DZ03 


Homo sapiens Fzrl protein (FZR1), rnRNA 


T\JTv/f m ac\o 


Homo sapiens o protem-coupiea receptor z ^ojtjxzj, rnr\jN/\ 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), rnRNA 


NM Ulolo/ 


Homo sapiens bridging integrator 2 (BIN2), rnRNA 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, rnRNA 


XTN/T m Af\nr\ 
NM U14UUU 


Homo sapiens vinculin (V CL), transcript variant meta-VCL, rnRNA 


XTTVyf m 'JQOO 

injyl uuyyz 


Homo sapiens paireu dox gene o ji\aa.o ) 9 transcript variant jr/\yvoii, rnrsJN a 


XTTV/T A1 lOQO 

NM_U13yoo 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
^r Aivis.zj, transcript variant j, itiixina 


XTA/f fl1'2GQ'7 
JNiVl__U13yo / 


Homo sapiens JrarJcmson disease (^autosomal recessive, juvenile^ z, parKin 
^rAJ\K^, transcript variant z, mrviN/\ 


XTTV/T AT OQor 


riomo sapiens neuregunn z ^iNjv\jrz^, transcnpt vanant o, iriiviNrY 


NM 013984 


TTnmo ^anieriQ npurpcnilin 2 fNRG2^ tran^crrnt variant 5 rnRNA 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, rnRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, rnRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, rnRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, rnRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, rnRNA 
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NM 013961 


Homo sapiens neuregulm 1 (NRGl), transcnpt vanant u(jrh, mKJNA 


NM 013960 


Homo sapiens neuregulm l (NRGl), transcnpt vanant nal4J, mKJNA 


"NM 013959 


Homo sapiens neuregulm 1 (NRGl), transcnpt vanant bMDr, mKJNA 


NM 013958 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-beta3, mRNA 


NM 013957 


Homo sapiens neuregulin 1 (NRGl), transcnpt vanant HRG-beta2, mRNA 


NM 013956 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-betal, mRNA 


NM 013955 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-lLv, mRNA 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1S, mRNA 


NM_0 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1, mRNA 


NM_0 13976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


NM_015841 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-c, mRNA 


NM_015840 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-b, mRNA 


NM_001111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-a, mRNA 


NM 014925 


Homo sapiens KIAA1002 protein (KIAA1002), mRNA 


NM 014905 


Homo sapiens glutaminase (GLS), mRNA 


NM 014833 


Homo sapiens KIAA0618 gene product (KIAA0618), mRNA 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 015646 


Homo sapiens RAP1B, member of RAS oncogene family (RAP1B), mRNA 


NM_0 15423 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 
transferase (AASDHPPT), mRNA 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


NM 014397 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA 


NM_0 14249 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 
mRNA 


NM 014361 


Homo sapiens contactin 5 (CNTN5), mRNA 


NM_014341 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


NM 014593 


Homo sapiens CpG binding protein (CGBP), mRNA 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


NM_014273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 1, mRNA 


NM 014449 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


NM_007319 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
374., mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NM_0 13942 


Homo sapiens paired box eene 3 (Waardenbure svndrome 1") fPAX3"4 transcrint 
variant PAX3B, mRNA 


NM_013411 


Homo sapiens adenylate kinase 2 (AK2\ nuclear eene encoding mitochondrial 
protein, transcript variant AK2B, mRNA 


NM_000631 


Homo sapiens neutrophil cvtosolic factor 4 r40kD^ (NCF4 . tramcrint variant 1 
mRNA 


NM_013416 


Homo sapiens neutrophil cvtosolic factor 4 <40kD1 fNPF^ tran<5crint variant ? 
mRNA 


NM_006125 


Homo sapiens Rho GTPase activating nrotein 6 fARITCrAPfi^ trnncrrint variant 
3, mRNA 


NM_0 13427 


Homo sapiens Rho GTPase activating nrotein f% ( ATOTTfr AP6 • trancrrint variant 
1, mRNA 


NM_0 13423 


Homo Sapiens Rho GTPase activating nrotein f\ fATCTTCrAPf* i trariQrrint variant 

4, mRNA 


NM_0 13422 


Homo sapiens Rho GTPase activating nrotein 6 ( ARHO APfVi tran<?rrint variant 
5, mRNA 


NM_001174 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
2, mRNA 


NM 013436 


Homo sapiens NCK-associated protein 1 (NCKAP1), mRNA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


NM_0 13449 


Homo saniens hromodomain arliarent to ^inr fin crer rirkm-ain 9 A /"RAT"'} A^ 

mRNA 


NM_007333 


Homo saniens killer cell lectin-like recentor ^nhfamilv C mpmKpr 3 net "QCX\ 
transcript variant NKG2-H, mRNA 


NM_007328 


Homo sapiens killer cell lectin-like recentor ^nhfamilv P mprnhpr 1 CK1 PP1 i 
transcript variant NKG2-B, mRNA 


NM_002259 


Homo sapiens killer cell lectin-like receptor subfamilv C member 1 HCLRCl^ 
transcript variant NKG2-A, mRNA 


NM_004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 
(FIBP), mRNA 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST317, mRNA 


NM 013409 


Homo sapiens follistatin fFST) transcrint variant FST344 mRNA 


NM 013324 


Homo sapiens cytokine inducible SH2-containing protein (CISH), mRNA 


NM_0 12486 


Homo Sapiens Presenilin 2 (Alzheimer di<?ea<;p 4i rPSP?"NT9 i tranQrrint variant 9 

mRNA 


NM_0 12485 


Homo sapiens hvaluronan-mediated motilitv recentor rRHATVTM'i rHA/TMT?^ 
transcript variant 2, mRNA 


NM_0 12484 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 
transcript variant 1, mRNA 


NM 012483 


Homo sapiens granulysin (GNLY), transcript variant 519, mRNA 


NM 006433 


Homo sapiens granulysin (GNLY), transcript variant NKG5, mRNA 


NM 001930 


Homo sapiens deoxyhypusine synthase (DHPS1 transcrint variant 1 mRNA 


NM_ 013407 


Homo sapiens deoxyhypusine synthase CDHPS") transcrint variant 3 mRNA 


NM 013406 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 2, mRNA 


NM_0 13229 


Homo sapiens apoptotic protease activating factor (APAJFl^ transcrint variant 1 
mRNA 


NM_0 13251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NM 013255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 
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NMJ305102 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), 
mRNA 


NM_004830 


Homo sapiens cof actor required for Spl transcriptional activation, subunit 3 
(130kD) (CRSP3), mRNA 


NM_009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 2, mRNA 


NMJH3227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGO), 
transcript variant 2, mRNA 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NMJ 12428 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
'beta, mRNA 


NM_0 12226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NMJH2369 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA 


NM 012218 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM_0 12324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 1 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransferase (ICMT), mRNA 


NM 012070 


Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NMJ)07308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP1 12, mRNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP 140, mRNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 1, mRNA 


NMJ)05910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 
mRNA 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -LI, mRNA 


NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -S3 , mRNA 


NM_007336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1-S2, mRNA 


NM_007335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -S 1 , mRNA 


NMJ)05106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-N1, mRNA 


NMJ)05002 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
(39kD) (NDUFA9), mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NMJ)00438 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3 A, mRNA 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1L, mRNA 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NMJ)07325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, noRNA 


NMJ)07306 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- j 
delta9-10-llb,rnRNA 


NM_007304 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BKCA1- 
deltallb, mRNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltall,mRNA 


NM.007302 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10, mRNA 


NM_007301 


Homo sapiens breast cancer 1, early onset (BRCA1), transcnpt vanant BRCA1- 
deltal5-17, mRNA 


NM_007300 


Homo sapiens breast cancer 1, early onset (BRCA1), transcnpt vanant BRCAl- 
deltal4-18,mRNA 


NM_007299 


Homo sapiens breast cancer 1, early onset (BRCA1), transcnpt vanant BRCA1- 
deltal4-17, mRNA 


NMJ)07298 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-ll,mRNA 


NM_007297 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta2-10,mRNA 


NM_007296 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla', 
mRNA 


NM_007295 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAlb, 
mRNA 


NM_007294 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla, 
mRNA 


NM_007322 


Homo sapiens RAN binding protem 3 (RANBP3), transcnpt vanant RANBP3-d, 
mRNA 


NM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


NM_007310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript vanant S- 
COMT, mRNA 


NM_000714 


Homo sapiens benzodiazapme receptor (penpheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


NM_007311 


Homo sapiens benzodiazapme receptor (penpheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcnpt vanant b s mRNA 


NM 007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript vanant b, niRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(A±>L1 ), transcnpt variant a, itikjna 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NM_007288 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2a, mKNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant Ibis, mRNA 


NM_006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


NM_006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant bHUX/a, 
mRNA 


NM_O03030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant bHUX2t>, 
mRNA 


NM_003005 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(SELP), mRNA 


NM_006718 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
2, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate earner), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


NM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2c, mRNA 


NM_O07087 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2b, mRNA 


NM_001740 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 2, mRNA 


NM_004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 1, mRNA 


NM_000632 


Homo sapiens mtegrin, alpha M (complement component receptor 3, alpha; also 
known as CDllb (pl70), macrophage antigen alpha polypeptide) (ITGAM), 
mRNA 


NM 007097 


Homo sapiens clathrm, light polypeptide (Lcb) (CLIB), mKNA 


NM 007099 


Homo sapiens acid phosphatase 1, soluble (ACri ), transcript variant D, mKJN/\ 


NM 007177 


Homo sapiens TU3 A protein (TU3 A), mRNA 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mRNA 


NM 006486 


Homo sapiens fibulin 1 (FBLN1), transcript variant D 3 mRNA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
4, mRNA 


NM_006131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
5, mRNA 


NM_006130 


Homo sapiens bone morphogenetic protem 1 (JdJYLt i), transcript variant .oivir i- 
6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
2, mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


mm nn7noR 


jnuiiio t>apicnb rcLiC/Uiuii h \xs*i x\<-tj y iijlxvjln/a. 


MM (\(\1C\A& 
IN1VI UU/UH-O 


JLIUIIIU odpicnb ddollll 111101 U11UI 11 llllCIldOC lUUdLCU pivJLClll ^ J - /JLV - L - LL/ - LL ^ iiJJ\J.N^\. 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 

tVvrrmnhncTVYnHiri hmp 1 mntif & /'AnAA/rT^R\ mPM A 
Lnxuixiuuapunciin lypc i inuui, o ^nx/niviioo^, iiixvin/a. 


INIVJL_UU /UjO 


UAmn compno o c , -i-r\tp»rrrir"»_l il^** 5»n/*1 m^f'JillrvrYtvYfvsic^ ft*<»TYrn1\/C"in tVT>f*l With 
XXUlllU odpiCIlo d UlolIHCgl 111-lIlVC dllll IllCldllUpi ULCdoC ^ICpiUiy olll lyy^J Willi 

Llll IJlllUVs&pVsllUlll lypw i lllWLllj «J ^aggl & vdllaaC^r ^ ^/IX/iUVl l lj J y ? niAVi. >ri 


MM 00£7QQ 


XlUIIlO octpiCIlo prOLCdoCj oCIlllC, ^LCdLlolllJ ^JTIVOO^L 1 J 9 IIUVIN^V 


MM 006R14 


TTr*TYir\ c^nipno Tvmff»5acrvmf* ^ nrrtcnmp TYiapiWrtniT^ inlriVvitfYr cnVinnit' 1 iPT^ 1 
XiUillO £>apiCil£> pi UlCdMJillC l^piVJoCJlllC, HlOXsl XlyJaUlJ 11I111U1UJI oUULUUL 1 yx XJ 1 J 

(PSMF1), mRNA 


1N1VJ. UvjHDO 


TJ/vmr» coniVnc r"\a i-rprl V\<w cr&rif* R /TP A "V 55^ 'f~r?incr»'rinf' vnrimit P A VR A TYlT?MA 
JGLUIIIU bapiCIlo pallCU UUA gCUC o yxr\J\^OJ 9 Udllol/lipi Valla.HL A AAOA, llUVLNrv 


MM 00^700 


XTOIllU t>d.piCIlo tlLHl lllllllLlllUglUUUllll UUIlldlH piULClIl ^lIiyL/Llllll^ ^1 xxxJj^ IIJXSJ.NjTV 


MM 0067R? 

1N1V1. UUO / OZi 


XXUlIlw odpiCIlb £A\\\s llll^Cl pi VILCH1 W 11JVC 1 \l-^xr X Llj 3 IIIXVIN^V 


MM 0067QS 


T-TrfcTinr^ oo-ni c T7T-T HriTYiain r* 1"Q i n i n ct 1 /'T^ T-l Pi 1 ^ Tnl?MA 

JLJLVJI11VJ odpiC/Ilo X2/XX \X\JLllCiHL V>Ulllallllll^ 1 ^JOX lis 1 J ? llJULvl^i*. 


NMJ)0658S 


Homo sapiens sulfotransferase family, cytosolic, 1C 3 member 2 (SULT1C2), 

ml? MA 

IIlTSJLNxv 


xtm nn^£Q4 


XXUII1U adpiCIla J UllipJIlg LldlloHJOclLlUll Ul CdK.pOJJ.lU JLJD^j IIJJVIN^V 


MM 00/^07 


"PT/^-mrk cgni'pn c Vi*»cit cV»rkr«V 70VPJ -nrrtt^in 52 HPT A mT?MA 

numo bdpicnb ncdi onut/jv /v/jsj-/ piuicm o i^xxoi /a.o j, iiuvin/a. 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


1n1YL_UUO 


Homo sapiens nudix (nucleoside diphosphate luiked moiety X)-type motif 3 

I^IN \JxJ 1 d ), nirvlN/\ 


mm nnn/^^ 


jtioiiio t>dpienb sciecxiii ju i^iyiTipnooyLC ciciiicbiuxi rnvJicc/Uic 1 j \c>xzl^xj i, iiixvi>i/\ 


mm nn^4R52 


riomo sapiens KcionexoKinase ^n^cio Kinase^ ^js^jnjs.^, iTdnscripi vaiid.ni u, jtlinj.n/a. 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCC1), mRNA 


mm nnA^^o 

iNlVl UUOJJ7 


riomo sapiens nign-moDiiiiy group zwr> ^nivivjzuo j, mi\j.N/\ 


NM 006469 


Homo sapiens NS1 -binding protein (NS1-BP), mRNA 


jNiM UUOJ4U 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


JN1VL_UU 1 JO 3 


Homo sapiens aldo-keto reductase family 1 , member C 1 (dihydrodiol 
dehydrogenase 1; 20-alpha (3 -alpha)-hydroxy steroid dehydrogenase) (AKR1C1), 

mPMA 


MM 00090? 


n.UIIl(J odpiClxo lUUIUIldlC Z-bU.lIdLdbC ^XxUIlLCI ayilUl UillCj yxLJ&j) UTdllbL/lipL Vdlldlll 

1 rrVRMA 


mm 005890 


TTnmo c jiTii pn <? orr^wtTi nTTPQt— Qnf*pifir* 7 ( C~r A ^17^ tTanQprint v?iTiP»nt Vi mP T^J A 
XlVJliivJ oapicilo gi u w ill ailwol ojJCUllll/ / ^VJr».u / y 5 Liailowlipt vailaiii u y 1 1 ii. v± > f\. 


NM_006123 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS) 3 transcript variant 
2 mRMA 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


MM OO^QQO 


xiomo sapiens senne/inreonine Kinase iu ^ouviuj, miviN/\ 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


MM (\(\£l(\A'\ 
lNiVl__UUOUH- 1 


xiomo sapiens neparan suiiate ^giucosamme^ o-^-suiiotransierase jx>i 
(HS3ST3Bl),mRNA 


MM 00/^OA9 


Homo sapiens heparan sulfate (glucosamine) 3 -O -sulfotransferase 3A1 
(HS3ST3A1), mRNA 


xnv/f oo^Ozi^ 

IN 1V1__U U OU'rJ 


riomo sapiens neparan suiiate ^glucosamine^ j-LJ-suiiOurarisierase z ^nojoizj, 

m"PM A 
nixviN/\ 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
nrotein-H fGDF5^ mRNA 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23 A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM_005688 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NM_005562 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
1, mRNA 


NM_005534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPRS 6), mRNA 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA 


NM_005503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(XI 1 -like) (APBA2), mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AK.T3), mRNA 


NM_005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


NM_005265 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 1, 
mRNA 


NM_005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS, mRNA 


NM_005236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


NM 005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21 A3), mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1, mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFS1), mRNA 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6 (SLC12A6), mRNA 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2, 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAP1), mRNA 


NM_001478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:(N-acetylneuraminyl)- 
galactosylglucosylceramideN-acetylgalactosaminyltransferase (GalNAc-T) 
(GALGT), mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA 


NM 004030 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant c, mRNA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b, mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7), transcript variant 2, mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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B and C (VAPB), mRNA 


NM_004774 


Homo sapiens PPAR binding protein (PPARBP), mRNA 


NM 004819 1 


Homo sapiens symplekm; Huntmgtm interacting protein I (orK), mRNA 


NM 004169 


Homo sapiens serine hydroxymethyltransferase 1 (soluble) (SHMT1), mRNA 


NM_004186 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3F (SEMA3F), mRNA 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


NM 004161 


Homo sapiens RAB 1 , member RAS oncogene family (RAB 1), mRNA 


NM_004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 1, mRNA 


NM 004253 


Homo sapiens phospholipase A2-activating protein (PLAA), mRNA 


NM_004562 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PARK2), transcript variant 1, mRNA 


NM_004705 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor, repressor of (P58 repressor) (PRKRIR), mRNA 


NM 004883 


Homo sapiens neuregulin 2 (NRG2), transcript variant 1, mRNA 


NM 004559 


Homo sapiens nuclease sensitive element binding protein 1 (NSEP1), mRNA 


NM 004646 


Homo sapiens nephrosis 1, congenital, Finnish type (nephrm) (NPHS1), mRNA 


NM 004897 


Homo sapiens multiple inositol polyphosphate phosphatase 1 (MINPP1), mRNA 


NM 004527 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 1, mRNA 


NM 004912 


Homo sapiens cerebral cavernous malformations 1 (CCM1), mKJNA 


NM 001572 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant a, mRNA 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ELF3), mRNA 


NM 004505 


Homo sapiens ubiquitin specific protease 6 (Tre-2 oncogene) (USP6), mRNA 


NM 004761 


Homo sapiens RAB2, member RAS oncogene family-like (RAB2L), mRNA 


NM 004495 


Homo sapiens neuregulin 1 (NRG1), tianscript variant HRG-gamma, mRNA 


NM 004821 


Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA 


NM_004458 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 1, mRNA 


NM 004091 


Homo sapiens E2F transcription factor 2 (E2F2), mRNA 


NM_004714 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant a, mRNA 


NM 004859 


Homo sapiens clathrin, heavy polypeptide (He) (CLTC), mRNA 


NM_004921 


Homo sapiens chloride channel, calcium activated, family member 3 (CLCA3), 
mRNA 


NM 004344 


Homo sapiens centrin, EF-hand protein, 2 (CETN2), mRNA 


NM_004332 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (BPHL), mRNA 


NM 004842 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM_004769 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1, mRNA 


NM_004027 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcript variant a, mRNA 


NM_004003 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AOP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NMJ302390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1, mRNA 
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NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM_003995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM 003994 


Homo sapiens KIT ligand (KITLG), mRNA 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


NM_000755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/ 15 2, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-like (CHC1L), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA ! 


NM_003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMD13), mRNA 


NM_000447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


NM_000021 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type IH) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier). 
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mpmhpr ^ AST A3 i nuclear aene encodiner mitochondrial nrotein, transcript 
variant lb 5 mRNA 


MM* 

XN1V1 XjyjZ.JOH 


Wnmn QamWis nairfd hn\ apne 7 fPAX7 1 fran<*crint variant 1 mRNA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


JN JVx_U UZ Djj 


xxonio sapiens soiute earner iamiiy zz ^organic cation iiaiibpuiici^, uiciiiuci x 
lilrp TST r , ??A1T i mRNA 




Unmn canipnc nntrinri^tir* rw^ntiHp Tf*r(*r\t(\r T^/oiianvlatf* cvcla^f* R f atri on 3.1X1 uretlC 

XXU1I1U odL/iC'llo 1 Id LI 1 UX C/Lll^ LyC-ULlUC 1WL(/|JIU1 XJ/ J^UCHljr la Lis V J' ^lclOV^ J— » ^auiviiuiiAUi vuw 

nentide recentor B i HSTPR2 1 mRNA 


NM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
1 mRNA 

Xj llliNJ.X.^1, 


NM_003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA 


XN1V1 UUJ^/VJ 


xxoniu oapiens myoincbixi ^ivi-pruiciiij z. ^iujinj-/^ \xvx xwivx^y, iixcvx^/t. 


NM 000899 


Homo sapiens KIT ligand (K1TLG), mRNA 


"NT\/f ' 


riomo sapiens soiute carrier iamiiy d ^activators 01 aioasic duu neutrai anxuio 
acid transport), member 2 (SLC3A2), mRNA 


±n1V1_UU io/7 


riomo sapiens mannan-Dmumg lectin senne protease i ^^^/v^z acuvaung 
component of Ra-reactive factor) (MASP1), mRNA 


IN 1V1_U UZjJj 


riomo sapiens mmor-associaLeu caicium signal xransuut/er z ^x/w^o x x^z,^, 


MM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 

V4llani 1 , IiXX\J.>/^ 


IN ivx__UUZZ 74 


jciorno sapiens lysosoinai-aabULxaLCU. niciiiiji.aiic piuLcixi ^x^^axvxjtz.^, tiaiisuiipL 
variant LAMP2A, mRNA 


INIVI UUZZO^t 


riomo sapiens Karyopnenn aipna i ^lixiporxm aipna dj ^js_ri>r\x ), iiixvin^-v * 


i\llVx_UUZZO 1 


riomo sapiens Kxiier cen lecrm-iiKe receptor suuxdiixiiy v^, incnxucr d yrs^sss^jj, 
transcript variant NKG2-E, mRNA 


1N1V1 UI/ZZjU 


xiomo sapiens junction piajcogioom ^jurj, iran^L/npi variant x, iiixviNrv 


NM_001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 

fran c r'TiT^t" ttot^i can't V\ tyiT? "^T A 

ixaiioivX ipt vaxiani u 5 iixxxx>f/\ 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), rnRNA 


IN iVl_U \JjOJ~Z. 


xiomo oapicnb nucicar rcccpiur bixuiaiiiiiy j, giuup ^v, niciiiucx z ^iNi\.jrLN«^, 
mPMA 

IIUlNJLN^V 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 

^VJJVLINZX-'^, nxiA-lN/\ 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 

vdiiaiit xiLip, iiirvi>/\ 




STLKJlliKJ odLJlCllo glUI^IllinC*XrUULUiSC-v>-pilOopiiatC tl alIbaIllXlX<XdC 1 ^VJX XXX/, llU\_L^.fT. 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 

mRNA 

IIIXXXN^Y 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 

PTiPfifiitiO' TnitpipVinnrTrisil -nrotpin fr^n QPT*i"r»f variant 1 mRNA 

^llwVJUlllg 1111 HJv/lltXllUl Idl ^IlLJLClllj Ll dlloLvl l|_/t VClllClllL 1, liU\J.^/\ 


XNJ.VX V/U«)U t T t T 


T-Tr\Tnr\ QaTiipnc rrrr\"\xrfVi o-rr<=*ct_.cnRr*i fi 7 ( (~r A Ss7 1 tran^PTHrvt v^Tiant a mRNA 

XXU111\J odJJlt^llo t^lvWlIl oilCoL oJJCL-lllv / ^VJxA-O / J s UullOvllpl VdlldllL <X. llUVl^i*. 




TTrfcmA Qa"nif*nQ crlntam?itf» Af^cnrVirvY^nQf* 1 /'Hrain 671cT^)i ^OAT^l^ tTan < ?f^ri'r>t 
irxuiiivj oaL/it>iiD gi U-tdllldLC UCvai UUA Yladv 1 ^ui oiii) \yj it\-x-J i ^, u. anou ±l-/l 

variant GAD67, mRNA 


NM 00081^ 

XN1VX UuuO 1 D 


l-Tninri QflTiif*nQ cramma Qtnin AhnHnnp nr*iH ^(T-AT^ A"^ A rpppTYtrvr Hptfl 9 
xxvjii vkj sdiJit-iics gaxiixiia-aiiiiiiuuiiiyxiL' dtviij ^vj^vjjx^.^ icLytpiui, ucia z» 

(GABRB2), transcript variant 2, mRNA 


NM 000146 


Homo sapiens ferritin lieht nolvnentide fFTL), mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 



427 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM_001359 


Homo sapiens 2,4-dienoyl CoA reductase 1, mitochondrial (DECR1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001337 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


NM_001835 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCL1), transcript variant 1, 
mRNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
nonbrain, mRNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


NM 003993 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 
mRNA 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003465 


Homo sapiens chitinase 1 (chitotriosidase) (CHJT1), mRNA 


NM_001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 1 , mRNA 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
1, mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1 , mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


NM_001160 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


NM_001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
2, mRNA 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2A, mRNA 


NM_O01135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 1, mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short, mRNA 


NM_003812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM_001095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


NM 003186 


Homo sapiens transgelin (TAGLN), mRNA 


NM 004084 


Homo sapiens defensm, alpha 1, myeloid-related sequence (DEFA1), mRNA 


NM 022908 


Homo sapiens hypothetical protein FLJ12442 (FLJ12442), mRNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13195 similar to stromal antigen 3 
(FLJ13195),mRNA 


NM 022903 


Homo sapiens hypothetical protein FLJ12800 (FLJ12800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FLJ12496 (FLJ12496), mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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JNM_0io~O / 


JnLOITlO Sapiens lOW QCnsiLY lipoprotein-! Clo-LCU. ljiuli/Xii x J-> ^uci&icu ill iuj.iiuj.oj 
^J^Xvx ID J 7 IIlXvlN /\ 


JNJV1 UlH-^Zl 


nuino sapiens iccloiiicqiii-z. ^Jvi/vriuoii^ nuvi^n 


JNiVi UI411Z 


Urvrvn-k co-niArtc fr-i r«li r^fViin/'^-nVi ol ov* fr^ol cimHrnmP T CTF^TIf* I 1 ' W PSI 1 1 TT1 XT A 
XlOlilO Sapiens ILlCnurnillOpilalarigCal &yilUi.UJLiic x gcuc- ^ixvroi/j ixuxxN.rx 


XTN/T AAfK^Q 
JNM_UUU3oy 


xiomo Sapiens rnoaopsm ^opsm z, ruu. pigiiiciit/ ^icliiiiuo pigxixciiiu&a *+, 

antACAmal Hnminnnt^ fRT-TfYi mRXJA 

dtiUJoUllJcll ULSJlLlllLciLlLJ ^XNJ.Xv-'^, 1 1 1JL V-L > XX 


MM 0194S? 

1N1V1 V/lZf*TJ^ 


Hnmn <? aniens transmembrane activator and CAlvIL interactor (TACD. mRNA 


iNlYl \J\JD JOf 


T-Tnrnn csmien^ rrprnQcrelfn 9 ^TACtI 7\T9 i mRNA 


xtm nn^^i^? 


TTnmn cnnif>nc PA-ntnfrin a^QOPiateH nrntein 1 ((. ^T^T l^APl ^ mRT\TA 


xtn/t noA^nfi 

iNlVi UV/03U0 


TTnmn co-ni pnc PAC tv? 1 nrntpin artivatnr fR ASA9 i mRT^JA 


XTKyf A 1 A AO 7 


Jriorno sapiens copinc v jul ^riNij / ^, mxviN^v 


JNJVl UUOU.5Z 


Jtionio sapiens copinc vi \neuronaij ^L/iinjdo jiusa\j-v 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIP1), mRNA 


"MAT A01 071 

JNM 


Jtionio sapiens nean ana neural cresi aenvauves expresseu z ^jcxtvlni^zj, irirsj.N/^v 


JNM UujJjy 


riomo sapiens nuntingun inieracimg proxem z ^jri-Lrz^ miviN/v 


jnjvi uziyzu 


riomo sapiens secretin ^0^1 mrUNA 


JNJVl uit>4yi 


riomo sapiens mixocnonanai riDOSomai proLem lj / ^ivjjvi: i^o / j, iiusjrsjrx. 


iNlVl_Ul^-Zl 1 


xiomo sapiens gaiiuiia-aiiunoDutYr ic acici ^vj^a r>rv j rv rcucpiui, pi ^vjxajl>x\jl 

m"PXT A 


INIVI UU^fO^o 


nOino sapiens XVrvo piUlClll dL/LlVclLOl hk.c i ^vj^\_l j. liisszj ^ivrvorviji j 5 iiuvi^rv 


iNlVL UUHoU / 


xiomo sapiens neparan sunaic o-v-/-suiioudii&icicioc ^xxouox iiirs_L>rv 


XTA/f An 9 £99 
iNIVI UUZOZZ 


xiomo sapiens preioiom 1 ^rrui>i i^, nuviNrv 


iNIVI UlOloO 


nomo sapiens caipain i, ^iuu/i) large buuuiiiL i,v_/rvriN 1 iiiivln^a. 


1N1V1 UUi IHrO 


riomo sapiens carpam z 5 ^m/U-j large suDumi i>z.j, iiixvln/^. 


XJA/T A1A9QQ 
INivl Ul^fZi/y 


xxOiiio sapiens oroinuu>oni<iiii'-L'Uiiiaiiiiiig *t v.x^AVJL/'ty, iiiru.>ri. 


XTA/f AA79A& 
iNIVI Uu/ZUo 


tT/-*-n-»r% oo*-»i*»nC! ■mi+r*r'l-»ri-nr1t*i q1 tiKac attiqI T\YC\\f*\X\ T "\ /TV/1 1? PT ^ i ml? XI A 

XiOnio sapiens miLOL'nonu.riai injuooiiicii pioiciii -l^j) ^ivxxsjt l^^>j } i i n vi n /». 


NM 022838 


Homo sapiens hypotlietical protein FLJ 12969 (FLJ 12969), mRNA 


XIA/f A99B77 
iNiVi UZZoO / 


xxomo sapiens nypoinetiL/ai proicm vl^j^^ojd yx/ z,z,oj j iiixxjln^v 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


JNJVL UzZoiy 


riomo sapiens pnospnonpase /\z, group ixr {r ju/\zvjrzr ^, miviN/\ 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 


NM 020061 


Homo sapiens opsin 1 (cone pigments), long-wave-sensitive (color blindness, 
protan) ( OJr N 1 L, W ) , mKJN A 


JNM_000j 13 


Homo sapiens opsin 1 (cone pigments), medium- wave-sensitive (color blindness, 
aeuianj ^vjjtin iivi w ), nruviN/v 


XTA/T nni 7AR 
1N1V1_UU 1 /Uo 


xxomo sapiens opsin i ^cone pigments/, snorx-wave-sensiuve ^t/Uior Dimuiicac*, 

frit cm i r'OPXJI QW^ mPXT A 

ixiian ) ^un\ lowj, itu\jln/\ 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


XTA/f A9911Q 


xxUiiiu sapiens vjuinjt iamiiy rcL/CpLUi aipixa t ^vjx/i\_rv. <, T > ;, iixx\j.Njtv 


XTN/f AA9A8^ 


nomo sapiens iNijmegen ureaKage synurome x ^niuiui^ ^ndoi j, iiuviNrA. 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


XTTV/f AA^Q#C7 

JNM OUjou/ 


riomo sapiens uown synarome cnticai region gene ^jljo^jn^+j, itiinjin/v 


•kta/t aa^aq7 
JNJV1_OUjUo / 


jtiomo sapiens rragne -a. mental retaraation, autosomal nomoiog 1 ^r-AJvi j> 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


XTN/f AAA/111 

JNM_00U43j 


xiomo sapiens neutropnii cytosoiic iactor z ^odku, cnronic granulomatous 
disease autosnmal 9 i rMPF?^ mRNA 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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degeneration) (SCA7), mRNA 


NM_003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 
(NLVCF), mRNA | 


NM 003941 


Homo sapiens Wiskott-Aldrich syndrome-like (WASL), mRNA 


NM 020680 


Homo sapiens N-terminal kinase-like (NTKL), mRNA 


NM 022789 


Homo sapiens interleukin 17E (IL17E), mRNA 


NM 022787 


Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adenylyl 
transferase (NMNAT), mRNA 


NM 022786 


Homo sapiens likely ortholog of yeast ARV1 (ARV1), mRNA 


NM 022785 


Homo sapiens hypothetical protein FLJ23588 (FLJ23588), mRNA 


NM 022775 


Homo sapiens hypothetical protein FLJ22127 (FLJ22127), mRNA 


NM 022773 


Homo sapiens hypothetical protein FLJ12681 (FLJ12681), mRNA 


NM 022772 


Homo sapiens hypothetical protein FLJ21935 (FLJ21935), mRNA 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 


NM 022756 


Homo sapiens hypothetical protein FLJ1 1730 (FLJ1 1730), mRNA 


NM 022739 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 


NM 022725 


Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (EPT), mRNA 


NM_005443 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), 
mRNA 


NM_004670 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 2 (PAPSS2), 
mRNA 


NM_001084 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 
mRNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


NM 007331 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 


NM_007123 


Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 
mRNA 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


NM_006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA 


NM 018962 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


NM 018848 


Homo sapiens McKusick-Kaufman syndrome (MKKS), mRNA 


NM_0 17424 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECR1), 
mRNA 


NM 015889 


Homo sapiens TPA inducible gene-1 (TIG-1), mRNA 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


NM 013441 


Homo sapiens Down syndrome critical region gene 1-like 2 (DSCR1L2), mRNA 


NM 012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA i 


NM 007173 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 


NM_000501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), mRNA 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) (PYGM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 
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NM. 000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


NM_ 000462 


nomo sapiens uDiqumn protein ngase no a ^numan papnionid. vii ub jz,o- 
associatedjprotein, Angelman syndrome) (UBE3A), mRNA 


NM 001064 


riomo sapiens transKeioiase ^ wernicKc-Jsx>rsaKoii synuruinej \lj\.x iijxsjln-tx 


NM 000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOF1), mRNA 


NM_000455 


Homo sapiens senne/tnreomne Kinase 1 1 (reutz-jegners synarorne,) ^oiivi ij, 
mRNA 


NM_002351 


Homo sapiens biu domain protem 1 A, uuncan s disease ^lympnoproiiierauve 
syndrome) (SEED 1 A), mRNA 


NM_000336 


Homo sapiens sodium channel, non voltage-gated 1 , beta (Liddle syndrome) 
(SCNN1B), mRNA 


NM__000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3), mRNA 


m ir r\r\. t t 

NM_0003 1 1 


Homo sapiens prion protein (p27-30) (Creutzfeld- Jakob disease, Gerstmann- 
Straus ler-ocnemker syndrome, iatai iaminai insomnia) ^JrKiN.rj, miviN/v 


NM_000299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 
(PKP1), mRNA 


NM_000283 


Homo sapiens phosphodiesterase 6B, cGMP-specific, rod, beta (congenital 
stationary nignt blindness j, autosomal aommanij ^utiorsj, mrvJN/v 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


NM_000260 


Homo sapiens myosin VILA (Usher syndrome IB (autosomal recessive, severe)) 
(MY07A), mRNA 


~k.ni. a~ ArkO"7 / >n 

NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NM_000194 


Homo sapiens hypoxanthine phosphoribosyltransferase 1 (Lesch-Nyhan 
syndrome) (HrRl 1), mRJNA 


NM_000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
syndrome) (CjLRAI), mRJNA 


NM_003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive) (DYSr), mRNA 


NM 000081 


Homo sapiens Cnediak-Higasni syndrome 1 (CJtlbl), mRlNA 


NM_00U052 


Homo sapiens ATPase, Cu++ transporting, alpha polypeptide (Menkes 
syndrome ) (A i x /aj, mKJN a 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 
autoantigen) (AMrJd), mKJNA 


JNM \JZloo5 


Jblomo sapiens c l AOJb- 1 protein ^ i altc- i ihkin a 


NM Ozzooz 


riomo sapiens meiotic cnecjcpomt regulator uvii^rivj, iuiuna 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


NM_00056y 


Homo sapiens re iragment 01 IgCj, low attmity ma, receptor lor ^ljlho) 
^JtCCjK3A), mKJNA 


JNM VUvoVZ 


xiomo sapiens toiate receptor 1 ^aauii; (ru.L,-Ki J, uanscnpt vanani z, mxsj.N/\ 


jNivi woyy i 


riomo sapiens zinc linger protein iy / ^z^int iy / j, iiixvin/a. 


NM_0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 

^oAo mxvLN A 1 


TsTTVT 003979 


TTnmr^ QflnipnQ rprinnif* npiH infliir.Rd % TRAT^^ rnRNTA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor VH[-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


NMJH6424 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 
mRNA 


NMJU2152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 7 (EDG7), mRNA 


NM 007360 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (D12S24S9E), mRNA 


NM 004924 


Homo sapiens actinin, alpha 4 (ACTN4), mRNA 


NM 001102 


Homo sapiens actinin, alpha 1 (ACTN1), mRNA 


NM_012128 


Homo sapiens chloride channel, calcium activated, family member 4 (CLCA4), 
mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA 


NM 018977 


Homo sapiens neuroligin 3 (NLGN3), mRNA 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NM__012135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA ! 


NMJ)07161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


NM_006114 


Homo sapiens DNA segment on chromosome 19 (unique) 1177 expressed 
sequence (D19S1177E), mRNA 


NM_006014 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (DXS9879E), mRNA 


NM_004699 


Homo sapiens DNA segment on chromosome X (unique) 9928 expressed 
sequence (DXS9928E), mRNA 


NM_0036S3 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 
sequence (D21S2056E), mRNA 


NM 015484 


Homo sapiens GCIP-interacting protein p29 (P29), mRNA 


NM 013263 


Homo sapiens bromodomain-containing 7 (BRD7), mRNA 


NM 022157 


Homo sapiens Rag C protein (GTR2), mRNA 


NM 014604 


Homo sapiens Tax interaction protein 1 (TIP-1), mRNA 


NM 001915 


Homo sapiens cytochrome b-5 61 (CYB561), mRNA 


NM 012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


NM 022482 


Homo sapiens hypothetical protein FLJ21794 (FLJ21794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


NM 022489 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


NM_022464 


Homo sapiens endoplasmic reticulum chaperone SIL1, homolog of yeast (SIL1), 
mRNA 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 
(FLJ22548), mRNA 


NM_022450 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FLJ22357), mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRIP1), mRNA 
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mm oi^szii 


UntYiA cflm'pn<? cmanine nucleotide binding nrotein 13 ffamma fGNG13^ mRNA 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


xnv/f niAQAfi 

IN 1V±__U 1 4740 


TTomo c^-ni^riQ cn^Qtir naranlecria A fanto<;on ia1 dominant" snastin^ fS!PCi4^ 
mRNA 


NM 079146 

XNIVJ. \J X *~rU 


TTomo <:anien<; nenronentide FF 1 * RFami de-related nentide recentor fOT7T022\ 
mRNA 




TTomo "?anien<? nenronentide G nrotein-couoled receotor* neurODeDtide FF 2 
fisjPGPRi mRNA 

^lil VJX XX. J , llJULviiix 


JL> 1YX \J\J ^LiZs ~J O 


TTomo sanien<? RYTC recentor-like tvrosine kinase fRYIO mRNA 


NM 007911 


TTomo cnnipnc rincr "Fin opt nrotein 1 fRTNGl^i mRNA. 


NM 021 1 1 1 


TTomo <?anien<; rever^ion-inducinff-cvsteine-rich Drotein with kazal motifs 
(RECK), mRNA 


NM 001655 


TTomo ^anien*; archain 1 (ARXDN1 i mRNA 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN14), mRNA 


NM 0066R6 


TTomo Qiinipn^ artin-like 7R f ACTT mRNA 

XjLVJlllVj OdpiVllo ClVv IX11 - lllvt/ / XJ V-^ X X_> / XJ ) , 1 1 XX VX N -TA 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


"VTA yf f\f\ < Q ^ A 
JN1VI UUjojO 


xiomo sapiens receptor ^caiciionmj aciiviLy mocniymg proiem o \Kj\1vxjr3j, 
mRNA 


xta a no ^ o A 


xiomo sapiens receptor ^calcitonins activiry mouirying protein z yi\j\±vijr£j, 
miviN/v 


NM on^^s 

xNivx 


T4"otyio canipnc rpfpntnr Z' r» 5i lr»i toning ^ r*ti v~i tA/ modifVino' nrotein 1 ^R ATV4HP1^ 
XxCiIIHJ oaUXCIXo IvvCUlul y^cLiKsiiKJixiiLj <\\si,iv ity xiiuvxxxjf xii^ piuit/in x ^xvcxxvxx x 

mRNA 


NM 00 047 S 


TTomo canipn c nnrlpar rprpntnr <5nr>f*ami1v 0 oronn Ti memHer 1 (^NRORl^ 

XXvJlllvJ OuUlCllO IJLUl/lC'dX L\^\^^^Jl\JL olAL/LaLlLLl y \J ? glv^Cl|J XJ 9 lllV/lllL/V^X X ^I^IIWX* l y 3 

mRNA 
l i xxvi N r\ 


NM 005491 

X 1VX UvJ*T7j 


Homo «?anien^ RAN binding nrotein 9 flRANBP9 1 mRNA 


NM 004614 

XNIVX V/WtUJ'T 


TTomo Qflnif»n«; Viromodomain and PTTT) finder containing 1 fRRPFl^ mRNA 

X XVJ 1 1 iU OOjJlWllo U 1 \J 1 X Ivlvlwll id J. 1 1 UllVX X 111/ llllgwl VVli ICS XI IXllfe) A y^J— J AVX X X y •) llllVllll 


NM 000140 


TTomo QanienQ ferrooVielata^e fnrotonornHvria^ ^FKGH^ nuclear &ene encoding 
mitochondrial nrotein mRNA 


NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


NM 000027 

X^tAYX V/UvUi^ / 


TTomo wnipnt; a^narTvloluco^aminidase ( AGA^ mRNA 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


1 N 1 VX V/V/v/V/*-.-/ 


TTomo canipn q ndrenero^ic Heta-^- recent or ( A TTRTi'^ mRNA 

XXL/1 llvJ ouplCllD auitiivi giv, L/Via «j , i wvpiui ^Axx-/xvx_>_»y, 1 1 ixvx ix 


NM 000020 


Homo sapiens activin A receptor type Il-like 1 (ACVRL1), rnRNA 


NM 000019 


TTi*\Tv»r* coniprtc QPP^/l-PnpnTAnnp A ac*f*f\T\ triincfprncp 1 { ur*F l tr\zir*P k t\7\ PflPnTVlTlP A 
xxOIIlU bapicno dUCiy l-V^UdlZ»yillC A avvCLyxixctlXoxdaoc l ^a.^cuJa.L'Ctjri v„-tjc;iizyy nit; ^v. 

thiolase) (ACAT1), nuclear gene encoding mitochondrial protein, mRNA 


nm ooom S 


xiomo sapiens acyi~v^uenz.yine s\ u.enyurvjgcnaoc, very long viiciiii ^-tyv^xtj^/ vlij, 

nnrlpQr rr^Ti/a <=»n r*/^H"iTi ct mi tor*ViO"n Htt q1 nrntpin mP 7\T A 
IllXVvlCdl gCIlC CllOCJiXlIl^ 1111L*JL/11D11U1 laJ. piVJlClll, liixXlNATL 


NM 000017 


TTArnn canipnc r> r«"\f1 _r~^OF»T*i r 7A/tTnF» A rlp^ViA/dTOcrf^n^cf* to Qnnrt cnam 
A^AFj^^ Tuirlpar cene en cod in ex mitocTiondrial nrotf*in mRl^JA 

^Avni/J XlLXViCdl gt'ilw t/lIAvVJiXXlxg 1 ill L^JC/llvJlllXl idl Lvl \J 1^/111, lilxvx^xV 


NM 000016 


TTomo Qa-nipnQ acv1-Ooen9 r vme A dehvdropena^ie (~^-4 to C-12 straight chain 
f AC ADlVf i nuclear ffene encoding mitochondrial nrotein mRNA 


NM 000476 


Homo sapiens adenylate kinase 1 (AK1), mRNA 


NM 001830 


Homo sapiens chloride channel 4 (CLCN4), mRNA 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


NM 022350 


TTomo <;anien«: aminonentidase HT ,0(^641 67^ mRNA 

XXvylllVJ OClL/i^llO CUlXIAlVyLVV>r|^ UUUOV/ ^JUW\_/UT 1 U / J 5 111LM ill. 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM 005259 


Homo sapiens growth differentiation factor 8 (GDF8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25 A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 



433 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 020655 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NMJ)02855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectin) (PVRL1), mRNA 


NM J) 12340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 1 (NFATC1), mRNA 


NM 022061 


Homo sapiens ribosomal protein LI 7 isolog (LOC63875), mRNA 


NM_022095 


Homo sapiens hypothetical C2H2 zinc finger protein FLJ22504 (FLJ22504), 
mRNA 


NM 022091 


Homo sapiens dJ467Nl 1.1 protein (DJ467N1 1 . 1), mRNA 


NM 022084 


Homo sapiens hypothetical protein dJ102H19.4 (DJ102H19.4), mRNA 


NM_022077 


Homo sapiens hypothetical protein dJl 141E15.2 (DJ1 141E1 5.2), mRNA 


NM 022098 


Homo sapiens hypothetical protein LOC63929 (LOC63929), mRNA 


NM 022081 


Homo sapiens hypothetical protein bK1048E9.5 (BK104SE9.5), mRNA 


NM 021081 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM 022165 


Homo sapiens Lin-7b protein (LDSF-7B), mRNA 


NM 022161 


Homo sapiens livin inhibitor-of-apotosis (LIVIN), mRNA 


NM 022159 


Homo sapiens ETL protein (ETL), mRNA 


NM 022156 


Homo sapiens PP3 1 1 1 protein (PP3 111), mRNA 


NM 022151 


Homo sapiens MAP-1 protein (MAP-1), mRNA 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEF1 protein (MAGEF1), mRNA 


NM 022144 


Homo sapiens myodulin protein (LOC64102), mRNA 


NM 022141 


Homo sapiens gamma-parvin (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotein beta-Gal 3-sulfotransferase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRNA 


NM 022129 


Homo sapiens MAWD binding protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NPAS3), mRNA 


NM 022121 


Homo sapiens p53-induced protein PIGPC1 (PIGPC1), mRNA 


NM 022120 


Homo sapiens hypothetical protein FKSG25 (FLJ00030), mRNA 


NM 022114 


Homo sapiens PR domain containing 16 (PRDM16), mRNA 


NM 022112 


Homo sapiens p53-regulated apoptosis-inducing protein 1 (P53AIP1), mRNA 


NM 022111 


Homo sapiens homolog of Xenqpus Claspin (CLASPIN), mRNA 


NM 022101 


Homo sapiens hypothetical protein FLJ22965 (FLJ22965), mRNA 


NM 022087 


Homo sapiens hypothetical protein FLJ21634 (FLJ21634), mRNA 


NM 022083 


Homo sapiens niban protein (NIBAN), mRNA 


NM 022078 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


NM 022072 


Homo sapiens hypothetical protein FLJ22609 (FLJ22609), mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ 12707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26Al),mRNA 


NMJ)22039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid ( 17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NM 000093 


UnmA canienc: qarcocrlvcan aloha f50kD dvstroohin-associated glycoprotein) 
fSGCA) mRNA 


NM 00S099 

XT XVX \)\J ^J\J J J 


Homo «;anien«; a disinteerin-like and metallonro tease (reprolysin type) with 
thrombospondin type 1 motif, 4 (ADAMTS4), mRNA 


NM 016590 


Homo sapiens prostate androgen -regulated transcript 1 (PARTI), mRNA 


NM 014223 

x y xvx v/ x ^ jL^^^j 


Homo sapiens nuclear transcription factor Y, gamma (NFYC), mRNA 


NM_006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 




Homo <;ar>iens karvonherin aloha 4 fimoortin alpha 3) (KPNA4), mRNA 


NM 005^29 

XNXYA. \J\J *J 


Homo sapiens ELK1, member of ETS oncogene family (ELK1), mRNA 


NM 021796 

X XVX V/i—' X / J' \J 


Homo saniens olacenta-soecific 1 (TPLAC1). mRNA 


NM 015S96 


Homo saniens kallilcrein 13 fKLK13) mRNA 


NM 003 S53 

1> XVX \J\J *J *J 


Homo sapiens olfactory receptor, family 1, subfamily E, member 1 (OR1E1), 
mRNA 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


NM 071 QS7 


Unmn cnnipriQ crlvrocrpn sviithase 2 Hiveri TCiYS2i mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


MM HO I^IA 
1N1VJL W LO IH- 


l-lr»mn ccini p»rio c\c\\t\ era mm a 1 ( A f^TTf"-! - 1 l TTiRTSlA 

IT1UII1U OCtpiCIlO cXOllllj gallXllld 1 ^iVVy X VJ x /, X1XXVX>I^\. 


MM AIMA 


UAtnA cnni^nc 5*-nr»1ir»r»r»rntpin R4S YPrPTSiCiT ( APOTi4RR^ TVlRNA 

XXLH llO odfjldio d^J VJ11 J_»VX ^71 \J LC>1I1 DtO X CV./t'JJl.vfl ^iU V-'X-»"UXvyj XXxJLxj. ^1 xx 


NMJ)05230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 

mPWA 

111xvI\/Tl 1 


mm nrnRi^ 


Wnmn c?ir\if=»Ttc n Hicirtt^oTi n anH mptnllnTirntpiTia^f* dfiTnain 9 rmeltnn ffamma) 

XTX.VJII10 odLylCXlo CL UlMulCgl 111 txlXlX 1 1 LV_^ Lei 1 lvj|ji kj lv^ i i ici ov^ vXVXXX Jcxxai ^ ^iiil/iliiii i icx / 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GSTA3), mRNA 


MM A0 1 52 1 A 


UATYift cor-\-i art c VinmnlAO A7POct IrtTlCT r*llC? T*ril"V1 lT"IC5*fnV5» i"f*H "Pafi~V aPlfl pi C\Y\ Gs\l~l OTl 

XlOmO Sapiens IlOniOlOg Ol ycabl lUIlg, vlldlll ^L>iyuilot*tLU.c».ic*J- xa-ttjr awiu ^iun 0 ainjn 
pnTvmp 9 HTPT 0 1 ^ mPMA 




WAmn c^nipnc ftrapVnHntiafp li'nn'X'VD'Pna^P 3 T AT,O^CE3^ mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


MM 014.^8^ 

XNXV1__U 1 HOOJ 


Unmn canipnc Vir\mnpvctpitip-inHnpiHlp pndnn1a<5mic reticulum stress-inducible 

XX 1 1 i\J o tX I J HJ11 3 11U1 HUv V O LvZ lilt UlvlUvlUlL , ^XXUV/L/liXOllllw ivuvuiuui ouvjo uiuuvii/iuj 

nbiniiitin-lilce domain member 1 (TIERPUD1) mRNA 

UL/l v| LXx LXXl illvv VJvXl iltxlll illvlllL/wl x ^X. X.X — *iv± x-^ x j ^ uiiuii x. 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


NM 004906 

IN XVX \J\JH~s\J\J 


"Homo Qar>ipn«i Wilms 1 tumour 1 -associating nrotein rKXAA0105) mRNA 

X Xv/xllvy odL/lC'llo VV XXxlXO L LI 1 1 1VJ Li 1. X aOOvviauxic pi wiv xx l yivxi x_t x w x w y j aaxxvx^x v 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
npvlrraTiQfpraQP^ 1 TSOATl^ mRNA 

1 11 dlloXC/1 aocj X ^JV/A x x llXXVX^I^V 


NM 071Q6S 

XN1VJL \J£* 1 7UJ 


TTrimn cpnipiiQ TiViOQnixOcrlnpomiitasp S fPOTVfS^ mRNA 


mm o/n^<\^ 


TTr»Tnr» canipnc nlfartn-rv/ rppptitor familv 1 QllKfamilv G member 1 fORlGl^ 

XlOlllU Sd.piCIlv> UlXdUHJljf ICC-CLJLIJI, Xdlllll^' I, oU.UXdllllXjr VJ, lllW/XAXL^^X l ^vivivji 'j 

ml? MA 

IIIXVIN-Tx. 


NM 003SS2 


Homo sanieris olfactorv recentor familv 1 subfainilv member 4 fORlD4V 

X 11U juL/lvllu U1J.CVV Lv/1 Y lvvWL/l>vl j xcxixixi y x, «jx*vx,*xxxxxxj r 5 aaawaaawva » ^ * ' V/9 

mRNA 


NM 001345 


Homo saniens diacvlelvcerol kinase, alnha TSOkD) (DGKA), mRNA 


NM 021620 


Homo sapiens PR domain containing 13 (PRDM13), mRNA 


NM 020999 


Homo sapiens neurogenin 3 (NEUROG3), mRNA 


NM 020227 


Homo saniens PR domain containine 9 (PRDM9). mRNA 


NM 020226 


Homo sapiens PR domain containing 8 (PRDM8), itlRNA 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


1N1Y1 U 1 OH 1 


Unmn canipn c i-nciili-n liVp crrnvxT+li fnptnr 0 antispn^e nGF'2AS^ mRNA 
XTXUrriU SdpiCXlo lllSUllIl-illvC gUJWtll laUlUl -i., ainiociiov- v xvjx xu y , nuu^rv 


NM 006161 


Homo sapiens neurogenin 1 (NEUROG1), mRNA 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NM_00181S 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3 -alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 1 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), beta isoform (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CDA), mRNA 


NM_003554 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 


NM_021961 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEAD1), mRNA 


NM_002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKJDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 


NM_021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 
mRNA 


NM 014885 


Homo sapiens anaphase-promoting complex 10 (APC10), mRNA 


NM_021948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 
mRNA 


NM 021946 


Homo sapiens hypothetical protein FLJ1 1362 (FIJI 1362), mRNA 


NM 021942 


Homo sapiens hypothetical protein FLJ 127 16 (FLJ12716), mRNA 


NM 021940 


Homo sapiens hypothetical protein FLJ13159 (FLJ13159), mRNA 


NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


NM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 


NM 001700 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZU1), mRNA 


NM 003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAP1), mRNA 


NM_021021 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component 1) (SNTB1), mRNA 


NM 018953 


Homo sapiens homeo box C5 (HOXC5), mRNA 


NM 012120 


Homo sapiens CD2-associated protein (CD2AP), mRNA 


NM_007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 
mRNA 


NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


NM 006426 


Homo sapiens dihydropyrimidinase-like 4 (DPYSL4), mRNA 


NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
(EPM2A), mRNA 


NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complemenf)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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ffrNTRI^ ml? "MA 

^VJINXJ 1 J 3 11-LLVl N jC\. 


xtm 00^7^ 


TTomo cnnipnQ 9 , -S , o1i<yoaHpnv1atP QvntTiPtaQP-HVp TOASTS mRNA 

XXOlllO OdLJldio z# nj \jiig\javj.wiijr idle- o^iiLiicado^" invw yv/nuij^j iiaava"w v j 


*M\/T 009^1 

IN 1VX \J\JjL J J 1 


TTrvmr\ canipnQ ol ta ptrvrv rpnpntnf "familv ^ qi iT^fairnlv A iTipmnPT* 2 (OR^A^i 

XXOlllO OdjJlWllo UlluL< y IWOCJJLUl, Xd.lllli.Jr OUUlOlllil J -**>5 lHvlllUW ^* \\S X\.+J J y 

mRNA 


MM 009^rq 


Tlnmo c^nipn c mpmhr^np pnfartor rvrotpin ( C^\}A.f\ troWho Til a Qt-1 vmTi Vi nnvtp crORS- 

XxOIllO oaUlCilo 111CII1UI dllO IvOldl/LOl piOLClll ^V/L/ fc tUj U upilU Ulao I ly lll^JlLKJ^y LW WUOO 

reactive antigen) (MCP), mRNA 


KTM* 000K70 

XNIVX vUUO/U 


Unmn csmipn^ S-VivHrovvtrvntaminf* f ^prntrtnin l rpftprrtor 4 .TTTR4^ mRNA 


>jtv/T 00061^ 

1>J XVX UWUIJ 


TTomo wnipnQ Vipttioopy in fT-TR^^ T*J A 
xxoino odpit^iio lit^iiiw jjwvviii yv j 9 iialva^ijTv 


NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 

mRNA 


1N1VX_OaJO:7o 1 


TJnmA canipnc unrlpor rpppntnr ciiVvfoTrril'V 4 fnwi in A mpmKpr ^ fN R 4 A ^ 1 
XT.UII.MJ bdpiCIlo IlLlv/lCdl ICwCjJLOI oUUXdllXiiy *t 9 gXOllJJ rV, llldlltJCX .2 ^INIVt/IJ 

mRNA 


NM 000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


xtm 01741 6 

XNIVX O 1 /HIO 


TT/vmr\ coni f=»T-i c -ir-+f k T*1-»nVin 1 T"F»r»p*rAi t rvr' q oor\T^/ T"»'TV\tPMT"i— 1 l1<TP 9 fTT IT? A RT 9l 
lAOlilO odUlCIlo 1I1LCI IGLllvlll 1 IClvwlJLOl dtv V/WooUl jr LJI vJ LC*A11 IlJvt; ^ ^XLvlIvrU LiiJ, 

mRNA 


kfm oo^9R£ 

XNIVX UUjZOO 


JTlUIIlU bdpiCIlo HjpUIoUlIICldoC ^i-VlN-rV ) X ^ X VJU 1 7 ? lliXSJ-N /t. 


isjiwr O0106R 


Unmn cnnienQ tnnnKnmprfl«?p rT>NA^ TT "hpta (\ ROVD^ fTOP9R » mRNA 

XHJlllVJ dapiCllo Lwjpijl c5\JlJllt/l dot ^L/l liV J XX UCla ^lOUru-/^ ^1U1 } 9 llixxj.^^v 


lNlYX OZ»V/*t / \J 


XX OHIO bcipiCIla piXUlllVC LI dllblllCillUl allC pUJLClil, llOIllOlOg OX yvaoL VJvJlgl 

mpmWflnp r»TotPin Yifln rVitil r»-intprflf*tiTi(y ffip.tm*^ ^S4T , 1VT^ mRNA 

1 llOll lOX dllO JJIULt-lll X 111 L 1 ^ 1 1LI Ip llllfclat'Ullg iaui\jl y ^J"r Aiviyj li.JJ.Va. ^ 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 

pXOlClXl IdOy UilO IdlC ^X/DA.1 J 7 lliTvlNrTL 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


KTkA 00909^ 


ixurrio Sapiens regulator 01 vjr-proLciii sigiiaiixiig 10 ^jvvjo iuj, iixivin^a. 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), mRNA 


±NiVx_UU iZiZ 


Homo sapiens complement component 1, q subcomponent binding protein 
(C1QBP), nuclear gene encoding mitochondrial protein, niRNA 


XFIV/T OOOAQ 1 


xxomo sapiens complement component i 9 q suDconiponenL, ueid poiypepuue 

^V_> 1 V^JD 1, II1xSJ.N^Tl 


TsJTvf 004790 

1>(XVX \J\J*-T / ZAJ 


T-TrYTVir* c ani p»n c p»-nHr\+Vi^ a 1ici1 ri i "Ffp , t*P»"n 'H ti /~vn 1"v/Qr*Tilir*CTiViP+ir1iP ^pi H f~T-Trrr\1"f i m — 

XHJlllO oaUlCilo CXltltJ LllCliai VllXXdC'llLiailV^ll, ly oULJllVSOLJlldLlVilt-/ flwlu VJ ~Lyi VJ L^lil - 

rrnmled rerentnr 4 ^FDrr4^ mRNA 

LUUplvU. 1CUC[JLU1 j *T YI./VJ*T llXCVJL^jtV 


NM 006217 

X>1VX UVUZ. 1 / 


l-Tomn ^?ir»ipn^ ^prinf* ( or rv^fpinp^ ■nrAtpina'sp lnhihitoT nladp T rneuro^ernin^ 

member 2 (SERPINI2), mRNA 


MM 01379^ 

X>< XVX ulO / 


Wnmn coni rti q ataYin 9_V*ir»Hi'no r Tirntpin 1 ( A9RR1 1 mRNA 

XXOlllO odpiCllo dLdA.111 UlllUIll^ piVJLC/111 1 \jr\£*\>± X ^ ? 11U.\_1 N r\. 


KM 004S43 


TTottio QaT>ipTiQ tipVinlin rNT^T-%^ mPNA 

XXVJllIV^ oaJJlt-llo llV^ULtilll \^1>X^X_> Jy lllXVXN^V 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


NM 016S98 

XNIVX \J I UJZ.O 


XX OHIO odpiCXlo Hj'OlOAydt/lU OAlOdoC D ^IIlCOlLXIll-L/Ildlll^ J J 5 111XV1N/T. 


NM 0001 RS 

XNIVX l/Uv/ lOJ 


Wnmn c?^t\i p*ti c cprinp (rvr r'T/cfp^inf* i "nTTvtpi t*» c p* itiViiV^iI'OT' r*l ^ Hf* ( VipnjiTin 

XX^JHIO oaLylCilo 5C1 111C 1 OI VvjroLClllC/ piOLC«Xliaow 111111U1LU1 ? V/laUt X-/ ^licpai 111 

cofactor^ member 1 fSFRPINDH mRNA 


NM 005410 

x^ixvx vv J" l w 


TTomo ^anipn^ <?p,1pnnnrntpin R "nla^ma 1 ^SlFRPl i mRNA 

livinv/ ocipiwiio owit^iiUfji i^iii x j jjiaoiiiuj x y l_j jL/i a XJ.ULVJ. 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
recentor 3 CEDG3'i mRNA 


NM 005172 


TTomo saoipn^ afnnal Tinmolocr 1 fOro'srvnhila) TATOH1 ) mRNA 

XXV/IAIV/ Oaj^lV^llO uLvllul llUHlUlv/g 1 ^1—^1 V-/OV_/|_/llAiO. J yii. A will y j 1 1 i-L VJ. > _£V | 


NM O0S10Q 

XNXYX 1 


TTnmn ^ariipiiQ fi"viHaiS\rp-cfrpQQ rpQ'nonQivp 1 ^OSRl^ mRNA 

XXv/lllv/ oajL/lvaXo UAlUu.ll Vb oUCoo 1 C'0|w»\_/llol VV^ X ^V/ul\.l J , AlJULVl>.Ti. 


NM 0014QR 

X^IXYX \J\J X*t.70 


TTomo ^floipnQ crliitnm^fp-p'v/Qtpi'np lio'aQP Pflta1vi"in Dublin it CCrC^J C**} mRNA 

XXVslllvS odiyi^llo ^ILXLdllldLw vjOlClllC llgaStj va.LalJ' llv OLiUUllll ^ VJ V_^X-< v^ / ? 11ULVJ.>( xv 


NM 00^099 

X^llVX UUJ7^.- 


TTomo QaniPTiQ lippf rTir»mr»1r\crfMic to tVip Ffi-AP rTTRF^A^ f flrhnvvl tprmimiQi 

IIUIHU oupit'llo 11CUL I IIOIIIOIO &OUlo WJ LllW X_>vJ iU. \J i~jX-j~j £^J \s&L \J\JA.y I Lv>l 1 1 11 1 1 Uo J 

domain and RCC1 fCHClVlike domain rRLD'i 1 (HERC1 1 niRNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), itlRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 


Homo sapiens ERGL protein (ERGL), mRNA 


NM 021818 


Homo sapiens WW Domain-Containing Gene (WW45), mRNA 


NM_021812 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 
(BPESC1), mRNA 


NM 021809 


Homo sapiens TGF(beta)-mduced transcription factor 2 (TGIF2), mRNA 


NM 021805 


Homo sapiens single Ig IL-lR-related molecule (SIGIRR), mRNA 


NM 021803 


Homo sapiens interleukin 21 (EL21), mRNA 


NM 021798 


Homo sapiens interleukin 21 receptor (IL21R), mRNA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRNA 


NM_006657 


Homo sapiens formiminotransferase cyclodeaminase (FTCD), mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens intersectin 2 (ITSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NM_001676 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 
(ATP12A), mRNA 


NM_019886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 
(CHST7), mRNA 


NMJ)17581 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 


NM_001695 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
42kD (ATP6C), mRNA 


NM 006303 


Homo sapiens JTV1 gene (JTV1), mRNA 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 


NM 012149 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUX1), mRNA 


NM 021733 


Homo sapiens testis-specific kinase substrate (TSKS), mRNA 


NM_004339 


Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), 
mRNA 


NM 004219 


Homo sapiens pituitary tumor-transforming 1 (PTTG1), mRNA 


NM_003860 


Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1; barrier to 
autointegration factor (BCRP 1 ), mRNA 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-like antigen 1 (EVA1), mRNA 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM 005283 


Homo sapiens chemokine (C motif) XC receptor 1 (CCXCR1), mRNA 


NM 002547 


Homo sapiens oligophrenin 1 (OPHN1), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
DQA2), mRNA 


NM_001085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


NM 013974 


Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA 


rNlVl_UUl /DO 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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tne cnromosome ^nypopnospnatemia, vitamin jl/ rcMt>uiiiL ik/kcii^/ y^mns^), 
mRNA 


XTA A AO 1101 

NM__02 1 1 oi 


nomo sapiens nypotneticai proiem similar xo smaii vj proiem^, espcoiduy isu\x- 
2A (LOC57826), mRNA 


XTA/f AO 1 1 7Q 

NJVL UZ1 i fy 


nomo sapiens nypotnencai proiem luvj / oz i ^l-vjv^j / oz, i j, iiuvln-tx 


INJVL UUZ/44 


ixOiTiO sapiens proiem Kinase i^, zeia ysr xvjvv^ZjJ, iiJLr\j>j.rv. 


NM_0UUo24 


nomo sapiens serine ^or cysteine^ proteinase mniDiior, ciaae jt\ ^dipim-i 
antiproteinase, aniiirypsinj, memoer j ^ojc,ivi xinz-w iiuxin/x 


"MTV/I" AAA/^AO 

JNJVL_OUUoUZ 


Homo sapiens serine ^or cysteine^ proteinase mnioiior, ciaae n ^iiexm, 
plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA I 


NM 020422 


xlomo sapiens nypotneticai protein irom cione Z4/yo jiajco / i4oj, rni\j.N/v 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA j 


X TA K A1 ACAO 

NM 019598 


Homo sapiens kallikrem 12 (K_Livl2), mKJNA 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


NM_0 12397 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 13 (otivr liNrS i j ), niKJN/\ 


ATAjT AAA<T7 

INJVL_000j2 / 


Jbiomo sapiens low uensity lipoprotein receptor ^iamniai nypercnoiesteioiemid^ 

n TXt X>\ ml? AT A 


JNJVL_UiOZUU 


riomo sapiens uo snrvrN/v-associatea om-iiKc proiem jjonio \±^\j\-,j ivy l j, 

rr-iT?M A 


INrVl U 14 /DO 


xiomo sapiens i yo gene pruuuui ^rxj-r\-r\.uij7j j 9 njxviN-rv 


AffV/T A 1 /11AQ 


riomo sapiens rsJN/\ Dmuing moni proiem y {js^yiviy), itiivina 


iNJVi U 14U6U 


nomo sapiens ouai oxiuase-iiKe Qoniainb ^ \i-s vj uaz ^ , iiixsj.n^-n. 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subtmit 3 (CNOT3), mRNA 


jNJVL U1jU32 


riomo sapiens isJAi\uy iy protem ^rx-i/v/vuy /y mr\j.N/\ 


NM 014656 


Homo sapiens KIAA0040 gene product (K1AA0040), mRNA 


XTA X A 1 C3 0 1 

NM UlDioJ 


Homo sapiens nypotneticai protein ^ujJZoiiiy.u i . ij, mtcjN j\ 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


NM_002208 


Homo sapiens integrin, alpha E (antigen CD 103, human mucosal lymphocyte 
antigen 1; alpha polypeptide) (ITGAE), mRNA 


ATA X AA^TAO 

NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LBF) 3 mRNA 


XTA X AA/TA1 A 

NM 006919 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 3 (oJbKrlJNBi), mKJNA 


"KTTVyf AAiCOOA 

NM_U0o22U 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, anntrypsin^, memuer z ^oJ^rsjriiN/iLZ^, iiixvin/\ 


1N1V1__UU0Z 1 Z> 


nomo sapiens serine ^or cysteine^ proiemase lirniuiior, uidue r\ ^dipiia-i 
antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


JN1VJL UUOUZ 1 


nomo sapiens ueieteu in lympnocyric leuKeiriia, z ^i^r^nuzj, iiixvln/a. 


ATIV/T nfK££*7 
1N1VL UUjoO/ 


nomo sapiens aeietea m i^^mpnocytic leuKemid, 1 \ljl^£jkj i ^, iiu\iN^v 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


JNJVl UU!)2JZ 


nomo sapiens ripnAl (JbrHAi ), mKJNA 


NM_005024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member iu ^oJbKJrJJNoioj, ttikjna 


ATTV/1 AA/1'7'70 


nomo sapiens ^v^-rv4-JNUi transcription complex, suounit o ^l^inwioj, iiiivrNrv 


XTA X AA/t 1 ^ ^ 


nomo sapiens serine ^or cystemej proteinase mmuiior, ciaue r> ^ovaiouminj, 
member 9 fSERPINB9 > l mRNA 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged 1 ( Alagille syndrome) (JAG1), mRNA 


NM 001347 


Homo sapiens diacylglycerol kinase, theta (1 lOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


NM_003334 


Homo sapiens ubiquitin-activating enzyme El (A1S9T and BN75 temperature 
sensitivity complementing) (TJBE1), mRNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 1 (SERPINA1), mRNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member S (SERPINB8), mRNA 


NM_002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINF1), mRNA 


NM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


NM_000220 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 
(KCNJ1), mRNA 


NM_000191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 2 (SERPINH2), mRNA 


NM_001694 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
16kD (ATP6L), mRNA 


NM_000488 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 
member 1 (SERPINC1), mRNA 


NM 021156 


Homo sapiens hypothetical protein (DJ971N18.2), mRNA 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGF1R), mRNA 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


NM 021647 


Homo sapiens KIAA0626 gene product (KIAA0626), mRNA 


NM 021645 


Homo sapiens KIAA0266 gene product (KIAA0266), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NM_021642 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 
(FCGR2A), mRNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM 021189 


Homo sapiens hypothetical protein FLJ10698 (LOC57863), mRNA 


NM021129 


Homo sapiens pyrophosphatase (inorganic) (PP) 5 nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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NM_021615 


Homo sapiens carbohydrate (JN-acetyigiucosamme o-\j) suuotransierase o 
(CHST6), mRNA 


NM 012334 


Homo sapiens myosin A {Ni x kj i uj, mKJN a 


NM 020363 


Homo sapiens deleted in azoospermia 2 (DAZ2), mRNA 


NM 020364 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA 


NM_0 17445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


NM_021132 


Homo sapiens protein phosphatase 3 (lormerly Zt> ), catalytic suounit, oeta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (rbG3), mKJNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function} (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpha (EZFIT), mRNA 


NM_001332 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
related arm-repeat protein) (CiNNDz), mKJNA 


NM_021185 


Homo sapiens hypothetical protein JLXKJ?Zp434AlUzz ^lJJsJ^z,r434Aiuzz; 5 
mRNA 


NM 018955 


Homo sapiens ubiqumn B (UJ3B), mKJNA 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


Homo sapiens homeo box D4 (HOXD4), mKJNA 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mKJNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


NM_005692 


Homo sapiens ATP-bindmg cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-bmdmg cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


NM__002858 


Homo sapiens ATP-bmdmg cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


NM_001172 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NM001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 
(ADCYAP1), mRNA 


-v T"1V AT r\ A H AO /" 

NM 004036 


Homo sapiens adenylate cyclase 3 (ADLY3), mKlNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


NM 006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


NM_002355 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (JVlol^K), 
mRNA 


NM 014287 


Homo sapiens pM5 protein (FM5), mKJNA 


Tk.TK iT f\i\ A t AI 

NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


■v ttv vr r\r\r\ t <"% a 

NM 000134 


Homo sapiens tatty acid binding protem 2, intestinal (r Abrz), mKJNA 


NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 


■K T» iT AAT 1 c c\ 

NM 005159 


Homo sapiens actm, alpha, cardiac muscle (ACTC), mRNA j 


NM 019848 


TT * T> a ' "TlO /^Ti T \ ___T> "\T A 

Homo sapiens Protein P3 (P3), mKJNA 


in ivi_u u j o 


xaomo sapiens cycim~GepenticiiL iviiiaoc-iiKc {k^jvjk^^i ciaicu ru-uabc^ ^v^jl/xvi.,^, ^ , 
mRNA 


NM_021131 


Homo sapiens protein phosphatase 2 A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 
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NM 001166 


Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA 


NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 
(XPNPEP2), mRNA 


NM 000541 


Homo sapiens S-antigen; retina and pineal gland (arrestm) (SAG), mRNA 


NM 013262 


tt • i . 1 * 1 j -i • * m i_ * j • /~iv i I n \ _ T\TvT A 

Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA 


NM 005393 


Homo sapiens plexm B3 (PLXNB3), mRNA 


NM_021098 


Homo sapiens calcium channel, voltage-dependent, alpha 1H subumt 
(CACNA1H), mRNA 


NM 021257 


Homo sapiens neuroglobm (NGB), mRNA 


NM 021253 


Homo sapiens ring finger protein 23 (RNF23), mRNA 


"V T~U M AA 1 A /IT 

NM 021247 


Homo sapiens protamine 3 (PRM3), mRNA 


NM 021242 


Homo sapiens hypothetical protein STRAIT 1 1499 (STRAJT1 1499), mRNA 


NM 021238 


TT * rpT>TN A l /TTTI A X TkXT A 

Homo sapiens TERA protein (TERA), mRNA 1 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


NM 021221 


Homo sapiens G5b protein (G5B), mRNA ! 


NM 021210 


Homo sapiens MUM2 protein (MUM2), mRNA 


NM 021208 


Homo sapiens EST-YD1 protein (EST- YD 1), mRNA 


NM 021200 


Homo sapiens PH domain containing protein in retina 1 (PHRET1), mRNA 


NM_021199 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (CGI-44), 
mRNA 


NM 021198 


TT ■ IT T» r ' i j j . * , /\tt T TP\ T»"KT A 

Homo sapiens nuclear L1M mteractor-mteractmg factor (NLI-IF), mRNA 


NM 021193 


Homo sapiens homeo box D12 (HOXD12), mRNA 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA 


NM 021188 


Homo sapiens clones 23667 and 23775 zmc finger protein (LOC57862), mRNA 


NM 021184 


Homo sapiens G4 protein (G4), mRNA 


NM 021177 


Homo sapiens Uo snRNA-associated Sm-hke protem (LSM2), mRNA 


NM 021174 


Homo sapiens p30 DBC protein (LOC57805), mRNA 


NM_021167 


Homo sapiens hypothetical protein WUGSC:H_RG083M05. 2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


NM 021155 


Homo sapiens CD209 antigen (CD209), mRNA 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome (UTX), mRNA 


NM_021139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 


NM 021138 


Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA 


NM_021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 
(TNFAIP1), mRNA 


NM 021136 


Homo sapiens reticulon 1 (RTN1), mRNA 


NM_021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 
mRNA 


NM_021133 


Homo sapiens ribonuclease L (2',5-oligoisoadenylate synthetase-dependent) 
(RNASEL), mRNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


NM_021120 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocrine-dlg) 
(L)LCjr3j, mKNA 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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Wnmn Q?mipn«; mnt-r elated transcrit>tion factor 2 (T^TJNX2), mRNA 


NM 091096 


Homo sapiens calcium channel, voltage-dependent, alpha 11 subunit 
CCACNA1D mRNA 


NM 021105 


Homo sapiens phospholipid scramblase 1 (PLSCR1), mRNA 


NM 002957 


Homo sapiens retinoid X receptor, alpha (RXRA), mRNA 


NM 00626R 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


NM 001106 


Homo sapiens activin A receptor, type EB (ACVR2B), mRNA 


1N1V1 UU lOlO 


TTnmo QnnipnQ aptivin A rpcentor tvne TI f ACVR2V mRNA 

X XvJlllW Ou[JlvllO CIOLXYXIX XX. lWWvpl\Jl j fcjr J-'*-' X.X \X ' T X->-wy, ^uvi 11 *• 


TsJM 001 1 0S 


Uftmn csaryipnQ aptivin A rpppntor tvne T fACVRl\ mRNA 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMAN1), mRNA 


XTM fl9 1 OR^ 


Wrvmrv co Tvi<=mc TT^II Klr»r*H arm in nrer.nr^or rN/feT,eod nhenotvoe^ OCKLV mRNA 


XTA/T 01^0^8 
xNiVx__U 1 


u 0 « 1A canipnc arirvntncic-accopi atpH ^npplc-lilcp nrotein containing a CARD 


NM 006518 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA 




u ATnA cQmpnc rpcrpnpriitiTicr i Qlft-Hpri vpd 1 hpfa fnancreatic stone nrotein. ! 

rlOlilO od.pi.Vllb XCgCllVX dllllg lOlC I 1 VGXl X UClfl \JJOXX^X l/O.l.XV' OLV_H.1V/ pivtvillj 

-r\QnpTP«otir' tVirf^rl rvrotpin^ fR"RCr1"FO mRNA 

pdllL/ICallO LI 11 CdU JJ1UIWXXXJ ^JLVJLjVJ X 11JJ.VJ. ^I-^V 


xtm oo6*\6^ 


"PT/vmr\ earvifmc l^ri rrrnel-1 i'Vp fapfor 1 fprvthroirf^ (TCT/Fl^ mRNA 

liUlUU pi Clio XVI LXJJLyv^l -XXXVC« laUlUl X J LJ - U - UiU / V.av_i_/x xy, xxxxvxixx 


IN IVl UUOZjo 


"HVvmr* cnni^nc tvrritPin 1fma<5P pOTVTP-rlpr>Pndprit tvne T rPRICGO mRNA \ 


IN xVI__UU O J D 3 


TTr\mrv conipnc u i ctIt -m r\V>i 1 i "K/ orfiiin ( n on Vii ^tnnp chromosomal^ nrotem 17-lilce 3 
fFTMOl 7T mRNA 


NM 005987 


Homo sapiens small proline-rich protein 1 A (SPRR1 A), mRNA 


>JM OOSQS9 


TTra-nrk ca-nii*r»c metallotm'nripin 1 }C rM'1'1 ~5C\ mRNA 


"MTNyT OOSQSO 


TJnmn canipnc mpffillnthionPin 1 Cr nVTTI Cr) mRNA 

XXV-llilV-J OCl|JlClIo XlXd.<xXXwLXXXVJllVXXX 1VJ ^IVIX X Vjy, IXUXLix l 


MM 00S60Q 


TTomo Qanipn^ infprlpiikin 1 R binding nrotein (TL18BPV mRNA 

XlUllHJ DCipiVllo iXXLwi XwvXJVXXX XO L/lXlVXXXXg plvfl.vUl \X,J. / x KJA—rj. } , uuvii^ 


"MM OOA61 R 
IN iVl UUHOlo 


u nrnn cnni^nQ tnnnknmprflcjp fDNA^ TTT alnha rTOP3A^ mRNA 


NM001136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 

mPTsJA 

IIlXvl>/A. 


"MM OOOS66 


PTomn cnriipnQ S-hvHroYviTvntaminp Tserotonin^ receotor IF fHTRlFV mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


IN IVl UUUOjO 


Wnmn conipnc ci mfrnYirlp rli cmi ltn QP 0 mitopTiOnHrial TSOT~)2^ mRNA 
xxOIIlU Sd-piCxLo bll|JClvJAivJ.C UloillUutoC Z., iXlXHJwXXV^iixxx xax ^uvx/^y, xxxxvx^xx 


NM_000635 


Homo sapiens regulatory factor X, 2 (influences HLA class 11 expression) 
^lvry\.z ) y nixviN/v 


ktm 000690 


"Hnmn cti-nipnc intprfprnn ^nlnVij* Hpta and nmppa^l recentor 1 TIFNARl^ mRNA 

JTXUlllvJ L>apiCilD lllLtl Xt/l\Jll ^aXLJXXd, Ut/La cliXVJ. vjiiiv^^c*^ x^v/v^k^wx x \x-x x^xxx.x.xy, uuu.11 


ktm ooo^?^ 

IN 1V1_U UUOiJ 


u nrnn canipnc nitrir r^YiHi* QvntriaQp 9 A findiipiKle henatocvtes^ rNOS2A^ 

rXL/IIlU od.piCllo illLllL/ VJA.11XW oj^lXXlXadV/ Z.ix ^XXXVXUC'lt/xv*, h^'L^cxlv/v-' y tvoy ^iiv/tj^ xy 5 

llJLLviNx\ _j 


NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
1 rn10^ nSTFTTRI^ mRNA 

1 \jp LKJJ J ^iNJ7iXX> X ) r XXXXVXN^Tl 


MM 000691 
IN IVl UUUOZ 1 


Urtywn co-nipnc ^-InvHrrivx/ir^/rvtctrniTif* f QPrntoni \v\ \ rpppntor 2A (HTR2A) niRNA 
rxurriu bdpiciib ui\jAy tiypiaixiixic ^ocxutvixixii^ t-n- ynxiv^ny, nixvi-^xi. 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOS1), mRNA 


mm ooo^iQ 
in ivi uu \jo i y 


XxOniO Sapiens IIILCIICIUIX, gaXIiXIla ^JUTINVJ^, 1 1 ix vl > r^. 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 

francnnrtprc'l mpmHpr 9 ( C\ 1 A 9^ mRNA 


MM 000616 


xIUIHU hdpiCllb K^XJ'-r dllLlgCll ^pjJ^ \v-X-y*t J, llXXVlN^x. 


NM_00061 1 


Homo sapiens CD59 antigen pi 8-20 (antigen identified by monoclonal 
antihnfiip<= ^ AS FT16 FT^O FT 3? and G344"l (TD59^ mRNA 


NM_000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
(CD44), mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 


Homo sapiens interleukin 15 (ELI 5), mRNA 


NM 000586 


Homo sapiens interleukin 2 (IL2), mRNA 


NM 000577 | 


Homo sapiens interleukin 1 receptor antagonist (EL1RN), mRNA 


NM 000576 


Homo sapiens interleukin 1, beta (DL1B), mRNA 


NM_000574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 
group svsteixO CDAF), mRNA 


NM 000572 


Homo sapiens interleukin 10 (EL 10), mRNA 


NM_O0057O 


Homo sapiens Fc fragment of IgG, low affinity mb, receptor for (CD 16) 
(FCGR3B), mRNA 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


NM_000566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGR1 A), mRNA 


NM 000564 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


NM_000561 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NM_000298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


NM_000525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 
(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSP6), mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPM1), mRNA 


NM_002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (ID3), mRNA 


NM 002028 


Homo sapiens farnesyltransferase, CAAX box, beta (FNTB), mRNA 


NM_003491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARD1 (ARD1), 
mRNA 


NM 001770 


Homo sapiens CD 19 antigen (CD 19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NMJ)03841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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JTlUIllU 5>dpiCll& LCUdLIlCUpcpLlUC repeal UUiildlll 3 yJL LLU\A\r\ 


NM_003166 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
3 fSTTT Tl A3^ rrvRNA 


NM 003 1 1 7 

X^IXVA Ul/J 11/ 


IxVJUUJ bdpiciio opcilli dLillColUIl lllUiCVvUlC 1 ^fll i«u liy dlLU UillUaoC, Z-OIld pcllUwUd 

LJlllUXllg^ \ k - ,J " **>1YJL 1 IIULNJL ^XX 


NM 002222 


TTnmn "??inipn c. inositol 1 A S-fri-nVmQrvTiQtp rAPpntnr "Kmp 1 fTTTPT? 1 ^ ml? XT A 
xxwiiiw aapiviio iiiuouui 1 3 *-r, - ;**Li ipnuopiiaic 1 Gv^cpivJi , lypo 1 ^xj.jrx\-l J, IIJJlnxN-tx. 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 
(RJ r?QA2i rrYRNA 


NM 001437 

x^ixvx v/\/i"— // 


TTomo crani PTi Q pctm crpn fppprvfrrvr fP?T? V\pta^ /T7Q"PO\ ml? "MA 
XjAJIIHJ bdpiciid CbLlUgCll lCOCpLLJi Z, ^JZ*JV uCldl ^JJ/OxvxL ^ 5 IIIIVIN-rV 


NM 001331 

X^lXVX \J\J L J ~J L 


TTfiTinr* ennipne Piifpnin f pq Hliprin _q oc Ar»i pH ■tviwt'Pi-n'N rlpl ta 1 ( C~*' 1 1 \T\J 1 ^ 1 ^ -ml? "NT A 
±X\JHl\J oapivJllo wa.LCillll ^UdLlIlCl Ul-a.boU01d.LCvJ. prULClIlJ, LlClla 1 ^V-» 11NIN ±J I J, IIlxvlN/\ 


NM 001307 


TTnmn Qanipn^ rlandin 7 ^ tT TilVJ7^ mT^TsJA 

llUliiU da^lvilQ V/laUUUl / ^ V-'X—zJ—'lN / llUVLNxA. 


NM 001194 

X^l 1VX V/V/ 1 1 .7*T 


rxuniu adpiciii lljrpcipuiallZi<lLHJIl dULlVduCU L/yoilt/ nuOlCULlUC-galCU pOLitisolLlIIl 

channel 2 CHCN2^ mRNA 


NM 001175 


Homo <?atyiens Rbo GDP Hi<;<:r\riatinn inViiKitnr ^rTTjn V>f*tn ( A"RT4TrF)rR > k mPTsJA 


NM 000936 


Homo 9?ir>ien^ naTinrpatir. lina^p fPTsTT TP^ mPMA 


NM 000641 


H<*>i*nr» Q?i'nif : *n^ ini"f i t*1f s nVi"n 1 1 f TT 1 1^ mT?"KTA ' 

XXUlllVi oapivllo lUlVl lt/LiJVlll 1 1 ^ 1 J_/ 1 i j 9 IILTVXN /A. 


NM 000640 


xii-?iiiu oapiviio ill UCl ivUJtVlll l^ ICv/Cpivji, aipila ^JJL»1 j IVrVZ 1, IIIXVIN^V 


NM 000615 


Homo Q5it>i^tiq neural f*f»11 adV»p*cinn mnlppi 1 1 <=> 1 /~\Tf < A AA 1 ^ mPMA 

XXVJ111VJ oajJlbllo llt-ulal V^Cll OVXllColVjll lllUlCL/lxlC 1 V_x/VlVx 1. J, lliXvX 


NM 000609 


A XVJ11HJ odpiCllo t>U. lJllld.1 LrCll-UCl 1 VCU IdL-lUr i ^Oi_/J? 1 J 9 ITlxVL >/\ 


NM 000600 

X^IXVX www 


XiVJlllVJ cxtpiClid LLlLdiCUlsJ.il \J l^lilLCllCiUIl, UCla ^.1 ^LLOj, IilX\J.N/Tk. 


NM 000599 


liuiiiu oapiviJio iiiL>uiiii-nrk.c ^ivjwlii lotlUl UiillJiil^ piCFLClil J ^IvjrjrJDr J 1, TliXviN/x 


NM 000590 


Hotno QaxripTiQ itrfprlpnlrin 0 f TT ml? XT A 

11U111U dapiC-lld 111UC1 lCUiVlll ^7 \±X-j~Jy lllxVlNxT. 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


NM 000^81 


XlUiilU od.piCll& glLiLd.LIilUIlC pcrOA.lU.dbC 1 ^UlA 1 ) 7 IlxlViN/\ 


NM O00S6O 


nomo sapiens k^ljdo anugen \\,xjdd) 9 Tni\JN/\ 


NM 000S7R 

1>XVX \J\J\J *J jZ*{j 


nuino adpiciib maunobiuasc, aipna, ciass zjd, mcmoer i ^ivi/vlnzj-JI ) 9 ruJ\JN/\. 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLB1), mRNA 


NM 001 77S 


iiomo sapiens cnromogranin /\ (jparatnyroiu secretory proiem ^L/riijrAj, 
mRNA 

11XXN_J.>|X». 


NM 006768 


Homo <5ar»iPTiQ RRPA 1 aQQOpiat^H -nrntpin ^RT? AT^^ mT?lsJA 
iiuiiiu oapiwiio uixv^rv i aooULiaiw piuicill i^OJVxxJT IIIXSJ.N/1. 


NM 003469 


Homo ^aoiPti^ sprrptnor^nin TT ( plnrnmncrr^-nin f 1 ^ ^Q^~ , ^^r7^ ml? TvJ A 


NM 012326 


Homo Qflni pn Q mi Prnti iV^i ll r-q ccrvpi pf^H r^rntpin T?T*/T7T^ -fami^^r mpmKpr ^ 
XlVJllHJ oapiCHo lliiCl OLlxULllC-dbbiJL/ldLCU. piULClil, Xvx / IZD idllliiy, IIlClXlDCr O 

(MAPRE3), mRNA 


NM 021057 


Homo <sanipn«: infprfprnn alr^na 7 /TRTsJA7^ mP TsJA 
xx\_^iii\j oajpi^iio iiiL^/i xci Uli, dipild / ^XTiNxv/ j 9 liiiviN Jr\. 


NM 02 106^ 


xxuniu ddpiciis i iz^jd nibLuiic xdiiiiiy, iiiciiiuci 17 ^iiz-Drr i 5 iillvIn /\ 


NM 021063 


xxuiihj adpiciij> ri^Ljo iiiisLoiic idiiiiiy, iiicmucr jd ^nzDr jd i, tiii\J.n/\ 


NM 021065 

X ~ 1T1 \J 1 \J\J ~J 


XlUlllU sajJlCJla xX^»r\. illbUJIlC Idiiiiiy, lllClIlUCi KJ yJTlZ,r\J? VJT J, IxixvlN/\ 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (18kD, 
HI 8 1 fT\TDTTFR7i mPTsIA 

Dlt)^ ^l^(x>'LJJ. l-> / Jy lliivlN^A. 


NM_001746 


Homo sapiens calnexin (CANX), mRNA 


NM 003661 

X N.LVX V/UJUUl 


XxUillU adpiCIlb apOlipoprOIcin i-j \x\JT\JJu), m±viN/\ 


NM 0210S7 


T-Tomo cpni prt q T-T7 A r»i ctrv-n -fomil^/ mpmKpr A fT-T7 A T-T A \ mPMA 
xxuiinj adpiciio nz.A iiibLvJiiC idiiiiiy , iiicrriDcr ^ ysrxz,i\_r j 7 iTixvi>/\. 


NM 

IN XV A UiiV/OO 


xiuiiiu bdpiciib gudniiic nucicon ac oinamg protein ^vjt proicin^ 3 aipna activanng 


NM 000133 

X ^ 1 VX \J \J \J 1 J J 


xivjiiivj odpic-iio uud.gLiidiiijn idC/Loi jl/v \pidsmd uu uiiiuupidbuc t/omponenx, 
(^iiristmas disease bpmonbilia Hi fPQi mRNA 

Viu louiiao uiDvaoWj HCslllUJ_Hlllld XJ ^ ^1 J , lilXvi^i-t*- 


NM_000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM_001993 


Homo sapiens coagulation factor HI (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM_021026 


Homo sapiens ret finger protein-like 1 (RFPL1), mRNA 
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NM_021008 


Homo sapiens suppressm (nuclear deformed epidermal autoreguiatory iat,iur i . 
(DEAF-l)-related) (SPN), mRNA . 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), mKJNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


NM 021000 


Homo sapiens pituitary tumor-transformmg 3 (PTTG3), mKJNA 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 1 


NM 021014 


Homo sapiens synovial sarcoma, X breakpoint 3 (SSX3), mKJN A 1 


NM 021015 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSXd ), mKJN a 


NM_021007 


Homo sapiens sodium channel, voltage-gated, type H, alpha 2 polypeptide 1 
CSCN2A2), mRNA 


NM_021012 


Homo sapiens potassium inwardly-rectifying channel, sublamiiy J 9 memoer iz 
(KCNJ12), mRNA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 1 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (mcludes spherocytosis, clinical type J) 
(SPTB), mRNA 


NM 007032 


Homo sapiens putative nuclear protein (JtiKJ±i±vB2lz;z), mKJN A 


NM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mKJN A I 


NM_013252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) ! 
lectin, superfamily member 5 (CLECSF5), mRNA 


NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2B), mKJN A J 


NM 020636 


Homo sapiens zinc finger protein 275 (ZNF275), mRNA 


NM 020547 


Homo sapiens anti-Mullerian hormone receptor, type 11 (AMxiKZ), mKJN a 


NM 020974 


Homo sapiens CEGP1 protein (CEGP1), mRNA 1 


NM 020681 


Homo sapiens HT0 1 8 protein (HT0 1 8), mRNA J 


NM 020676 


Homo sapiens lipase protein (LOC57406), mRNA 1 


NM 020672 


Homo sapiens SlOO-type calcium bmdmg protein A14 (LOC57402), mKJNA 


NM 020661 


Homo sapiens activation-mduced cytidine deaminase (AicuA), mKJNA 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


NM 020654 


Homo sapiens sentrin/SUMO-specific protease ( SlilNl' / h mKJNA 


NM 020646 


Homo sapiens reserved (ASCL3), mRNA 


NM 020640 


Homo sapiens RP42 homolog (RP42), mRNA 


NM 020639 


Homo sapiens ankynn repeat domain 3 (ANKRD3), mKJNA I 


NM_020632 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


NM 018970 


Homo sapiens G protein-coupled receptor 85 (GPR85), mKJNA 


NM 003901 


Homo sapiens sphingosine-1 -phosphate lyase 1 (SGPL1 ), mKJNA 


NM 014292 


Homo sapiens chromobox homolog 6 (CBa6), mKJNA 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 


NM_0 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 1 
(LOC54516), mRNA — 


NM 014428 


Homo sapiens tight lunction protein 3 (zona occludens 3 ) ( 1 mKJNA 


NM 020466 


Homo sapiens hypothetical protein dJ12208.2 (DJ 122U8.2), mRNA 


NM 020448 


Homo sapiens hypothetical protein dJ462023 .2 (DJ462023 .2), mKJNA J 


NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 CDK1<ZP586E1923), 
mRNA 


NM 020424 


tt^ rt „™;^f, •Ux«-.^fVt^/^oi TM-r\t^in A _? 1 1 0f\ 1 (\ OC57149V mRNA 

Homo sapiens nypotnexicai protein rv-z, i i^u.i \x->kj^~> i l-ts j-> ^"-^^ ^ 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019). mRNA 


NM 019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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>JM 01960*S 
XNIVX v 17UUJ 


Homo sapiens hypothetical protein (DJ667H12.2), mRNA 


"MM 019601 


Homo sapiens Sushi domain (SCR repeat) containing (BK65 A6.2), mRNA 


NM 01 8433 


Homo sapiens putative zinc finger protein (LOC55818), mRNA 


NM 01909S 


Homo sapiens hypothetical protein (LOC54675), mRNA 


NM 019089 


Homo sapiens hairy and enhancer of split (Drosophila) homolog 2 (HES2), 
mRNA 


NM 018982 

1NJ.VX ul07 


Homo sapiens hypothetical protein (DJ167A19.1), mRNA 


NM 01 8Q74 

IN 1VX Ul07/t 


Homo saniens unc93 (C eleeans^ homolog A (UNC93A), mRNA 


"MTv/i 014499 


Homo saniens putative oiirinereic receptor (P2Y10), mRNA 


\y 090S30 

1/N1VX V/^VJJU 


Homo sapiens oncostatin M (OSM), mRNA 


MM 090S9Q 


Urnnn saniens nuclear factor of kaDt>a light polypeptide gene enhancer in B-cells 
inhibitor, alpha (NFKBIA), mRNA 


NM 014704 


Homo sapiens BCL2-related ovarian killer (BOK), mRNA 


MM 020S27 


Homo sat>iens HUG1 gene (HUG1), rnRNA 


NM 006093 

1N1VX V/ V/\J v/_7 _J 


Homo saniens nroteoglvcan 3 CPRG3V mRNA 


mu 020S33 


Homo saniens mucolinin 1 (MCOLN1), mRNA 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


MM 002217 


Homo sapiens pre-alpha (globulin) inhibitor, H3 polypeptide (ITIH3), mRNA 


NM 018693 


Homo sapiens vitiligo-associated protein VTT-1 (VIT1), mRNA 


INJYfL UUO / / / 


T-Trvmr* ccmi F»nc TTaicn f 7 r NF-1cai<sO > l mRNA 

XXUIIILI od-piCIlo XV-tllov/ NX ivaiou hixxj,^^!. 


INivi UZU'IjO 


Wnmo QftnienQ similar to SAT T,l ^sal rDrosoDhilaVlike fLOC57167V mRNA 


MM 0901A9 


u nmn cnnipn<5 MADTT-iihinuinone oxidoreductase MLRO subunit homolog 
fTOPS6901i mRNA 

^XvVJvJU7vl #, 11XLVX > x\. 


IN 1VJL UZUl^j 


Wr\Tnri canipriQ pnHomembrane nrotein emn70 precursor isolog (LOC56889), 
mRNA 


NM 01884S 

1N1VJL UIOCtJ 


TTomo <;anien<; stromal cellnrotein CLOC55974), mRNA 


MM 01884? 

IN 1VX UlO 0*tZ< 


T-Tnmo saniens insulin receptor tvrosine kinase substrate (LOC55971), mRNA 


MM 018841 

XNXVX V/ 1 OO^T 1 


Homo sapiens G-protein gamma- 12 subunit (LOC55970), mRNA 


NM 018839 


Homo sapiens n47 protein (LOC55968), mRNA 


NM 016352 


Homo sapiens carboxypeptidase A3 (LOC51200), mRNA 


NM 016302 


Homo sapiens protein x 000 1 (LOC5 1185), mRNA 


NM 014332 


Homo sapiens small muscle protein, X-linked (SMPX), mRNA 


NM 018948 

1N1VX \J I OJtO 


Homo saniens Gene 33/Mig-6 (MIG-6), mRNA 


NM 014587 

XtXVX UltJO/ 


Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA 


NM 00S74S 


Homo sapiens accessory proteins BAP31/BAP29 (DXS1357E), mRNA 


NM 001094 


Homo saniens amiloride-sensitive cation channel 1, neuronal (degenerin) 
fACCNl , mRNA 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


MM 018844 


Homo saniens B-cell recentor-associated protein BAP29 (BAP29), mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sapiens clone FLB5214 (LOC51219), mRNA 


xNJVl UIOjUI 


Wrvmn ccir»ifMic rvrnfpin v 0004 /"T OPS1 1 84 I mRNA 
xxOmO o dpi Clio piULClIl A. v/vV/*t \X^wv_^^/ l lotj, iiiavj.'n^v 


xnv/T miiQi 

xNxV1__U1J3o/ 


u AT , in ca^i^rto i iKi^i iinr^l -p\;tnphrnmp r rpHnetase comnlex (1 2 IcD^ THSPC051^. 
m"RMA 


xnvr O9OA^0 

IN lVx_U Z U^f o y 


Unmn ca-rvifMiQ ARO VilonH orniin ^transferase A alpha 1-3-N- 

a cervlpalactosaminvl transferase* transferase B, alpha 1-3-galactosyltransferase) 

(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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NM 020406 


Homo sapiens polycythemia niDra vera i, ceii buricu/c icuopiAJi ^xvv lj, nuvi^r^ 


NM_020377 


tt • _ ^„ v „4. n z^, ,1 1 «,i1rftffior»<i r^i/cT TO rpppntnr* fiTYNfA PST^fO 1 46 from f 

Homo sapiens cystemyl leuKOtnene oys.Liz recepioi, ^i^in^v roc^uitu uvm 
clone PLACE1006979 (LOC57105), mRNA 


NM 020355 


Homo sapiens HRPAP20 snort lorm (J^uod /uyu;, mwNA 


NM 020350 


tt A 'TTT'fc A T"» _ * • /A ' 1 ' 1 J A T5\ •»■»«» "D "N.T A 

Homo sapiens ATRAP protem (ATRAP), mKJNA 


NM 020380 


Homo sapiens AF15ql4 protein (AT15Q14), mKJNA 


NM 020368 


Homo sapiens disrupter of silencing 10 OAMU), mKJNA 


NMJ)20344 


Homo sapiens solute carrier tamiiy (soaium/poiassiuui/^cuoiLun cAuiiangci;, | 
member z (^la^z^az^, mxuN/\ _j 


NM 020396 


Homo sapiens Jb>CJLZ-lilce lu (apoptosis iacuiiaiorj ^.d^i^£j-»w7, niru>j.rw 


NM 020384 


Homo sapiens claudm z (CLDJNZ), mKiN/\ 


NM 007260 


Homo sapiens lysopnospnolipase il (Li jtlazj, mKJNA 


NM 000390 


Homo sapiens choroideremia (Kab escort protein i) i^ruvi), mtuN/v 


NM 001994 


Homo sapiens coagulation tactor Xlll, rs poiypepxiae i^rjj, mruN/\ 


NM 000129 


Homo sapiens coagulation factor Xffl, Al polypeptide (Fl 3A1), mRNA 1 


NM_000505 


Homo sapiens coagulation iactor Xil (Hageman iactor; (^r izj, mtUN/v 


NM 000504 


Homo sapiens coagulation factor X (F10), mRNA 1 


NM 005509 


Homo sapiens Dmx-hke 1 (DMXL1), mRNA 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NMJH2089 


Homo sapiens ATP-bmdmg cassette, sub-family B (MDR/1 Ar), member 1U 
(ABCB 10), nuclear gene encoding mitochondrial protein, mRNA 


NM_0071S8 


Homo sapiens ATP-bindmg cassette, sub-family B (MDR/TAr), member b | 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


NM_005689 


Homo sapiens ATP-bmding cassette, sub-family B (MDK/1 AT), member t> 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase EK (CA9), mRJN A 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CAlz), mKJNA 


NM 001217 


_ _ I'll ~\7"T /V"* A 1 1 \ .,, , 13 IV T A 

Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NM_006384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein j 

• . • *\ s f« Tfi ft\ Tl "VTA 

kinase interacting protein) (SIP2-28), mRNA 


NMO 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) j 
(PAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 1 


NMJ)04482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 

•ii. 1 ^ r "> /n«l\TA ~ T yj ^.\ /f* AT "VTT"2\ tr>P\TA 

acetylgalactosammyltransferase 3 (GalNAc-T3) (CjAJLJN 13), mKJNA 


NMJ)04481 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- j 
acetylgalactosammyltransferase 2 (GalNAc-T2) (CjAL/iN 1Z), mKJNA 


NM_000512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 1 
mucopolysaccharidosis type IV A) (CjAJLJNb), mKJNA 


NM 000403 


Homo sapiens galactose-4-epimerase, UUr- (\jJ\l,i?,) 9 mtuN/v 


NM 020310 


Homo sapiens MAX bmdmg protem (Mjn 1 ), mKJNA 


NM 006250 


Homo sapiens prolme-ncn protein Haelll subiarmiy i ^rxvni;, irmiNA 


NM_005164 


Homo sapiens ATP-bmdmg cassette, sub-iamily L> (AJ^u), memoer z ^ao^j^z;, 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGST1), mRNA 


JNJVL UUU/Zo 


riomo sapiens C/aiciionin-reiaicLL puiypcpnuc, u^u* v^^^/) ii ^ vx v 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 1 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA j 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM 020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with ASARM motif 
(bone) (MEPE), mRNA 1 



448 

BNSDOCID: <WO _ 03074g54A2J _> 



WO 03/074654 



PCT/US03/05028 



JNlVi UZUZ.J 1 


TJomrk CQnipnc Y 010 TYTOfpin TMF)S0 1 0^1 mRNA 


xnvyf 0901^9 
1NiVI__UZU IjZ 


T4"r*-mn c«r»ipnQ Iv^onho^nhatidic acid acvltransferase-sammal (LPAAT- 

franimo T ^ n"i"R*NTA 

gdllillldl ^, llirv_L>/». __ 


"WA/T 0909/1A 
IN JV1_U Z U ZH-O 


Hnmr» Qnniens rati on -chloride cotransDorter-interacting protein (LOC56996), 

nVRNA 


XTK/T 09094s 


UAmft car»ien«; mitochondrial imnort receptor Tom22 (LOC56993), tnRNA 


TnJA/T 0909/10 


Homo ^aniens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mRNA i 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


IN1V1 UZU1 /o 


FTnmn <;arn>n<; Carbonic anhvdrase-related protein 10 (LOC56934), mRNA 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORP4 (LOC56834), mRNA 


JNJV1 UZU1 /y 


Urvmrk conipnc TTXJ^ rvrr^tf "in nRNS^ mRNA 


NM UzUlo/ 


xiomo sapiens uk^iz, proiem \i~/^izj, uuu>/\ 


NMJ)20156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-Rbeta 1,3- 
gaiactosyitransierdse ^v^ivxfY±_ 1 1 j, iiuvin^i 


INJVL UUU3DZ 


Urimn canipnc ATP-ViiTiHina palette <5iih-familv C ( CFTR/MRP^ . member 8 

JtlOmO Sapiens x\Ll -DlllvliXlg ^/dooCLLC, ouu xanxxij' v_- \v_>x livivxAxj. y 5 uiwiiiwvA v 
^.rvDV^v^o / 5 i lixvi n a 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


JNM._UUZo /Z 


TTfvmr» ccirn#*riQ raQ-rplntpd PI horulmum toxin substrate 2 frho family, small GTP 

XXOIllO odL/ 1CIJ.O tdO IvldlVU V_^_ UuLUl 111 Hill LUAIU OUUOWUIV yAA-iw juajih j , ^ 

ViinHiTicr rimfpin Rac?^ (R AC2^ mRNA 


xta/t nn/ii ^9 

iNiVI UU^ 1 D Z 


u nTV v n canipnc ornithine decarboxvlase antizvme 1 fOA__1 1. mRNA 


JNlVi UUZDZ / 


u Afnn uoni^n c ripi lrritrnrVh in ^ fTSl' 1 H mRNA 

XlOIIlO _d.piCII_ lit/ HI _»L1 UJJlilH V' 1 '^ J iii_v_^jrx 


XT\/T Of\99G^ 
JNM_UUZZyD 


Urttvin c^-rti^nc laminin rprpntnr 1 ^67kD ribosomal Drotein SA) fLAMR-1), 

XlLtvlN/V _. 


NM 002293 


Homo sapiens laminin, gamnia 1 (formerly LAMB2) (LAMC1), mRNA 


XTTV/f AAOOQO 

jnm uuzzyz 


tT ArnA canipnc kminin Viptn 9 Haminin fT AM3_2^ mRNA 


NM 002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


jnm uuoiyz 


jtiom.o sapiens pdircu uua gene i aa i iiLtsjL^r^ 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subunit (PI 2), mRNA 


xnvyr aaa^oi 


TJ/\wn-» c-«r»-»-*i rr»*<T tim onpr>i ■fi r» r» r\n"^-r\rk'n pnt ^Tritamm hinninP" rifOteiTl 1 1 C tC . ). 

nomo sapiens group-spcuiiiL' t/_iii±ijuiiciii ^viLainiii j-/ umuni5 puivm; v vjvy /5 
mRNA 


•x T\ /[ A1 AOA1 

NM_U19o91 


nomo sapiens enoopiasmic rcLic<uiuiii oAiuuicu.uv-'LAii i-_utio ^xwyi 
mRNA 


NM_00o7U:> 


xiomo sapiens growin aires i ano. JL^iN/\-ud.iiia^ > c-"iiiu-u._iL»it;, g, annua ^vj^t-vj-zj-v-t -'vj;, 
mRNA 


"KTN>r aa i no /J 
NM_UU 1 y Z4 


xiomo sapiens gro\\ / rn arrest aim. j^iN/TL-u-aiiicigc 11 iuu_iuiu, "4 JUU v vj ^^-^'^ 
mRNA 


TvTTVyf /MOO/!/! 

JNM__Uiyo44 


tt on«io«n f rt1n+n ^otnAf f„mi1i7 91 ( rwctc\T\\c anion Iran ^noTter i mem her o 

xiomo sapiens soiiixe carrier lamiiy ^.i ^uigaiiiw amuu uaiiojjuiiwi/, hivauuvi ^ 

(SLC21A8), mRNA 


"NTA/T 
JN1V1 


Unmr* canipn c tp>c+ic_cTif»r , -i"fir» nnVvrHn motif containing nrotein fLOC56311)% 

XlOmO J_d.piCllo LColiO oUCLllll/ aiIJV_yX ill UllSllX V/V/littl-lAilXX^ ^fx\yi.wa__ -v—" 

m DMA 


NM_0 19842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 

^JS-^INV^J lluSArirV . _ 


NM_0 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 

9 r&f f^"N]Ti9^ tyVRKFA 

Z ^Ivl^lNJL'Z J, mxvLN/\ , . 


NM 019857 


Homo sapiens CTP synthase H (CTPS2), mRNA 




Uatyia P r.«i cMr^Ti ft-an ctnpnnKranp rf»f*Pritnr HI 1 R 9 " i PJ 1 k"OtT"1 £ B4 TeCCDtOr 

xiomo sapiens seven iTdiibincinux aiic icucpLui jjiviix^, i_ujvuuiv/hw ±j—* _ v^v^k.>__ 
BLT2 (BLTR2), mPNA 


NM 005757 


Homo sapiens C3H-type zinc fmger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM.004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)046S3 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 
NM 018950 
NM 019610 
NM 000523 
NM 019607 
NM_0 19604 

NM 012328 


Homo sapiens interleukin-1 homolog 1 (IL-1H1), mRNA 

Homo sapiens maior histocompatibility complex, class I, F (HLA-t), mRNA 

Homo sapiens hypothetical protein 669 (LOC56267), mRNA 

Homo sapiens homeo box D 1 3 (HOXD 1 3\ mRNA 

Homo sapiens hypothetical protein FLJ1 1267 (FLJ1 1267), mRNA 

Homo sapiens class-I MHC-restricted T cell associated molecule (CRTAM), 

mRNA 

tt ^ « • ^n-rt.mcMilQT ^nrlrktViplinl differentiation eene 1 fMDGl ), mRNA 
Homo sapiens microvascular enaoincii<u uixici^iitiativAA gv^i^ v vj ^ w */> 


NM 013303 
NM 013298 
NM 013386 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 

Homo sapiens hypothetical protein (Xi^u /yzoz), mfUNA 

Homo sapiens hypothetical protein (jjis^rZ/pjooouiz^;, miuNn _ — 


NM 013313 
NM 019116 


Homo sapiens hypothetical protein (AF060862), mRNA 

Homo sapiens similar to ubiquitin binding protein (UBPH), mRNA 


NMJH8961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UB ASH3 A), 
mRNA - — 


NM 018968 


Homo sapiens syntrophm, gamma z (bJN lkjz) 9 mxuN/\ 


NM 018967 


Homo sapiens syntrophm, ^amma 1 OIN i vjjj, mxu.NA 


NM 018969 
NM_0 18964 


Homo sapiens super conserved receptor expressed m oram d ^oivi^d j;, 

Homo sapiens solute earner iamny d / ^giyceroi-o-piiu&piiait uanopuiuvi;, 
member 1 (SLC37A1), mKJNA 


NM 018945 


Homo sapiens phosphodiesterase in (ruE/r>), miviN/^ _ 


NM 019066 


Homo sapiens MACrb-like z (JYLA.Ur^z), mxuN/\ _ 


NM 019060 


Homo sapiens NICb-1 protein (JN1LJ1-Ij a mxuM/v 


NM 019099 


Homo sapiens hypothetical protein (jLUCDdvz^j, m±uN/\ 


NM 019003 


Homo sapiens spmdlm-like (IAJL04400;, rnxuN/v 


NM 018952 


Homo sapiens homeo box Bo (HUJvBo ), mKJN/\ 


NM 018951 


Homo sapiens homeo box Aiu {riKJJsj\i\J), huvln/v 


NM 018942 


Homo sapiens homeo box (Ho tamiiyj i ixjjyla.ii, mx^iN^v 


NM 019109 


Homo sapiens beta- 1,4 mannosyitransierase vnivn ij 9 nixvi^^v 


NM 019052 


Homo sapiens HCK (^a-neiix coiiea-cou roa numuiuguc; v Alv ^ xv y? 11 


NM 018985 


Homo sapiens hypothetical protein yxiv^ori v .yj, iiijsj.n/^ 


NM 019096 


Homo sapiens GTr bmding protein z ^uirDrzj, miviN/\ ^ 


NM 018949 


Homo sapiens G protein-coupled receptor i*f ^vjrx^iH;, mr^iN^v _ — 


NM 019048 


Homo sapiens hypothetical protein {rL.jzv /d^j, iihmn^ _ — 


NM 019086 


Homo sapiens hypothetical protein xi-jzuo/^f ^rLJzuo/Hj, iiixvin^v 


NM 019040 


Homo sapiens hypothetical protein (ruzu^vo;, iiimna 


NM 018988 


Homo sapiens hypothetical protein (tljzuoouj, mxuN/\ 


NM 019005 


Homo sapiens hypothetical protein (FLJ20323), mRNA 


NM 019027 


Homo sapiens hypothetical protein (FLJ20273), mRNA 


NM 019008 


Homo sapiens hypothetical protein (r'.LJZUzozj, mivLN^ 


NM 019000 


Homo sapiens hypotneticai proiem vri^jzu i^— ^, liuxixr^. 


NM 019087 


tt u,^+Viafi'Ani -rt-rrtt^i-n T7T T9 AOS 1 rT^T T20051^ mRNA 

Homo sapiens hypotneticai protein rjujzuuj 1 yn-jj^wj lj 9 ^^y^2±± _ . 


NM 018996 


Homo sapiens hypothetical protein (riuizum o) 7 huvin^v m 

TT • _ „ -1 w ^ il ^..4. " _ 1 w «./xT-ai-n /"Ci'l IOAA 1 A^l TTlT^T > JA 


NM 019021 
NM 019018 


Homo sapiens hypothetical protein (ri^jzuuiu;, iiuvp^ 

Homo sapiens hypothetical protein vr-Ui 1 1 iz / iiuvln^ . 


NM 019084 


Homo sapiens hypothetical protein FLJ10895 (FLJ10895), mRNA 


KT\A 01Q070 
iNivx \j l yyj i v/ 


Homo sapiens hypothetical protein (TLJ10432), mRNA 


NM 019088 


Homo sapiens hypothetical protein F23149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM_018973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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MM 018959 


Homo sapiens DAZ associated protein 1 (DAZAP1), rnRNA 


jnjvl uiyuyc 


w<vmr» cartif»n« rvrlic nucleotide eated channel beta 3 (CNGB3), mRNA 


XTTV/T A1 QQ^Q 


tr nrn « eo-nipTiQ rhrnrnn^nme 15 ouen reading frame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 




iT rtn1 A cQi-ii^nc vAn Willehrand factor fVWF). mRNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 

r»cAiiHriir»flj»mmfltArv , i fTTA/TP"^ mRNA 


JNM 


Mr^Tvirk oQ-ni^nc ticciip inhihitor of metallooroteinase 2 (TTMP2). mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
--Moiri i <vn fQTTPrr^ ™ ml par gene encoding mitochondrial protein, mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 

/OTVLJT>\ tiiinlooT rrc»i-i<a *»nrT\/^ir» o rnitophnridrial DrOtGlTl mRNA 


NM 006745 


Tj«-r«rv nn n ; A « c ot/ar-rki C*A mpfhvl ronHa^p-lilce TSC4MOLV mRNA 

rlorno sapiens sieroi-v^ < +-nicuiyi uAiuaat iuvt< v - / ^- L x — 


Am f\r\ s~ o /l r\ 

NM_006860 


rr rt --/> nn+Qfixrp fTTP-KmHincr r>rotpiTi similar to RA.Y/RAB1C (RAiJL), 

JriOmO Sapiens pUtaLlVC kJTJL.L 'UUllLlllg JJIVJIA^III omuiai w A-x-t x x / aw ■»■ y y, 

rnjtviN/\ 


NM_00053 1 


TT/vi-nrt comVnc nrnitViine rarhamovltransferase fOTC), nuclear gene encoding 

XiOUlO SaUlCIl^ Ui 111 tunic; \jcll uaiLi\jy i vi aiioiwi wv V /' © 

mitnr , VioTiHrtal rvrntpin mRNA 


JNIVI UUUOU / 


TJ/^T-nn c*arnpn<5 nr A«sAmilCAld 1 fOR!M!l ). mRNA 


XTTVvT AAO^IQ 

JNM UU-0->o 


Tj nmrk oonipnQ Arrlnrlin fOCTT-N) mRNA 


JNM UUZJUl 


u nrnn conipn<; lartatp dehvdroeenase C fLDHC), transcript variant 1, mRNA 


JNM Ul /*f*fo 


u^r^n cciriipnc Iflptate Hphvrlropenase C CLDHCV transcript variant 2, mRNA 


INM uUUoyz 


Tj nTtir> conipn^ lcallikrein B nlasma (Fletcher factor) 1 (KLKB1), mRNA | 


JNM UU/IVj 


Wr^mrv Qanipn* inViihiti beta B factivin AB beta polypeptide) (INHBB), mRNA 


XTA /f AAO 1 Q 1 
JNM UUZiyi 


u ATnrt canipnQ inhiViin alnha rTNH A V mRNA 


JNM UUZUJj 


TJfvm<-i cflnipnQ fnrlrhpad hnx Ol A (rhabdomyosarcoma) (FOXOIA), mRNA 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXE1), mRNA 


XTA /f AAACA/t 

JNM UUUoUh 


TT rtrYV n, c?»r*ipr»c fnlntp rprpntnr 3 reamma) fFOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


XTTV A A A /I H A O 
NM UU4/4Z 


Tj^mrt coniprtc "RATI -^ccnpiflfpH r>rfitein 1 fBAIAPl). mRNA 


NM 0U4yZ5 


riomo sapiens aqudporin d yrvy^r s> j, imvi>n. — — 


XTTVVT AA71 QO 


TT/-w-n/-k canipnc Pqc QcoriatinTi (RalGDS/AF-6) domain family 1 (RASSF1), 

mKJNA 


NM_01S941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental reiaraauonj ^v_^i^i»o^, iiixsj-n^v _ — 


XTA/f A1 AQ"i^ 


UrimA canipnc nKiniiplpin 1 (\ TRT^ 1 ^ mRNA 


XTTV 4" A 1 1 /I A/C 

NM UlZ4vJo 


Tj Arnn 00 «; pnc px> Hnmnin rnntaminff 4 fPRDM4\ mRNA 

riomo sapiens jtxv u.unia.111 uvjiii<niniig » vj- ANj-'iYj.-ry, iiu.\in . __ 


iNlvl Ulo/Zo 


u nmo car»iVn<3 mvndn nVTV05C^ mRNA 


JNiVL_Ul / jhu 


n nmn coriipnQ hvnothetical nrotein DKFZp586H0623 (DKFZp586H0623), 

TrtT?M A 

IliXVlN/^. . 


1N1Y1 U 1 OUJ i 


WnTrin Q?mipn<; 7inc finder nrotein (ZFP), mRNA 


XN1VI Vl/JLO 


TJomn canipnc surfeit 2 TSURF2). mRNA J 




TTnmn ^aniens SRY fsex determinine region YVbox 18 (SOX18), mRNA 


INJV1 U 1 oHZ / 


tjotyia cQ-nipnQ "RNA nnlvmerase T transcriDtion factor RRN3 (RRN3), mRNA 


xnv/r niR^zi^ 

IN1V1 1/ A oJ^J 


Womn <;anien<; hvnothetical nrotein PR02955 (PR02955), mRNA 


"MM" 01 8^9^ 
iNivx yjioj^j 


TTomn ^aniens hvnothetical nrotein PR02369 (PR02369), mRNA 


1N1V1 U 1 O jZU 


ii nrnn caniens hvnothetical nrotein PR02268 (PR02268), mRNA 


NM 018605 


Homo sapiens hypothetical protein PRO 1777 (PRO 1777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO1068 (PRO1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO1051 (PRO1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO097 1 (PRO097 1 ), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 018699 


Homo sapiens JrK domain containing j ^rxsj^ivij^, iiuvLN-n. 


NM_0 17534 


Homo sapiens myosin, neavy polypeptide z, bKeieiai mu&uic, duuu \ivx x xi^j, 

TT XT A 


-v TTV jr i\ i Ci A f 1 

NM_0 18461 


xiomo sapiens uncnaiacterizeQ nenidiopuicuo oLdii/piug^iiiLvji oww putvui 

JVlUoUZO ^VJLLJoUZOJ, nitsJ.N/\ 


NM 018559 


Tj^-^, nnnianc l-i-i-\i-\fkrk1x^oor»orTi»rir?< : > cnprifip rp«v"nnn<;p-7 Trrotein TLSR7V ITiRInA 
Homo sapiens npopoiykaL/unaiiLic opt^mo i C'opvJiic*^ / ^jxKjix^ni ^ 


NM 018694 


Homo sapiens HSVI binding protein (LOC55913), mRNA 


NM 018663 


xiomo sapiens zzKLJa peroxisomal mcinuraiic piuicni-iiivc ^buv/j^o7j;, hu.>j.>i^ 


NM 018640 


Homo sapiens neuronal specmc uanscnpiiuii lat-iui 1/n.j. 1 v- L - ,v - yv ^* J ^ 00 ^/ 5 ^ ^ 


NM 018639 


Homo sapiens i^>o Dox-contaming wu proxcm vivuv^jjoot;, nuvi^n. 


NM 018449 


Homo sapiens /vu-u iz proiein ^lu^jjo^jj, mrviN^v 


NM_0 18658 


Homo sapiens potassium lnwaruiy-recuiying cnannci, t>uuiaiiniy j> uicinuti l\j 
(KCNJ 16), mKJNA 


NM 018671 


Homo sapiens nypotneucai proiem \jjsj<j\jDy /u\jj, nixsaN-rt. 


NM 018439 


Homo sapiens xvypotneticai prorem iivir i yiiyur i ulivin^v 


NM 017521 


Homo sapiens riiV protein ^rtoiviN/\rxi v miviN^ 


NM 017526 


Homo sapiens leptin receptor gene-reiaieu proiem ^riov^DJx.^xxjr 


NM 017513 


Homo sapiens metapnase cnromosomc proiem i v ri0iVAV ^ JV -' v/ ^> lAAAV - L> ' r ^ 


NM 017532 


Homo sapiens poD protein ^rio/\J z^+zd;, mixiNA 


-v TTV Jf A1 O/f 

NM 018682 


Homo sapiens nypotnexicai protein ixl^v^iviv^um-jt v jtlj_>'v^iv±\^v i tx j, aiu.v±^^v 


NM 018680 


Homo sapiens nypotneucai protein itjl^v^ov^zij/ v jriJL^v^vjv«.^ijry, nuvi>n. 


NM 018428 


Homo sapiens Hepatocellular carcinoma-assooidicu diiu^cn uu ^xavynuu;, hixvj.^^ 


-v TTV jr /*V 1 C ^\ O 

NM 017528 


Homo sapiens putative metnyitransierase \ti/\.^JHHH^) 9 uusam^ 


NM 017964 


Homo sapiens nypotneucai proiem rjujzuoj / ^rjLJzuoj iiu\j.Nrv 


NM 017952 


Homo sapiens nypotneucai protein rJL.Jzi//-?o ^irxjjzrw/ ~»o^, liiixj.^rv 


NM 017936 


U nTOrt ' „ _ rr» r\Trr*»fir>o1 TArrvt^lTT "FT T90707 /"FT T90707^ TTlRNA 

Homo sapiens nypotneucai protein rjL/jzu/u/ \r i^j^kj /\j / ) y hixxj-n^ 


NM 017933 


Homo sapiens nypotneucai protein J7j_yjz.u /\j i \x l^j /\j ij, iiuvi>^. 


-v TTV JT f\ 1 'lA'l 1 

NM 017931 


Homo sapiens nypotneucai protein rL-jzuo77 ^ri>j^uu77>, ixuxj.^-rv 


NM 01 /91 1 


Urvrv»n conipnc Uyrr\r\thp>tir>^ Trrp.tpin FT T90fi^S TFT T20635^ TTlRNA 

xiomo sapiens nypotneiivdi proiem r y± ^\j\j~> ) ^ xAix^a^^v 


xta x ni none 
NM U17o9o 


TT rt r»ri com'pnc Vl T m O t rTl=» tip Ck 1 TT TP. TP in FT T90<i0^ fFT T9O605^ TTlRNA 

nomo sapiens nypotneucai protein rijjz.uuuj ^l<jz.vuw;, ixax^^-tx . 


X TTV yf A1 lOOO 

NM 017bob 


Homo sapiens nypotneucai protein rLj^ujoi ^rui^ujoi;, iiuxj.>-n. 


XTTV X /\ 1 "70/ZC 

NM 017865 


Urvtvirv M «; pnC! rTAn-*/vtrTP»tipci1 nrrkfpin FT T90S^1 /"FT T90S'} 1 ^ TTlRNA 

Jtlomo sapiens nypotneucai protein r i^j^\jod l yrs^j^\j^~> ij 9 nuviTn. 


NM 017855 


tt^_ _ „ ■UxjT>rtfV l t»fiVo1 tttvv+pmtt FT T90^ 1 ^ rFT T90^ 1 ^ mRNA 
Homo sapiens nypotneucai protein ri^jzu»>i-> ^rivjzujijj, nirx-LNi-^ 


X TTV X A1 TOilfi 

NM 017o49 


xlomo sapiens nypotneucai protein rjL.jzu^u/ ^rj-rJLujv/;, nirx_L^n. 


X TTV X A1 TO/IC 

NM 017845 


tt-_„ _ ■ „^ "Ut rr-^+ViQ+ioo r -rvfrtT^TTT FT 190^09 ^FT T90 *>09 i mRNA 

Homo sapiens nypotneucai protein rLjzujuz. yri^j£,\jj\j^j 9 mr^±^r%. 


X TTV X A1 '70/l'T 

NM 017842 


tt i-, rr -»^+'U a +; r .o1 T-iT-rtf^iTT FT T9AzlRQ rFT T904R0^ mRNA 

Homo sapiens nypotneucai protein rLjzwoi' ^rj-rJzvH-o^;, nixvi^^-v 


XTTV X r\ 1 ICTA 

NM 017820 


tt-^- _ - „ rr^/^+'U^+i r>ol rM-r\tpirT FT T9nA^^ rFT T904^^^ mRNA 

riomo sapiens nypotneucai protein tjujzumoj ^r^jz.v'tjji, nirvx^r^ 


-v TTV X A1 TOA/T 

NM 017806 


Homo sapiens nypotneucai protein ri^jzuH-uo ^ri J j^u < Tuu;, hixvin^. 


X TX iT f\ 1 TOrtrt 

NM 017800 


xlomo sapiens nypotneucai protein jtjljzujso \ti-^z.\jdz7d iiuxj.^-tv 


NM 017795 


tt^^^ p „-; oricl Vi^rr-fcrttri^fipQl TYrv\tpiri FT T90^7R ( Kl 1 9 O V7 K ) mRNA 

xlomo sapiens nypotneucai protein ri^j^LVD / o ^x* / oj 7 m-ivi^-rv 


NM 017794 


TJ rtT „ A poni^nc T^T.rr%rvtrTptip«al Trrp.tpin FT T9 fi ^ 7 ^ ^ h ! 19.0 ^75) TTlRNA 

xiomo sapiens nypotneucai protein ri/j^uj / ^rw^vj / nixxx^-n. 


XTTV /T A1 T7/TO 

NM 017768 


xiomo sapiens nypotneucai protein itjujzujji v. r - L ' J ^-'vj)-5ij, iiuvln^-v 


x ttv yr /a 1 

NM 01775/ 


XT^t-^Ax no^onr V»irr>^v+Vi^TT r-ol T-v-rrvfPM TT FT T9n^07 rFT T90^07 1 mRNA 

riomo sapiens nypotneucai protein x^i^jzuju / yrjuj^yjoyj / j, nu\j.^r\ 


X TTV vT A1 T7/in 

NM 017749 


Homo sapiens nypotneucai protein rjujzuz^H- ^ri J jz.u/,7 t t«, xiixxx^rv 


x ttv ai n t o 

NM 017733 


tt • ^^T-i^^f^oi nrrv+zMn FT T9H9/t^ ^FT T909 ^tS^ ml?NA 

Homo sapiens nypotneucai piotein ri^jzuzoj ^rx^jz,vfz,o-)^ ? iiixsa>-rt. 


XTTV X niT710 

NM 017732 


tj caniPrto lix/r-»rv+Vi^Hr»a1 tytvt 'fp i tt FT T909K9 ( h i 1 9 09 69 ^ mRNA 

xiomo sapiens nypotneucai protein r , x-rjz,uz,uz. ^ri^jziF^uz-^j nixvx^-rv 


NM 017730 


Homo sapiens hypothetical protein FLJ20259 (FLJ20259), mRNA _j 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLJ202 1 6 (FLJ202 1 6), mRNA . 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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NM 017635 
NM 017632 
NM 017624 
NM 017623 
NM 018390 
NM 018382 
NM 018337 
NM 018320 
NM 01 8317 

XNXVX V 1 0«-> X 1 

NM 018301 
NM 018295 
"MM 018291 
NM 018290 
"NM 01 8280 

1NXYX V X o*<ou 


Homo sapiens hypothetical protein FLJ20039 (FLJ20039), mRNA 
Homo sapiens hypothetical protein FLJ20036 (FLJ20036), mRNA 
Homo sapiens hypothetical protein FLJ20019 (FLJ20019), niKMA 
Homo sapiens hypothetical protein FLJ2001 8 (FLJ2001 8), mRNA 
Homo sapiens hypothetical protein FLJ1 1323 (FIJI 1323), mRNA 
Homo sapiens hypothetical protein FLJ1 1292 (FLJ1 1292), mRNA 
Homo sapiens hypothetical protein FLJ1 1 137 (FIJI 1 137), mRNA 
Homo sapiens hypothetical protein FLJ1 1099,(FLJ1 1099), mRNA 
Homo sapiens hypothetical protein FLJ11082 (FLJ 11082), mRNA 
Homo sapiens hypothetical protein FLJ1 1016 (FLJ1 1016), mRNA 

TT , . • i Try ti i f\f\f\ fur ti 1 ftftOA mRNA 

Homo sapiens hypothetical protein tL,j i iuuu {.vlj i iwu;, nuu>in _ 

Homo sapiens hypothetical protein FLJ10986 (FLJ10986), mRNA 

Homo sapiens hypothetical protein FLJ10983 (FLJ10983), mRNA 

Homo sapiens hypothetical protein FLJ10945 (FLJ10945), mRNA 


NM 018266 


Homo sapiens hypothetical protein FLJ10902 (FLJ10902), mRNA 
Homo sapiens hypothetical protein FLJ10898 (FLJ10898), mRNA 


NM 018263 

XNXVX \J A \J J->\J ~J 

NM 018249 


Homo sapiens hypothetical protein FLJ10867 (FLJ10867), mRNA 


NM 018233 
NM 01 8202 


Homo sapiens hypothetical protein FLJ10826 (FLJ10826), mRNA 
Homo sapiens hypothetical protein FLJ10747 (FLJ10747), mRNA 


ktm 0 1 R 1 Q4 

XNXVX UlOl -7*t 

"MM 01R191 ! 

IN XVX U10171 


Homo sapiens hypothetical protein FLJ10724 (FLJ10724), mRNA 
Homo sapiens hypothetical protein FLJ 107 16 (FLJ 107 16), mRNA 


NM 018134 


Homo sapiens hypothetical protein FJJ10547 (FLJ10547), mRNA 


"MM 0 1 R 1 ^ 1 

lNXVX UlOlJl 

MM" 018124 

XNXVX ulul j£#*-r 


Hnmn Qanip.ns hvnothetical nrotein FLJ10540 (FLJ10540), mRNA 
Homo sapiens hypothetical protein FLJ10520 (FLJ10520), mRNA 


NM 01 81 14 

IN XVX V/ 1 O 1 1 i 


Homo sapiens hypothetical protein FLJ10496 (FLJ10496), mRNA 


NM 018107 

XNXYX \J 1. Kj L\J I 


Homo sapiens hypothetical protein FLJ10482 (FLJ10482), mRNA 


NM 018098 

xnxvx \j l u u 


Homo sapiens hypothetical protein FLJ10461 (FIJ10461), mRNA 


NM 018085 


Homo sapiens hypothetical protein FLJ10402 (FLJ 10402), mRNA 


NM 018079 


Homo sapiens hypothetical protein FLJ10379 (FLJ10379), mRNA 


NM 0 1 8063 

XNXVX \J X OV/VX-7 


Homo sapiens hypothetical protein FLJ10339 (FLJ10339), mRNA 


NM 018062 


Homo sapiens hypothetical protein FLJ10335 (FLJ10335), mRNA 


NM 0180*59 

XNXVX V/ 10UJ7 


Homo sapiens hypothetical protein FLJ10324 (FLJ10324), mRNA 


NM 018053 

XNXVX IfJLOvJJ 


Homo sapiens hypothetical protein FLJ10307 (FLJ10307), mRNA 


NM 0 1 8046 

IN 1VX UIOUW 


Homo sapiens hypothetical protein FLJ10283 (FLJ10283), mRNA 


NM 018006 

XNXVX \J X Ouvv 


Homo sapiens hypothetical protein FLJ10140 (FLJ10140), mRNA 


NM 018004 

XNXVX V/10vv~ 


Homo sapiens hypothetical protein FLJ10134 (FLJ10134), mRNA 


NM 017999 

XNXVX W i / Zr ^ S 


Homo sapiens hypothetical protein FLJ101 1 1 (FLJ101 1 1), mRNA 


NM 017992 


Homo sapiens hypothetical protein FLJ10083 (FLJ10083), mRNA 


NM 017991 

XN XVX \J 1 / .7 .7 X 


Homo sapiens hypothetical protein FLJ10081 (FLJ10081), mRNA 


NM 017979 


Homo sapiens hypothetical protein FLJ10043 (FLJ10043), mRNA 


xNivx ui /y / d 


Homo san^n" Wnthe.tical protein FLJ10036 (FLJ10036), mRNA 


NM 017973 


Homo sapiens hypothetical protein FLJ10034 (FLJ10034), mRNA 


xnv/f n 1 76 1 n 

iNxVl Ul /OiU 


xw™ «,™ P n S V.vnr,tViRtir.a1 nrotein DKFZn761D081 (DKFZp761D081), mRNA 


NM 018457 


Homo sapiens DKFZp564Jl 57 protein (DKFZP564J1 57), mRNA 


"MM HI 7^QO 


Homo saniens hvoothetical protein DKFZp434K0920 (DKFZp434K0920), 
mRNA 


NM_017566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522), 
mRNA 


NM_017612 


Homo sapiens hypothetical protein DKFZp434E2220 (DK*Z,p434H2ZZUj, 
mRNA _ 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (C17), mRNA 
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NM 018656 


Homo sapiens bladder cancer overexpressed protein v i), iii*un/\ 


NM_0 18702 


Homo sapiens double-stranded RNA speciiic adenosine aeammase j/vj-jaio,/, 
mRNA . : 


NM 014160 


Homo sapiens HSPC070 protein (HbrUU /uj, mKJNA 


NM_004288 


Homo sapiens pleckstrm homology, bee / ana coiiea/cou aomcuii& 3 uiuumg 
protein (PSCDBF), mKJNA 


NM 004060 


Homo sapiens cyclm Cji (L-a^inuij, mruNA _ 


NM 006521 


Homo sapiens transcription tactor omaing xo lunivi cunau^i -> v XA ijJ ^ — 


NM 007035 


Homo sapiens keratocan (isJb,KA) 3 mKJNA — 


NM 000546 


Homo sapiens tumor protein p^3 (Li-rraumem synaromc; ^ijtjj^, UUVim , 


NM 003015 


Homo sapiens secreted trizzled-related protein o ^rssjrD), uusa^j^ 


NM 003012 


Homo sapiens secreted frizzled-related protein i ^arj^ri;, ihimn/^ 


NM 017414 


Homo sapiens ubiquitm speciiic protease lo (Ubfio;, "Iiuma 


NM 016525 


Homo sapiens ubiquitm associated protein turSAr ttikj.n/\ 


NM 017442 


Homo sapiens toll-like receptor y (ILKy), itikina 


NM 016937 


Homo sapiens polymerase (JJJN A directed;, aipna ula^ iiirviN^-v 


NM 016931 


Homo sapiens NADPH oxidase 4 (JNUa.4), mKJNA 


NM 017433 


Homo sapiens myosin IIIA (MY 03 A), mRNA 


NM 016946 


Homo sapiens junctional adhesion molecule (JAM), mKJNA 


NM 005536 


Homo sapiens inositol(myo)-l(or 4)-monopnospnatase l (iMfAij,mKJ.NA 


NM 017410 


Homo sapiens homeo box C13 (HOXC13), mRNA 


NM 017409 


Homo sapiens homeo box C10 (HOXC 1 0), mRNA 


NM_0 15922 


Homo sapiens NAD(P) dependent steroid dehydrogenase-like; H105e3 
(H105E3), mRNA 


NM 004129 


Homo sapiens guanylate cyclase 1, soluble, beta Z (OUtY i&z), mKJN/v 


NM_0 17423 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme.poiypepnae in- 
acetylgalactosammyltransterase / toaiiNAc-i / j ^ualim iiuvin^ 


NM 016947 


Homo sapiens G8 protein (Cjo), mKJNA 


NM 017434 


Homo sapiens dual oxidase 1 (JJUUXl), mKJNA 


NM 012143 


Homo sapiens tuftelin-interacting protein (TIP39), mRNA 


NM 017418 


Homo sapiens deleted m esophageal cancer 1 (UliCl ), mKJNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 017413 


Homo sapiens apelm; peptide hgand for APJ receptor (Ar-bLJJN), txikjna 


NM 000477 


Homo sapiens albumin (ALB), mKJNA 


NM_007235 


Homo sapiens exportm, tRNA (nuclear export receptoi tor tKJNAs) {/sJf ui) 9 
mRNA 


NM_004585 


Homo sapiens rehnoic acid receptor responaer (^tazarotene mauceaj j 
(RARRES3), mRNA 


NM 002134 


Homo sapiens heme oxygenase (decyclmg) 2 (HJVLUA2), mKJNA 


NM 002100 


Homo sapiens glycophonn B (includes bs blood group; (u irts;, mKiN/v 


NM 002099 


Homo sapiens glycophorin A (includes MN blood group) (GYP A), mRNA 


NM 005708 


Homo sapiens glypican 6 (GPC6), mRNA 


NM_013280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRT1), 
mRNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


NM_013410 


Homo sapiens adenylate kinase 3 (AK3), nuclear gene encoding mitocnonanai 


NM_002161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NM_013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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mirier aene encoding mitochondrial protein, mRNA 


VTNyf r\C\AQQO ' 


u^™^ Conine m^tVivl PnG binding nrotein 2 (Rett syndrome) (MECP2), mRNA 


XTA/T nf\1Q1£\ 
JNiVl UUjyZD 


Wrtmo csmiens methvl-CnG binding domain r>rotein 3 (MBD3), mRNA 


xnv/f nn^i sin 


Homo saniens L1M domain onlv 6 (LM06), mRNA 


TsJA/f ni^A^I 
JN1VI_U 1 J^tJ 1 


u nmn saniens killer cell lectin-like receptor subfamily C, member 4 (KLRC4), 
mRNA 


"NTVT 001497 


Homo sapiens engrailed homolog 2 (EN2), mRNA 


IN IV1 U U 1 


Homo saniens enerailed homolog 1 (END, niRNA 


XTN/T OO^/LdS 
1N1V1 UU.J i r40 


Rnmn saniens zinc finger protein 155 (pHZ-96) (ZNF155), mRNA 


IN IV1 U 1 OZ.Z-U 


Homo saniens zinc finger protein (ZFD25) (ZFD25), mRNA 


TJIV/T 01 ^8S"S" 
INIVl 


Homo saniens Wilms tumor associated protein (WlT-1 ), mRNA 


INIVl UIjo/j 


Homo saniens villin-like PVTLLY mRNA 


MM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


INlYl UlO^/o 


u A mn esMvi <*nQ variable charge nrotein on X with two repeats (VCX-2r), mRNA 


JNiVl UlCHO/ 


TTr\mr» cam' ens tiihiilin ffamma 2 (TUJb$G2\ mRNA 


MM 016575 


Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 




Wrtn-ir» Qnnipnc K"R AR-7inc fineer Drotein SZFl-1 (SZF1), mRNA 


JNM_U1 dZ/Z 


T4rvmr» car^i^riQ Qolntp carrier familv 21 f organic anion transporter), member 11 
^^1^9^11^ mPNA 


JNM ui^y/o 


Unmr\ cjo-rvi^-nc nntfltivp Q^rrfteid nrotein TSIG1 Y). mRNA 


"XTTV K A1 /COO /I 

NM_U 16224 


11^1^^ conipnc QU^ qtiH pv domain-containing nrotein SH3PX1 (SH3PX1), 
mRNA 


NM Uloz/o 


ii Arnr . cnnipnc cf»nim/cxliiroporhcoid regulated kinase 2 fSGK.2), mRNA 


TvTA H A 1 < Q Q A 

JNJVl U1joo4 


TirkTYir* c^-r»i^r»Q ^9P nrotein ^S2P"i mRNA 


ivnv/r m /CQS£ 


"HVvn-irk cnrtipnc RTT9S n^TT9^ mRNA 


INIVL UIOjZI 


Homo <sanien<? Rh tvne C glvcoprotein (RHCG), mRNA 


NM_0 15900 


Homo sapiens phosphatidylserine-specific phospholipase Alalpha (PS-PLA1), 

mPNA 


INIVL UIOjjj 


PTomn Qflnien*; mniurin 9 nsr!NJ2V mRNA 


XTN/T 0 1^^4.1 


Hnmo <?am*ens membrane interacting protein of RGS16 (M1K16), mRNA 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (MAN1), mRNA 


NM_U 1 o24V 


W/vrrn-\ coni^nc mplflnnmfl antigen familv E 1 cancer/testis specific (MAGEE1), 

ITLIxIN/Y . — ■ 


xnv>f Ol /^1 S^ 


Wnmo Qanien<; T W-1 (1 W-l") mRNA 


INIVL U i ODD 1 


Wnmn ^aniens seven transmembrane protein TM7SF3 (TM7SF3), mRNA 


1N1VI_U 1DJZ7 


Homo sapiens ATPase aminophospholipid transporter-like, Class I, type 8A, 
member 2 ( r ATP8A2) mRNA 


IsJlVT 016419 
INIVl \J lU*tJZ- 


Homo sapiens synoretin (LOC51749), mRNA 


IN IVL U 1 Oj 


Homo sapiens ghrel in precursor CLOC51738). mRNA 


"MM" A 16970 
INIVl U 1 / U 


Homo sapiens Krunnel-like factor (LOC51713), mRNA 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


JNJVl U1DZ31 


u nTrin cciniens nemo-like kinase fLOC51701), mRNA 


NM U1o22j> 


UrvT^A cQnipnc "RTiFl hmp TTTn nrotein (1 X^CIS 1 69 8) . mRNA 


NM 016219 


Homo sapiens alpha 1,2-mannosidase (LOC51697), mRNA 


INIVl UID21 / 


u nmft caniens hHDP for homolog of Drosophila headcase (LOC51696), mRNA 


NM_uioiyy 


WriTYiri Qanien<5 TTfi cn"RN A -associated Sm-like protein LSm7 (LOC51690), 
mRNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NM_0 16447 


Homo sapiens MAGUK protein p55T; Protein Associated with Luis 2 
(LOC51678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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NM 016079 


TT_ _ ~~~Z a ~n PPT 1 /I O Main /T Ptf^l^^^ mPlSJA 

Homo sapiens cm-i4y protein ilaju.) iojzj, iiiivina 


NM 016062 


Homo sapiens Uvjl-lZo protein (j_ajv^:> io^f / j, miviN/\. 


NM 016057 


Homo sapiens v^oi-izu protein (lulj iohh), mi\j.Npv 


NM 016056 


Homo sapiens Cljrl-l ly protein (Lajlo io*4oj, miviN/\ 


NM 016047 


Homo sapiens Cul-l iu protein {lajk^d lODy), mru.N/\ 


NM 016016 


TT_ ^ n««^«« PPT <Q TM-n+oin /'T PiP^ 1 /^OQ^ •m'RTSlA 

Homo sapiens Uvji-oy protein v i^vj^z> iozy), iucun/\ 


NM 016008 


Homo sapiens UCjI-oU protein ^uv-^d iozoj, ituvina 


NM 015995 


Homo sapiens Kruppel-liRe tactor 13 (KLr 13)> mxsJSJ\ 


NM 015980 


Homo sapiens HJVLr 19 pro tern 10 1 /J, iiijvin/v 


NM 015958 


Homo sapiens v^(jrl-3U protein (Iajlo 101 1 iiikjn/y ^ 


NM 015941 


TT ! „ PPT 1 1 -vx-a-^t+A-i-M /T AP< 1 ^fi^ TYlP\T A 

Homo sapiens CCjI-1 1 protein (lAJUMoUOJ, mKJN/v 


NM 015937 


TT„ _^ ~~.~Z~.~~ PPT A/C ni-rvfoin PT PkP^ 1 AAA*\ TVlT?*MA 

Homo sapiens COl-Uo protein ^l»vjL/Mouh-;, tilkin/v 


NM 015929 


Homo sapiens lipoyltransterase ^ll;l,dioui) 5 mrUN/\ 


NM 015921 


Homo sapiens divalent cation tolerant protein tuiA ^l\jl/jij7o;, iiusj.n^v 


NM 015908 


Homo sapiens arsenate resistance protein ak^/ ^AKcyz;, mivLN/\ 


NM 015875 


Homo sapiens unnamed nbKV-h protein (Lulj ijoi;, miviN/\ 


NM 015874 


tt ~~~Z ~~~ TT OT/" Uiw/^i«/» -fVi r» + /-»-r* O PT P*P^ 1 ^ ml?"NJ A 

Homo sapiens H-zrL binding iactor-z ^iJ^DiDou^, mj\iNi\ 


NM 016283 


Homo sapiens adrenal gland protein AJJ-UU4 ^jluco id /6; 5 mKJN/v 


"v t"» it r\ -\ y y a a 

NM 016644 


TT — ~~~* ~~~ ««„„««/,'U, rv«n1 n+ft-m /-.ckll r\T>ATain AQP^4 /'T 1 ^^1^ TTlT? "NT A 

Homo sapiens mesencnymai stem cell protein (l^v^j i jjhj, imvi>A 


NM 016643 


Homo sapiens mesencnymai stem cell protein Dc>L,43 (Lajlo i333j ? rriKiN/\ 


NM 016642 


Homo sapiens beta V spectrin (BbrJbU V j, mKJNA 


NM 016638 


x t OT* o £" - . — .1 — — ~~.~l4-~.Z~ /T P"\P^*^ 1 100^ -rv»T? X^T A 

Homo sapiens SRp25 nuclear protein (LULd 13zyj, mKJN/v 


NM 016637 


Homo sapiens ncaml (LOC51328), mRNA 


NM 016633 


Homo sapiens EDRF protein (LOC51327), iiiRJnA 


NM 016625 


Homo sapiens hypothetical protein (LOCo 15 19), mKJNA 


NM 016622 


Homo sapiens hypothetical protein (LOC51318), mRNA 


NM 016621 


Homo sapiens hypothetical protein (LOC5 13 17), mRNA 


NM_0 16609 


Homo sapiens hBOIT for potent brain type organic ion transporter (LOC51310), 
mRNA 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NMJ 16591 


Homo sapiens core 2 beta-l 3 6-N-acetylglucosaminyltransferase 3 (LOC51301), 
mRNA 


NM 016585 


Homo sapiens testicular haploid expressed gene (THEG), mRNA 


"v t» x r\ i y y t o 

NM 016573 


tt * /-^ Z~4-~.~.~ ~4-Z~ ~r ~~~.4-~.Z~ PT APC 1 OQ1 \ *v»D\TA 

Homo sapiens Gem-interacting protein (LCJCd iZyl), mKJNA 


NM_0 16568 


Homo sapiens Cj-protem coupled receptor oA-LrK, somatos Latin ana angiotensin- 

1*1 j * j „ ^ ^^.+^.-^ PT APC 1 O OOA wiT>"N.T A 

like peptide receptor (JLOCj l/oy), mKJNA , 


NM 016566 


TT „„_^ * ^, PT APC1 *lOO\ w»T>"M A 

Homo sapiens pparl (JLULolzoo), mKJNA 


NM 016563 


Homo sapiens Ris (\LOC512b5), mKJNA 


"kt\ yr A1 z'fyio 

NM 0 16548 


tt ~ ~~~Z~~~ ~~ ~.~~1~~~ ~ a. «rAfai« PDai PT HP^ 1 1 RfA -rnT?lsI A 

Homo sapiens golgi membrane protein vjJt /3 ^iaj^:> izou;, mrvLN/\ 


"KTX /T /\ 1 /" jl fVA 

NM 016499 


Homo sapiens hypothetical protein (LOCo 12^y), mKJNA 


NM_0 16490 


Homo sapiens hypothetical protein (LOC5 1252), mRNA 


1l t~k x t*\ •% y a y y 

NM 016466 


Homo sapiens hypothetical protein (LOC5123y) 3 mKJNA 


NM 016459 


TT "1 4-T_ „ o_ J 1 „ J ^» /T APC 1 tviDXT A 

Homo sapiens hypothetical protein (LUC!) 123 /), mKJNA 


NM 016449 


Homo sapiens hypothetical protein (LOC5 1233), mRNA 


NM 016440 


Homo sapiens VRK3 for vaccinia related kinase 3 (LULMzi 1), mKJNA 


NM_0 16427 


Homo sapiens transcription elongation factor (Sill) elongin AZ (!CtiH3J_.) 5 

■mT?XTA 

miviNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM_016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC51201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC5 1 198), mRNA 
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NM 016341 


Homo sapiens pancreas-enriched phospholipase C (LOC51 196), mRNA 


JLN1VI U 1 \J-D Z*D 


TWno sanifins cvclin-E bindine protein 1 (LOC51191), mRNA 


"KTN/f 01/^17 


Homo saniens neutral sphingomyelinase (LOC51190), mRNA 


1N1VI UiU^OO 


Homo saniens carbonvl reductase (LOC51 181), mRNA 


INIVl U1DZ.07 


TTomo Qaniens Ivmnhoid enhancer binding factor-1 (LOC51176), mRNA 


TsX\/f Al ^9Zl^ 
JNlVl_U 1 


Wr\mn Qnrnf»n<? retinal short-chain dehvdrogenase/reductase retSDR2 
(TOC51170) mRNA 


"KTIVT 01^941 
iNlVl U 1 1 


Homo samVns endorrni^in-1 (7,OC51 169), mRNA 


IN 1VJL vlO^Jv 


Homo sapiens flavohemoprotein b5+b5R (LOC5 1 167), mRNA 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC51164), mRNA 


INlVl U 1 DZ- 1 .2 


TTomn saniens NEU1 nrotein (LOC51162), mRNA 


TvTN/f 0 1 69 1 0 


Homo saniens e20 nrotein fLOC5 1161), mRNA 


"MTV/f 016161 
1N1VL U 1 O It) JL 


Hnmn wTtiens a1nha-l .4-N-acetvlelucosaminvltransferase (LOC51146), mRNA 


TvTA/T 016191 
lNlYL U 1 0 1 Z_> 


TTomn ^aniens nntative nrotein kinase NY-REN-64 antigen (LOC51 135), rnRNA 


"MTV/T 016190 


TTomn saniens nutative rine zinc finger protein NY-REN-43 antigen 1 
anP51l^?^ mRNA 


XTN/I 01 6011 


TTomo saniens CGI-90 nrotein (LOC51115), mRNA 


TsIM" 016019 


Homo saoiens CGI-89 protein (LOC51 1 14), mRNA 


"MTV/T 016O10 


Wnmo Q5»nipn«? fYxT-87 nrotein fLOC51112\ mRNA 


xnv/r oi 609R 


TTomo saniens CGT-85 nrotein CLOC5 1111), mRNA 1 


KTA/T 0 1 609 7 


TTomo ^aniens CGI-83 nrotein CLOC5 1110), mRNA i 


MTVf 0 1 6099 


Homo saniens CGI-78 nrotein (LOC51107), mRNA 


TsTIVT 016018 

IN1VI U 1 \J\J 1 O 


Homo ^aniens CGT-72 nrotein (LOC51105), mRNA 


"NTM" 016011 


Homo saniens CGI-65 protein (LOC5 1 103), mRNA 


xnv/f o 1 60 1 1 

INlVl U 1 OU 1 L 


Homo saniens CGI-63 protein (LOC5 1 102), mRNA 


JNIVI U 1 ouuo 


Homo ^aniens CGI-58 nrotein CLOC5 1099), mRNA 


XTK/T 01 ^QQQ 


TTomo ^aniens CGI-45 nrotein fLOC5 1094), mRNA 


KT\A 01 5QR? 
INIVl UIJ 70Z 


TTrvmo QanienR aerm cell snecific Y-box binding protein (LOC51087), mRNA 


XJA/f 01 ^Q61 
IN 1VL U JL J 7Uj 


Homo saniens CGI-36 protein (LOC51078), mRNA 


MM 015959 

IN J.YJ. vl J7J7 


Homo sapiens CGI-31 protein (LOC51075), mRNA 


MM 01 5950 


Homo saniens CGI-22 protein (LOC51069), mRNA 


MM 015938 


Homo sapiens CGI-07 protein (LOC51068), mRNA 


NM 015916 


Homo sapiens hypothetical protein (LOC51063), mRNA 


MM 015914 

JLNlvl UU7 1*t 


Homo saniens hvoothetical protein (LOC51061), mRNA 


INlVl VJ LDy 1U 


TTomo wm>n<i hvnothetical nrotein ^LOC51057), mRNA 


MM 01 5Q01 

INlVl UlJyvl 


Homo «?arvipn9 nnl<nowTi ^Tr0^51 055). mRNA 


MM 01 SR91 
inivi v i ooyD 


Homo ^aniens nrenronrolactin-releasing peptide (LOC51052), mRNA 


NM_015887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 

rrVRT\TA 


XTNA OI 5RRft 
INlVl Ul Joov 


Homo saniens RIG-like 14-1 (LOC51047), rnRNA 


MM OI 5R77 
INIVl U 1JO / / 


Homo ^aniens Krunnel-associated box protein (LOC51045), mRNA 


MM 01 5R61 
INlVl UiJOOJ 


Homo saniens surf actant nrotein B CLOC51041), mRNA 


MM 0 1 5 R 54. 
INIVl VJ 1 ^OJ*t 


Homo saniens retinoic acid receotor-beta associated open reading frame 
n.Or!S10^6^ mRNA ^ 


MM 015 R49 

IN 1VJL vl J 0*T-7 


Homo sapiens pancreatic elastase ED3 (LOC51032), mRNA 


XTN/f 0 16075 
INIVl U I OU / J 


Homo saniens CGI-145 protein (LOC51028), mRNA 


NM 016074 


Homo sapiens CGI-143 protein (LOC51027), mRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-111 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-18 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI-121 protein (LOC51002), mRNA 
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NM 015948 


Homo sapiens CGI-19 protein (LOC5 1000), xnKJNA 


NM 016040 


Homo sapiens CGI-100 protein (LUCoUyyy), mKJNA 


NM 016571 


xx • -l ^_ ■ /x O \ T>\T A 

Homo sapiens lengsm (LGS ), mRNA 


NM 015868 


Homo sapiens NK-receptor (KIR-023GB), mRNA 


NM 016281 


Homo sapiens STE20-like kinase (JIK), mRNA 


NM 016358 


Homo sapiens iroquois homeobox protein 4 (IRX4), mKJN A 


NM 016291 


Homo sapiens mammalian inositol hexakisphospnate kinase z (iroKz), itikina 


NM 015848 


Homo sapiens cytokeratm 2 (HUMCYT2A), mRNA 


NM 016506 


Homo sapiens hypothetical protein (HSPC252), mRNA 


NM 016498 


Homo sapiens hypothetical protein (HSPC242), mRNA 


NM 016460 


Homo sapiens hypothetical protein (HSPC192), mRNA 


NM 016390 


Homo sapiens hypothetical protein (HSPC109), mRNA 


NM 016091 


Homo sapiens HSPC025 (HSPC025), mRNA 


NM_0 16522 


Homo sapiens neurotnmm (HNT), mRNA 


NM 016258 


Homo sapiens high-glucose-regulated protein 8 (HOKOo), mRNA 


NM 016173 


Homo sapiens HEMK homolog 7kb (HEMK), mRNA 


NM 016516 


Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 


NM 016540 


Homo sapiens G protein-coupled receptor 72 (GPR72), mRNA 


NM 012196 


Homo sapiens G antigen 8 (GAGE8), mRNA 


NM 015898 


Homo sapiens HIV-1 inducer of short transcripts binding protein (FBI1), mRNA 


NM 016357 


Homo sapiens epithelial protein lost m neoplasm beta (EPL1N ), mRNA 


NM 016218 


Homo sapiens polymerase (DNA-directed) kappa (POLK), mRNA 


NM 016240 


Homo sapiens CSR1 protem (CSR1 ), mRNA 


NM 016073 


Homo sapiens CGI-142 (CGI-142), mRNA 


NM 016315 


Homo sapiens CED-6 protein (CED-6), mRNA 


NM 016620 


Homo sapiens hypothetical protem (BM-005), mRNA 


NM 015896 


Homo sapiens BLu protein (BLu), mRNA 


NM 016426 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 


NMJ315928 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 
(AS3), mRNA 


NM 016238 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


NM 016376 


Homo sapiens ANKHZN protein (ANKHZN), mRNA 


NM 016282 


Homo sapiens adenylate kinase 3 alpha like (AKL3L), mRJNA 


NM 016453 


Homo sapiens SH3 protem (AF3P21), mRNA 


NM 016614 


Homo sapiens TRAF and TNF receptor-associated protein (AD022), mRNA 


NM_015365 


Homo sapiens Alport syndrome, mental retardation, midface h^oplasia and 
elhptocytosis chromosomal region, gene 1 (AMMECR1), mRNA 


NM 007126 


Homo sapiens valosm-contammg protein (VCP), mRJN A 


NM 001059 


Homo sapiens tachykinin receptor 3 (TACR3), mRNA 


NM_005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MY HI), 
mRNA 


NM 005561 


Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (JWA), mRNA 


NM 000854 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 


NM 002046 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase (GAPD), mRNA 


NM_001953 


Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), 

«t-iT> XT A 

mRNA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
fABCBl), mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 
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NM 014068 


Homo saniens SEEK1 protein fSEEKl), mRNA 


NM 014051 


Homo sapiens PTD011 protein (PTD011), mRNA 


NM 014109 


Homo sapiens PRO2000 protein (PRO2000), mRNA 


NM 014107 S 


Homo sapiens PRO 1992 protein (PRO 1992), mRNA 


NM 014095 


Homo saniens PRO1600 protein fPRO 16001, mRNA 


NM 014084 


Homo saniens PRO0806 nrotein (PRO08061, rnRNA 


NM_014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


XNXVA UltvOZi 


Homo saniens PRO0397 nrotein fPRO0397Y mRNA 


X^IXVA ultl^J 


Homo saniens PRO0327 nrotein fPRO03271 mRNA 


NM 014081 

XX XV A V/ X*"TV/0 A 


Homo saniens PRO0297 nrotein fPRO02971 mRNA 


NM 014037 

XNXYA UlnuJ / 


TTomn <;anif»n<; TsTTTS nrotein fNTTTM mRNA 


NM 015367 

XNXYA UiJJU/ 


TTnmo ^aniens MTT 1 nrotein TMTL1 1 nuclear eene encoding mitochondrial 
nrotein mRNA 

Lrl V/ Ivlllj XXXX.VX 11 X 


NM 014060 


Homo saniens MCT-1 nrotein fMCT-1 mRNA 


NM 014892 


Homo saniens KIAA1 116 nrotein fKIAAl 1 161, mRNA 

X X \J A i 1W LJUL/lwllO A\.JJ II X X X X V-r pi V IVI11 1 XVaa XX XX X X f 5 lAAXVA ' * *» 


NM 014968 


Homo saniens KIAA1 104 nrotein fKIAAl 1041 mRNA 


NM 014915 

1NXVA V 1 1 ^ 


Homo saniens KIAA1074 nrotein fKIAAl 0741 mRNA 


NM 014911 

j. n xya vy j. x x 


Homo saniens KIAA1048 nrotein fKIAA10481 mRNA 

JLJLV111U vjLXyy 1\1TLiX1V^U |/1 V ^XVXlUl. * W / } lAXX^-1 Tl X 


NM 014965 


Homo saniens KIAA1042 nrotein fKIAAl 0421 itlRNA 


NM 014947 


Homo saniens KIAA1041 nrotein fKIAAl 04 11 mRNA 


NM 014923 


Homo saniens KIAA0970 nrotein fKIAA09701 mRNA 


NM 015310 


Homo saniens KIAA0942 nrotein (KIAA09421 mRNA 

X. X \J a XX v/ JtlU lvllO Ivli XX X\y 1 L/ A V/ Lwlll \ AV.JU XX W ^ • X-r f ^ ^XXAVX ^1 X X 


NM 015057 

XXXVA V/i«y\7k/ / 


Homo saniens KIAA0916 nrotein fKIAA09161, mRNA 


NM 014944 


Homo saniens KIAA091 1 nrotein (KIAA091 11 mRNA 


NM 014961 

XXXV A V-FX""T.7\JX 


Homo saniens KIAA0871 nrotein fKJAA08711 mRNA 

AXvJxXxv/ Odpivllo IVlXkiix/U / X plv/lV'XAl ^x\x/ulvu / x y ^ xixivx ix x 


NM 014941 

XNXYA Vl*T7*ri 


Homo saniens KIAA0852 nrotein fKIAA0S521 mRNA 


NM 01 5376 

xvxva vy u_J / \J 


Homo saniens KTAA0846 nrotein (KIAA0S461 mRNA 

lXUHxU oClplwllO -IVXfxFi.\/ O^V/ -yjx-yj t\i< XXI- ^A^-X-X T: xx :: xV/Xif v/y j XlXXvX 1 1- x 


NM 014715 


Homo saniens KIAA0712 eene nroduct (KIAA07121 mRNA 

XXvlllt/ OupivXlc Xvuxrxv / x ^— > gwiiv pi wuvi yxxxx xi xvr / i^^y^ uuu ^i x 


NM 014871 

X ^1 iVX V/ X VJ / X 


Homo saniens KIAA0710 eene nroduct fKIAA07101 mRNA 

XXvlllv Okil/lvliO XVXX Xi XV / X V/ f^vllw L/l VuUVl ^X-vXl XI XV / XV/ J 2 iixi x_l x 


NM 014799 


Homo sapiens hephaestin (HEPH), mRNA 


NM 014678 


Homo sapiens KIAA0685 gene product (KIAA0685), mRNA 


NM 014011 

i iitx \y x rv x x 


Homo saniens KIAA0671 eene nroduct (KIAA06711 mRNA 


NM 014741 

x ™ j. ▼ x, \j x / r x 


Homo saniens KIAA0652 eene nroduct fKIAA06521, mRNA 

XJLVllJLV/ L>tXL/lV/llU AVli Ai JLV gvilV k/1 V/kXl*Vl» ^ X VJ.f XX X V V >— ' y ^ 11X* VX IX x 


NM 014662 

J. lx"l \J X V^\^ Jp« 


Homo saniens KIAA0645 eene nroduct fKXAA06451 mRNA 

XXUlAlV/ OCiL/AvilP X\Xi » ^ wJ\J\J V gvliv pi WUVU 1 XVXA xx XV V/ i / j xxxl^x "ax 


NM 014838 

X 'IXTJL V X T U XJ 


Homo saniens KIAA0637 eene nroduct fKIAA06371 mRNA 


NM 014774 

X > X VA V/ X ~ / / ~ 


Homo saniens KIAA0494 eene nroduct fKIAA04941 mRNA 


NM 014870 

x ^ j.tx \j x r \j § \j 


Homo saniens KIAA0478 eene nroduct fKIAA04781 mRNA 

XXuXllv/ O CX yj IVllu XVU XX X \J 1 / clviiv plV/UUVV ^Xvu XI lu r / W uixu ~ x 


NM 014856 


Homo saniens KIAA0476 eene nroduct fKIAA04761, mRNA 

XXVlllV/ JClL/lwIlU XxXi XX av i / V-J Cvllv L/l V/VlUWb t XXXi XX X \J 1 / \J J y XXXX^X. ^ X X 


NM 014864 

X >X»X V X ■ \J KJ r 


Homo saniens KIAA0475 eene nroduct fKIAA04751 mRNA 

XXUXX1V Od yj X wXXO XVXx xX lu r / w» ^Vllw pi v/UUvt ^XVU xi x l / y j aaxi^vx x 


NM 014857 


Homo sapiens KIAA0471 gene product (KIAA0471), mRNA 


NM 014812 


Homo sapiens KIAA0470 gene product (IGAA0470), mRNA 


NM 014826 


Homo sapiens KIAA0451 gene product (KIAA04511, mRNA 


NM 014675 


Homo saoiens KIAA0445 eene nroduct fKIAA0445\ mRNA 

XXv/lllv/ uUL/lwliu XXXi ax X v ■ r ^vliv pi \/uwvv yxxxx xx x VX I * *^ / y XXXX^X, ^ X X 


NM 014751 


Homo sapiens KIAA0429 gene product (KIAA0429), mRNA 


NM 014724 


Homo saniens KIAA0426 sene nroduct (TQAA04261* ttiRNA 

XXwillw JUL/lvllu IVlx XX XV iXji v ^vllv pi W-VfVV ^Xwi 1 XX x v/ 1 / J **JAVX IX X 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA0319 gene product (KIAA03 19), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens IOxAA0258 gene product (KIAA0258), mRNA 
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"MTV A A1 CI 

JNM UIjIDj 


TJ/vmA oo nitric VTA A 0744 ArATpin ffCT A A 0244^ TTlRNA 


XTTV>f A 1/1 747 


Wattia cnniPTiQ KTA A0237 aerie nroduct fKJAA0237^ mRNA 


XTTV/T A 1487^ 
IN1V1 U14o/j 


TTatyia Qar»i>nci KTA A020S aerie nroduct (TCIAA0205^ mRNA 


NM 014846 


Homo sapiens KIAA0196 gene product (KIAA0196), mRNA 


\tt r a 1 /IT30 

NM 01473o 


Tj^^rt nnrnanc VT A A HI Q*\ rr*»n<a r»rAHnr»t /TfT A A01 Q5^i mPN A ! 

riomo sapiens JML^vfYUiio gene proauci ^jsj-rt-r\.v/ iy j j, iiuvln^v 


NM 014640 


TT-^rt poT\io«c VTA A AI70 rronp> rvrrvdnr»t HiTTA A01 7^ mRNA 

riomo sapiens jssj\jwj i i j gene proauci ^jvifv/w i / j j, mixiN^-v. 


XTTV /T A 1 /l £1 £L£L 

NM 014OOO 


riomo sapiens ivi/Vr\u 1 / 1 gene proauci jjsjLtt_rvu 1 / 1 j, iiirviNrv 


NM 014641 


Homo sapiens KIAAO 1 70 gene product (KIAA0 170), mRNA 


NM_pi4737 


Jtlomo sapiens K.as association ^ivaioj^o//vr-o ; aomam iamuy z ^ivrt-oor^, 
mRJNA 


X TTV /T /~\ 1 /I T7A 

NM 014770 


riomo sapiens jsjl/y/\u 10/ gene proauci ^jvi/vttAj 10/j, iiiiviNrv 


NM 014739 


rlomo sapiens JviAAUio^ gene proauci ^jA/vuio't;, jTuviNrv 


NM_014bo5 


rlomo sapiens cnromosome conaensaiion-reiaLea oiviv^-doauuitucu piuicm 1 

A7TA AA1 -mDATA 

(^IvlAAO 1 !>y), TTLKJN J\ 


NM 014745 


rlomo sapiens jvi/^/mjuo^t gene proauci ^jvirvrvuuoH^, iiuxtn^ty 


NM 014876 


rlomo sapiens JtvirVAUUD-) gene proauci ^jsjj*a^\uuoj ^, iiirvi>r\. 


NM 014764 


rlomo sapiens 1 ) t\ associaieo. proiem \^r\jut\r iijlxsj.n/^ 


NM U14o/j 


rlomo sapiens jsAjc\j\\J\jhz. gene prouuci ^ivj^rwAuvjM-z, j, hijvin^v 


NM 014642 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


NM 015340 


iiomo sapiens leucyi-iiviN/v synineiase, iiuiocnoiiuxiai \i>%jl±\j\\j\jz.o j, uuvl^a 


NM 014634 


Homo sapiens jvi/v/\uui j gene proauci yisjut\j\\j\j ld ), nirviN^v 


XTT\ Vf Al /nOl 

NM 0147oi 


rlomo sapiens rvi/v/vuuio gene proauci ^js.i/\au\ji j), ijiivin/^ 


NM 01400b 


Homo sapiens Jivii protein ^jimi )> nuviN/v 


NM_0l4066 


Homo sapiens rl 1 0U2 protein 5 nypertension-reiatea caicium-reguiaiea gene 
(HI UUZ ), rnKJN/v 


XTTV A" Al /I 1 Cil 

NM 014154 


rlomo sapiens rlolri-/Ujo proiem ^rio-r^ioojj mrviN/\ 


NM 014153 


rlomo sapiens rii>Jrv_AOi> proiem ^nor^uj^j, mrsj.^.rt. 


TVTTV iT Al /II CA 

NM 014150 


rlomo sapiens rior^UDZ proiem (norLujz;, nijcviNi-v 


XTA A A 1 A 1 /I Q 

NM 01414V 


rlomo sapiens xiorL/U^ proiein ^noruu't7j, iijjnj.n^v. 


NM 014029 


Homo sapiens HSPC022 protein (HSPC022), mRNA 


XTTV /T A1 A AOT 

NM 014027 


rlomo sapiens riori^uio proiem ^noJrv_/Uioj, nirsj.N/A. 


XTA /T Al /1A1 O 

NM 014019 


rlomo sapiens rio-rv_^uu^ proiein ^jriorL>uu^^ iiitsj.>i^v 


XTA /T A1 f 0 70 

NM 015372 


rlomo sapiens nypoineucai protein ^rxors^f/v'fA^, mjtviN/\ 


XTTV /T A 1 Ci Al 

NM 015343 


rlomo sapiens nypotneticai protein trio/vji iyioj, mrvi>ir\. 


XTTV JT A1 ylA^O 

NM_0 14063 


rlomo sapiens sre nomology i aomain-containing proiem rxxr-DD ^niroj;, 

-v^nxy a 

mjxJN/\ 


XTTV A Al /1ACO 

JNM 01405Z 


riomo sapiens o w izo proiem ^ow izoj, mxsj.N-/-v 


XTA A A 1 /I Q Q Q 

NM 014o6b 


nomo sapiens preaictea osteooiasi proiem ^uoj / ooj 5 iijjx_ln/-y 


XTA A Al /lA'lA 

NM 01403U 


rioino sapiens vj proiein~coupica reccpuji kj.hcioc-iiiicicivivi 1 yvjxx lj 9 nuvi^rx 


XTA/T A1/1A77 


TTattia caAimc DT^F7PSR^D01 70 nrntein (DKFZP5 8600120^ mRNA 


XTA A Al C/IOC 

NM 0154Z5 


riomo sapiens jl/jsj/ z^rz>ooiviu izz proiem ^r^jsj/z-.r joDiviuiz.^^, uix\j.>^\. 


XTAyf Al ^/l^A 


MATYrrk cQnipnc TYPf F7P^ R^Rfi^ 1 Q TYTAtfMTi rnK"FZPS86R051 9^ mRNA 


XTA/f Al 
JNJV1 \JXJjyj 


Tj nmn cQT\i^nc? "nVF'7P < \ ^40089^ ArAtein TTjTCFZPS 64D0S21^ mRNA 

nuinu sapienb A-jJS-r /^itr d DHuvOi.j i^iuiein jutwo^j i } huvx^it. ^ 


XTTV A Al C/IOI 

NM 0154Z1 


TJfrkTY-i^ cam'pnc FiFF7P^ ^4V90^9 nrnfpin rr>TCF7PS64K?062^ mRNA 
rxoino sapiens ryjsjr z>r j ohjjvz<uoz. pi olchi ^l/j\x z^r j uh-jv^uuz. ^ , ullvin^. 


XTA A A 1 C A 1 < 

NM U1541j 


Tj Arnrk con^nc T^VT7'7P^^4P 1 ^7 ArAt^i-n rDTCF7PS64R1 67^ mRNA 
riomo sapiens j^jSJ/Z^x do*+x>io/ proiem ^isj^rjoHDiu/j, aiuvin/^ 


XTAyf Al CO'7 

NM 0155Z/ 


TJVvrri^ campnc FiVF'7P4^4P 1 7^0 ArAteiTi rDKF7P4^4P1 7SfA mRNA 
nomo Sapiens JL^iSJ/ ZJTMO^+i 1 / JU piOLCiii v 1 ^ 1 ^ ^rnjM-r i / ~>vj 9 nirviNi-v 


NM 015458 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640) ? mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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NM 015703 


Homo sapiens CGI-96 protein (CGI-96), mRNA 


NM 015380 


Homo sapiens CGI-5 1 protein (CGI-5 1), mRNA 


NM 014143 ■ 


Homo sapiens B7-H1 protein (B7-H1), mRNA 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


NM 014596 


Homo sapiens zinc ribbon domain containing, 1 (ZNRD1), mRNA 


NM 014519 


Homo sapiens zinc finger protein 232 (ZNF232), mRNA 


MM 014437 


Homo sapiens zinc/iron regulated transporter-like (ZIRTL), mRNA 


MM 01S363 

XNXVX U 1 J JvJ 


Homo sapiens zinc finger, imprinted 2 (Z1M2), mRNA 


MM 014^32 

xNxVx v/X*T-i»-?i« 


Homo sapiens vesicle-associated membrane protein 2 (synaptobrevin 2) 
(VAMP2), mRNA 


NM 014233 

X 'iXVX V/ x"T 


Homo sapiens upstream binding transcription factor, RNA polymerase I (UB I t), 
mRNA 


NM 014235 


Homo sapiens ubiquitin-like 4 (UBL4), mRNA 


NM 014383 


Homo sapiens testis zinc finger protein (TZFP), mRNA 


NM 014547 

X"XVX V/ X i^*-' i / 


Homo sapiens tropomodulin 3 (ubiquitous) (TMOD3), mRNA 


NM 014548 

X >l XV A V/ X i -J « 


Homo sapiens tropomodulin 2 (neuronal) (TMOD2), mRNA 


NM 014464 


Homo sapiens tubulointerstitial nephritis antigen (TIN- AG), mRNA 


NM 014258 


Homo sapiens synaptonemal complex protein 2 (SYCP2), mRNA 


NM 014370 

X Mil V/ X / V 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


NM 014467 

X >XYX \J 11 I V / 


Homo sapiens sushi-repeat protein (SRPUL), mRNA 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


MM 014^70 


Unmn «iar>ien«; nutative heme -binding protein (SOUL), mRNA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM_014311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 

^ljXVxLJvJx y , IIIXSJLN^V 


MM 014970 


"Homo <5ar>ier»Q solute carrier familv 7 fcationic amino acid transporter, y4- 
svstenv* member 9 (SLC7A9), mRNA 


NM 014252 


Homo sapiens solute carrier family 25 (mitochondrial carrier; ornithine 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 


NM 014442 

X^lXVJL V/ X 'T"r"Ti» 


Homo sapiens sialic acid binding Ig-like lectin 8 (SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


MM 014SS4 


Homo saniens sentrin/SUMO-SDecific protease (SENP1), mRNA 


MM 014S63 

XN XVX \J X*T^VJ_/ 


Homo «;aniens snondvloeDinhvseal dvsolasia, late (SEDL), mRNA 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VIH, alpha polypeptide 
CSCNSA^ mRNA 


NM_014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 
f SLPMl 2AY mRNA 


NM 014363 

X ^ XVX vltJUJ 


Homo sapiens spastic ataxia of Charlevoix-Saguenay (sacsin) (SACS), mRNA 


MM 014285 

x xvx vy x ix* u «^ 


Homo sapiens homolog of Yeast RRP4 (ribosomal RNA processing 4), 3-5- 
exoribonuclease (RRP4), mRNA 


NM 014496 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 6 (RPS6KA6), 
mRNA 


NM 014^4^ 


Homo sapiens ring finger protein 7 (RNF7), mRNA 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1>, mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens KAB26, member KAa oncogene iamiiy ^x\j\x>zo) 9 iiuuna 


NM 014410 


Homo sapiens clustenn-hke 1 (retinal) (CLUJLJj, mKJNA 


NM 015725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 
(PRRDH), mRNA 


NM_005973 


Homo sapiens papillary renal cell carcinoma (translocation-associateaj irisA^j, 
mRNA 


NM 014337 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPIL2), mRNA 


NM_0 14348 


Homo sapiens similar to rat integral membrane glycoprotein POM121 
(POM121L1), mRNA 


NM 015720 


Homo sapiens endoglycan (PODLX2), mRNA 


NM_014386 


Homo sapiens polycystic kidney disease 2-like 1 (risJJzLZj, mKJNA 


NMJ)14390 


Homo sapiens EBNA-2 co-activator ( 1 OOkD) (p 1 00), mRNA 


NM_0 14321 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 
(ORC6L), mRNA 


NM_0 14566 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 (OR1D5), 
mRNA 


NM_014565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1A1), 
mRNA 


NM 014352 


Homo sapiens POU transcription factor (OCT 11), mRNA 


NM 014581 


Homo sapiens odorant-bmdmg protem 2B (OBP2B), mRNA 


NM 014582 


Homo sapiens odorant-bmdmg protein 2A (OBP2A), mRNA 


NM_014142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 
(NUDT5), mRNA ^ 


NMJ)14502 


Homo sapiens nuclear matrix protein NMP200 related to splicing tactor rKr ly 
(NMP200), mRNA 


NM 014328 


Homo sapiens nesca protem (NESCA), mRNA 


NM_0 14222 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 
(iykJD, FCjiV) ^JNJJUrAoJ, mKJNA 


■V TA Jf A1 f /'TO 

NM 01567S 


Homo sapiens neurobeachin (NBEA), mRNA 


NM 014461 


Homo sapiens contactm o ^v_,in ijnoj, nuviN/v 


NM 014520 


Homo sapiens MYB binding protein (P160) la (MYBBP1A), mRNA 


NM 014221 


Homo sapiens mature 1-celi proliferation 1 (Mltrl), mKJNA 


NM 005927 


Homo sapiens microiibnllar-associatea protem i (Mr AT J mKJNA 


NM 014623 


TT ' 1 1 . — J — x ' - /*X if" 1 ' A \ ~K T A 

Homo sapiens male-enhanced antigen (MliA), mRJNA j 


NM 014462 


TT v T 1 * /T OH yf" 1 \ T^ ~K T A 

Homo sapiens Lsml protem (LSM1), mRNA 


NM_0 14622 


Homo sapiens loss of heterozygosity, 11, chromosomal region 2, gene A 

fT ATT 1 1 / — >T"» t A \ T)\T A 

(LOH1 1CR2A), mRNA 


NM 014240 


Homo sapiens LIM domains containing 1 (LIMD1), mRNA 


"v Tik at r\ ■% a r s~ a 

NM 014564 


Homo sapiens LIM homeobox protein 3 (LHaj ), mKJNA 


NM 014553 


Homo sapiens LBP protein (LBP-9), mRNA 


NM 014387 


tt 1*1 X* — —a' j.' — -.X* r fP — — 11^-. f~\ A T'A .T) "\T A 

Homo sapiens linker for activation ot T cells (LAI), mKJNA 


NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


NM_014514 


Homo sapiens killer cell lmmunoglobulm-like receptor, three domains, snort 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


NM_014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


JNJVl_U14j iz 


rlomo sapiens Killer ceil lmmunogioDunn-iiKe recepior, two domains, bnon 
cytoplasmic tail, l (KIR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (K1R2DL3), mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NM_014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mRNA 


NM_0 14765 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 
(KIAA0016),mRNA 


NM_0 14406 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 3 -like (KCNMB3L), mRNA 


NM_0 14407 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


Homo sapiens inositol 1,3,4-triphosphate 5/6 kinase (ITPK1), mRNA 


NM 014425 


Homo sapiens inversin (INVS), mRNA 


NM 014214 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 2 (IMPA2), mRNA 


NM_0 14271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (IL1RAPL1), 
mRNA 


NM 014339 


Homo sapiens interleukin 17 receptor (EL17R), mRNA 


NM 014443 


Homo sapiens interleukin 17B (IL17B), mRNA 


NM 014333 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


NM 014262 


Homo sapiens hypothetical protein B (HSU47926), mRNA 


NM_0 14424 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 
(HSPB7), mRNA 


NM 014473 


Homo sapiens putative dimethyladenosine transferase (HSA9761), mRNA 


NM 015370 


Homo sapiens hypothetical protein (HS747E2A), mRNA 


NM 015371 


Homo sapiens hypothetical protein (HS322B1A), mRNA 


NM 014345 


Homo sapiens endocrine regulator (HRIHFB2436), mRNA 


NM 014255 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA 


NM 014257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


NM 014212 


Homo sapiens homeo box CI 1 (HOXC1 1), mRNA 


NM 014260 


Homo sapiens HLA class II region expressed gene KE2 (HKE2), mRNA 


NM 014356 


Homo sapiens HGC6.2 protein (HGC6.2), mRNA 


NM 014354 


Homo sapiens HGC6.1.1 protein (HGC6.1.1), mRNA 


NM_014571 


Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), 
mRNA 


NM 014606 


Homo sapiens hect domain and RLD 3 (HERC3), mRNA 


NM 015726 


Homo sapiens H326 (H326), mRNA 


NM 014619 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPRS 8), mRNA 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA 


NM 014498 


Homo sapiens type EI Golgi membrane protein (GPP130), mRNA 


NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM_015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 
mRNA 


NM_015711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 
mRNA 


NM 015715 


Homo sapiens group HI secreted phospholipase A2 (GHI-SPLA2), mRNA 


NM_0 14291 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA ' 1 


NM_014364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lvmphocvte G0/G1 switch gene (G0S2V mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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NM_014585 


tt „ „„„ • ^ i^n-n-<iAy -Torviiii/ 1 1 ( tytc\\c\x\ -C.cw ir>1 fid divalent metal ion 

Homo sapiens solute carrier iamuy 1 1 vpruiun tuupi^u uiv^vm, iuwiui 

^«™ rt v+arp\ tviomKpr 'X ( CT 1 1 rnPT\i A 

transporters), memoer d i^oi^i i/\oj, inruN/^ 


"K.TA >T /"VI A 1 A A 

NM 014344 


Tj^Tvio ooniAnc rtnt^tivA c^rr^t^H licxanH bomoloffOUS to flXl (FJXl), mRNA 


NM 014439 


Homo sapiens mierieuicin-i ouperid.nniy l yr xx^ i yz^x^ x j^jj, i *' LAv - t 


NM 014440 


c-o-^i^nc Tntf»rlf-nVin 1 Qimprfflmilv 1 fFILl (EPSILONY), mRNA 
xiomo sapiens lniericuiviri- 1 oupcrj.«iiiuiy i u-» i //^ 


NM 014438 


Homo sapiens lnierieujcin-i oupcridniiiy c vj/u-ri^, lAirvj.^^ 


NM 014210 


tt _ nAvtionc /%TT*rtt-»i r» iriT**al iTrf <=»frr*^i t""ir\Ti cit'p. 7 A I KV12A1. TH K. INI A 

HOmO Sapiens eCOlTOpic- Viral llllCglQlKJ.u oily' ^jtx yx^i v xx*± v ? — 


NM 014355 


Homo sapiens enolase alpha, lung-specific (ENOIB), mRNA 


"VTX >C i"V 1 A /7 f\f\ 

NM 014600 


Homo sapiens xixi-uomam coniammg d yxz,xxxj ~> j , xnrvi^x^. 


NM 014601 


Homo sapiens EH-domain containing 2 (EHD2), mRNA 


NM 014503 


Homo sapiens down-regulated m metastasis ijjisjjvij, nuviNn 


NM 014549 


Homo sapiens DKJrZp434r2 1 1 protein (JJJsJrZJr^^^frzi i ), mssjMt\ 


NM_014388 


Homo sapiens novel putative protein similar to y jjlu^ iv^ yeasi nypumcuuai o*+ 
kD protein from SOAI-KIK/ (ijj434U14.d;, m±sjN/v 


NM_014618 


Homo sapiens aeleted m Dlaaaer cancer enromosome region uanuiuatc i 
(L)d LLK 1 ) , mKJN J\ 


NM 014392 


Homo sapiens neuron-specmc protein ^uh-ozjhxi i, tiuvln^v 


NM 004389 


jtiomo sapiens catenm ^caanerm-assot/iatcu piuiciii^, aipuci ^ yv^j.a.-'ix^^^-/. 


NM 014343 


Homo sapiens clauuin iz> ^.uuinidj, ituvln/\ 


NM 014887 


Homo sapiens hypothetical protein from BCRA2 region (CG005), mRNA 


NM 014207 


Homo sapiens CD5 antigen (p5o-oz) (eJUO), hikina 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C1SORF3), mRNA 


NM 014206 


Homo sapiens chromosome 1 1 open reading rrame iu {K^ i ion iv), nuxxsss. 


NM 014453 


Homo sapiens putative breast adenocarcinoma marKer {3ZKU) ^£5v-,-z; 9 mrsj.N/v 


NMJH4382 


Homo sapiens ATPase, Ca++ transporting, type zt_, memoer i (Air^i), 
mRNA 


NM__014570 


Homo sapiens ADP-ribosylation tactor O l rase acxivanng proxem 1 

( AT>T7rT- AP1 ^ mPTsTA 

^/Vtvr lj/\Jr l ), uixsJ-N/v ^ 


NM 014278 


tt„ „ _ _ ' _ "L»^«T 0V1 j-vr»l- -*-»-fi-kT^i -r% i^Vi cr\ 1 l/i "Rami 1\7^ I A P(t- 1 1 nflrvTSlA 

Homo sapiens neat snock protein ^nbpi iu iainny^ yr^x vj i;, nuvi^ 


NM 014495 


Homo sapiens angiopoietm-iiKe j ^/viNor uu^j, mru-N^v 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 

f% \T A 

mRNA 


NM 014324 


Homo sapiens alpha-methylacyl-Co A racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpha-actinin-2-associated LIM protein (ALP), mRNA 


NM 014423 


Homo sapiens ALL1 fused gene from 5q31 (AF5031), mRNA 


NM_0 14590 


Homo sapiens endogenous retroviral family W, env(C7), member 1 (syncytin) 
rERVWEl\ mRNA 


NM m 44X6 Homo .sapiens neuronal thread protein (AD7C-NTP), mRNA 


NM_0143S4 


Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), 
mRNA 


NM 014274 


Homo sapiens Alu-binding protein with zinc finger domain (ABP/ZF), mRNA 


NM 014444 


Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA 


NM_007082 


Homo sapiens RAB, member of RAS oncogene family-like 2 A (RABL2A), 
mRNA 


NM_013412 


Homo sapiens RAB, member of RAS oncogene family-like 2 A (RABL2A), 
transcript variant 1, mRNA 


NM_005036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type U (DI02), transcript variant 2, 
mRNA 


NM_013989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 
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NM 004323 


Homo sapiens JoCL^-associatea atnanogene v-d^^j^^j nuu^n, 


NM 000156 


Homo sapiens guaniQinoacetaie iN-memyiircuibicia&c; wtr^yx*. j, nu\i^n. 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


NM 005523 


Homo sapiens nomeo box All (HUAAi 1 J, hikina 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


NM 006249 


Homo sapiens proline-ncn protein JtsstJNl suDiamiiy :> ^r^j^o j, imsa>i^ 


NM 005529 


Homo sapiens heparan suliate proteoglycan z ^penecanj ^noruzj, uun^n^ 


NMJ)05187 


Homo sapiens core-binding lactor, runt aomain, aipna t>uuuim z,, uaiisnjoai^u. 
3 (CBFA2T3), mRNA 


NM_005565 


Homo sapiens lymphocyte cytosolic protein / (pxiz aomain-conxaimng 
leukocyte protem ot 7okD) (lX,rz), mKJN/\ 


NM 002298 


Homo sapiens lymphocyte cvtosolic protein 1 (L-plastin) (LCP1), mRNA 


NM 005190 


tt * 1 " y—1 /nrvKTP\ __T~> \T A 

Homo sapiens cychn C (CCNC), mRNA 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20A1), mRNA 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NM_005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


NMJH3936 


Homo sapiens olfactory receptor, family 12, subfamily U, member l (UKizuzj, 
mRNA 


NMJU3937 


Homo sapiens olfactory receptor, family 11, sublamily A, member i (UKi iai), 
mRNA 


NM_0 13940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (UKium), 
mRNA 


NM_013941 


Homo sapiens olfactory receptor, family 10, sublamily C, member i (ukiulij, 
mRNA 


NM_0 13938 


Homo sapiens olfactory receptor, lamily 1U, suDiamiiy n, memoer 3 ^uxviunj;, 
mRNA 


NM_013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens vanable charge, X chromosome ttlkin/v 


NM 013437 


tt * _ j j* _ i i ^ „ ^ O ■ i "' ) \ wiD\T A 

Homo sapiens potential tumor suppressor O l miUN/v 


NM 013440 


Homo sapiens paired immunoglobulin-like receptor beta (PBLR(BETA», mRNA 


NM_013439 


Homo sapiens paired lmmunoglobuhn-liKe receptor aipna ^riL^ALrnA;;, 
mRNA 


NM 013446 


Homo sapiens makonn, ring finger protein, 1 (JVUsJ<jni), ttikina 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NMJU3450 


Homo sapiens bromodomain adjacent to zinc linger domain, zr> itf/\z,zr>j, 
mRNA , 


NMJ) 13448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1A (BAZ1 A), 
mRNA 


NMJ300033 


Homo sapiens ATP-bmding cassette, sub-lamily U (^AJLJJ;, memoer i ^au^uij, 
mRNA 


NM 002593 


Homo sapiens procollagen u-enoopeptiaase ennancer {rK^yji~,^cj, iiunj.n^ 


■v TTV K f\C\ A C f\ A 

NM 004504 


Homo sapiens HlV-l Kev Dinamg proxem ^ruvoj, miviN^. 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BDC), mRNA 
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NM 000487 
NM_004597 


tiOITlO Sapiens axyibUlIalabC rV iaaaxj.^* . 

Homo sapiens small nuclear ribonucleoprotem D2 polypeptide (16.5kD) 
(SNRPD2), mRNA 


NM 006194 
NM 013330 
NM 012476 


Tj- VVMA conipnc t>qit<»H Kr»v optip Q fP A^CQV TTlRNA 

liomo sapiens inivlE/ / ^inivlc, / /, iiuvin^-v — 

Homo sapiens ventral anterior homeobox 2 (V AX2), mRNA 


NM 012253 
NM 012268 
NM 002017 


Homo sapiens transketolase-like 1 (TKTL1), mRNA 

Homo sapiens similar to vaccinia virus Hindm K4L ORF (HU-K4), mRNA 

Homo sapiens Friend leukemia virus integration 1 (FLI1), mRNA 


NM 006769 


Homo sapiens L1M domain only 4 (LM04), mRNA 


NM_002260 


Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLRC2), 
mRNA - 


NM 005317 
NM 004417 
NM 012125 


TT rt ^ _ ««*%i*»t-kn rrrQnrTimip 1V/T f Km*m1i npvtf met-ase 1^ f G^/IVL1V1)» ttlKJN/Y 

rlorno sapiens granzyme ivi ^lynipiiuv/j'tv / v^- , *-"- tj ^ t **-/> 

rr rt -, rt nnwotie /ln*al cn^d "fi r»i"H/ nVirt QiVhata^e 1 fDUSi 1 )« ITlRlN A. 
Tj rtVV ,^ nA«iono r»v»/-\1ir>**ro-if» rf»ff*ntnr muscarinic 5 ( C^HKJVi5 ), mRNA 


•kt» r AA1 otz; 

NM 001236 

-v TTV >T Alii yl'5 

NM 013343 
NM 013344 


Urti-i-irt no-rti o-nc r»a-rVw-vn"v/1 r^HnrtaQf* ^ f CTRR3^ TTlRInA 
TJrtrvirt eoniftlC TsJ A fr-7 VSTCltf*lTi H^AG-7^ TTlRNA 

Homo sapiens leucine zipper-like protein (LZLP), mRNA 


NM 013236 


Homo sapiens like mouse brain protein E46 (E46L), mRNA 


NM 013380 


Homo sapiens zinc finger protein 228 (ZNF228), mRNA 


NM 013362 


Homo sapiens zinc linger proiein zzj yz^r*r^^~>j, lllxvx> - rx . 


NM 013398 


Homo sapiens zinc finger protein 224 (ZNF224), mRNA _ 


NM 013361 


Jbiomo sapiens zmc linger protein z-^j v^ 1NA ^ jl '~ > )■> iiuvi ^ *■ — 

tt ~ -f-t-*-* nor rM*Atpiri 999 / J '/MK999^ mRNA 


NM 013360 
NM 013359 

•V TTk JT A1 I^TA 

NM 013250 


Homo sapiens zmc imger proiem zzz ^rsr^^), nuu^rv 

Homo sapiens zinc linger protein z^i ^iNr^— 17, nu\i>n. _ . — 

Homo sapiens zmc linger proicui ^ iNA 


NM 013249 
NM 013256 


JnLomo sapiens zmc linger pruicm ^,i*t ^^-ji^x j.-t/, uixvaix 

Homo sapiens zinc finger protein 1 80 (HHZ1 68) (ZNF1 80), mRNA 


NM 013371 


Homo sapiens mterieuKin iy iiuvin^ _ 


NM 013403 


Homo sapiens zinedin (ZIN), mRNA 


NM 013378 


Homo sapiens pre-r> lympnocyie gene j y\ rssj^£>oj 9 . — 


NM 013270 


Homo sapiens testes-specinc proxease ju ^ioit jv/j, uuu,|ri 


NM_013381 


tt ■ ^, -*-t,^ «-^.+*«/-i-r>-ir-i raioocmfr linrmnTip Hp or 3 Hi tip" ectoenzvme ( JL JKJri_L)Jc/ ), 

Homo sapiens tnyrotropin-reieasing normunc ucgi a^nig, tutuvu^mv \ /? 

mKJNA > -— 


NM_013315 


Jtlomo sapiens transmemDrane pnubpnaia&c: wnn l^iioha lxviAiwivg,; \ 
mRNA 


NM 013353 


Homo sapiens tropomodulin 4 (muscle) (TMOD4), mRNA 


NM 013390 


Homo sapiens transmembrane protein 2 (TMEM2), mRNA 


NM 013319 


Homo sapiens transitional epithelia response protein ( 1 liKE 1 ) 5 mRNA 


NM 013254 


Homo sapiens TANK-binding kinase 1 (TBK1), mRNA 


NM_013309 
NM 013356 


Urtwrv P(m : OM „ „ a • p, r fjjTn-iiv ^0 r^inc tran snorter^, member 4 (SLCJ3UA4), 
jtlomo sapiens solute carrier iamiiy d\j y^iv^ uanapuiiw;, aax v 

mRNA — 

xiomo sapiens monocarooxyiaie ixdiibpui tci ~> v 0 ^^ 1 ^ ^^/j „ . — 


NM 013257 
NM 013376 
NM 013243 


Homo sapiens serum/ giucoconicoia re^uidieu f^iixaot> nxvv^ v ^ ^ ^^-v ? x _ 

Homo sapiens v^iJJs^-DinQiug proiem pj*toj3i.i imvi 

Homo sapiens secretogranin III (SCG3), mRNA . — . — 


NM 013352 


Homo sapiens squamous cell carcinoma antigen recognized by T cell (SAKl-z;, 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB31L1), mKNA 


NM 013237 


Homo sapiens pxl9-like protein (PX19), mRNA 


NM 013261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGC1), mRNA 
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NM 013268 



NM 013382 



NM 013232 



NM 013397 



NM 013389 



NM 013326 



NM 013238 



Homo sapiens placental protein 13 (PP13), mRNA 

Hom o sapiens putative protein O-mannosyltransferase (POMT2), mRNA 
nmori.miT.oH Heath 6 fPDCD6\ mRNA 



Homo sapiens programmed cell death 6 (PDCD6), mRNA 



Homo sapiens over-expressed breast tumor protein (OB TP), mRNA 



Homo sapiens NPC1 (Niemann-Pick disease, type CI, gene)-like 1 (NPC1L1), 
mRNA 



Homo sapiens colon cancer-associated protein Micl (MIC1), mRNA 



NM 013269 



NM_013289 



NM 013311 



NM 013278 



NM 013292 



NM 013288 



Homo sapiens DNAJ domain-containing (MCJ), mRNA 



Homo sapiens lectin-like NK cell receptor (LLT1), mRNA 



Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 1 (KIR3DL1), mRNA 



Homo sapiens insulin upstream factor 1 (IUF1), mRNA 



Homo sapiens interleukin 17C (IL17C), mRNA 



Homo sapiens (clone PWHLC2-24) myosin light chain 2 (HUMMLC2B), 
mRNA 



NM 013244 



1STM 013264 



NM 013281 



NM 013231 



NM 013241 



NM 013342 



NM 013246 



NM 013372 



NM 013327 



NM 013230 



NM 013276 



NM 013399 



Homo sapiens DNA binding protein for surfactant protein B (HUMBINDC), 
mRNA 



Homo sapiens UDP-N-acetylglucosamine:a-l,3-D-mannoside beta-l,4-N- 
acetylglucosaminyltransferase IV-homolog (HGN T-IV-H), mRNA 



Homo sapiens gonadotropin-regulated testicular RNA helicase (GRTH ), mRNA 



Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 
mRNA 



Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 
mRNA 



Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 



Homo sapiens TCF3 (E2A) fusion partner (in childhood Leukemia) (TFPT), 
mRNA 



Homo sapiens cardiotrophin-like cytokine; neurotrophin-l/B-cell stimulating 
factor-3 (CLC), mRNA 



Homo sapiens cysteine knot superfamily 1, BMP antagonist 1 (CKTSF1B1), 
mRNA 



Homo sapiens CGI-56 protein (CGI-56), mRNA 



Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen) 
(CD24), mRNA 



Homo sapiens carbohydrate kinase-like (CARKL), mRNA 



Homo sapiens chromosome 16 open reading frame 5 (C16orf5), mRNA 



NM 006765 



NM 006792 



Homo sapiens Putative prostate cancer tumor suppressor (N 33), mRNA 



Homo sapiens mortality factor 4 (MORF4), mRNA 



NM 000397 



NM 005098 



NM 006144 



NM 002047 



NM 004405 



NM 004371 



NM 005181 



NM 001663 



NM 001662 



NM 001660 



NM 001658 



NM 000492 



Homo sapiens cytochrome b-245, beta polypeptide (chronic granulomatous 
disease) (CYBB), mRNA 



Homo sapiens musculin (activated B-cell factor-1) (MSC), mRNA 



Homo sapiens granzyme A (granzyme 1, cytotoxic T-lymphocyte-associated 
serine esterase 3) (GZMA), mRNA 



Homo sapiens glycyl-tRNA synthetase (GARS), mRNA 



Homo sapiens distal-less homeo box 2 (DLX2), mRNA 



Homo sapiens coatomer protein complex, subunit alpha (COP A), mRNA 



Homo sapiens carbonic anhydrase HI, muscle specific (CA3), mRNA 



Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 



Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 



Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 



Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 



Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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binding cassette (sub-iamily u, memoer / ) nv> mruN^ 


NM_OO3560 


Homo sapiens pnospnolipase Az, group vi ^cytosonc, caicium-inuepcnucni; 
(PLA2G6), mKNA 


NM 004004 


Homo sapiens gap junction protein, beta z, zoku ^connexm zoj ^vjjo^j, nuviNrv 


NM 005198 


Homo sapiens choline ianase-lilce ^JtlivL;, mivrsA 


NM 012482 


Homo sapiens zinc linger protein zo l l/JNr zo 1 j, rrtKiNA 


NM 012256 


Homo sapiens zinc linger protem zlz (Z,JNrZiZj, mKJNA 


NMJ) 12479 


Homo sapiens tyrosine 3 -monooxygenase/tryptopnan D-monooxygenase 
activation protein, gamma polypeptide t y wjxaxj), miviN a 


NM 012255 


Homo sapiens j -J exonoonuciease z ^yuvLNzj, mi\iN/\ 


NM 012474 


Homo sapiens undine monopnospnate kxnase ^uiVLris.;, nuviNA 


NM 012473 


Homo sapiens thioredoxm, mitocnondnai ^ijvjnz;, itikjn/v 


NM 012466 


Homo sapiens tetraspanm 1M4-15 ( L lJvl4-r5j, mKJN/v 


NM 012465 


Homo sapiens tolloid-liice Z (ll^JLZ), mKJN/v 


NM 012464 


Homo sapiens tolioid-liKe I (lJLLij, mKJNA 


NM 012290 


Homo sapiens tousled-like kinase 1 (TLK1), mRNA 


NM 012455 


Homo sapiens SEC7 nomolog (11C), mKNA 


NM 012454 


Homo sapiens 1-cell lympnoma invasion ana metastasis z ^ii/\ivizj, mixiN/\ 


NM 012251 


Homo sapiens transcription tactor A, mitocnondnai ^irAJVi;, mKiNA 


NM 012451 


Homo sapiens synaptogynn 4 (SYNGR4), mRiM A 


NMJ 12448 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 
mRNA 


NM 012447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 


NM 012445 


_. . 1*^% i ni a. ; / fill/ \ X. T ^ .viD KT A 

Homo sapiens spondm 2, extracellular matrix protein (SFONzj, mKJN A 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


NMJ) 12244 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 8 (SLC7A8), mRNA 


NMJ) 12243 


Homo sapiens solute earner family 35 (XJDP-N-acetylglucosamine {uur- 
GlcNAc) transporter), member 3 (bJLC35A3), mKJN A 


NMJ) 12434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 
(SLC17A5), mRNA 


NM 012432 


Homo sapiens SET domain, bifurcated 1 (blilL)i5l), mKiNA 


NM 012427 


Homo sapiens kallikrein 5 (KLK!>), mKJNA 


NM 012236 


Homo sapiens sex comb on midleg homolog 1 (SCMH1), mRNA 


NMJ) 12424 


Homo sapiens nbosomal protein So kinase, 5zkD, polypepude 1 (Kr ^ois^^i;, 
mRNA 


NM 012421 


Homo sapiens rearranged L-myc fusion sequence (RLF), mRNA 


"V fK It r\ 1 1 y| 1 f 

NM 012415 


Homo sapiens RAD54, b. cerevisiae, nomolog oi, r> ^KAiJj^-rs;, itusj.na 


NM__0l24l0 


Homo sapiens type 1 transmembrane receptor ^seizure-reiatea proieinj \r ojv- i ^, 

^-pi "XT A 

mRNA 


NM 012409 


Homo sapiens pnon gene complex, downstream ^rKTMi^j, mKiN/\ 


NM 012402 


Homo sapiens partner of RAC1 (arfaptin 2) (POR1), mRNA 


NM 012400 


Homo sapiens pnospnolipase Az, group LLD (FJLAzijrZiJ), mKJNA 


NM 012399 


Homo sapiens pnospnotidylmositoi transter protein, Deta {rii riv&), mruN/\ 


NM 012088 


Homo sapiens 6-phospnogluconoIactonase (ruL&j, mKJNA 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTK1), mRNA 


INiYl__UlZoy 1 


Jtiomo sapiens prostate cpiinciiu.ni~j>pcL.iiiu jj/io ua.iiouii|juuii w^iui v^j- x-^x^x ^, 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA 


NM 012375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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IN 1V1_U LZDOO 


TTnmn ^aniens olfactorv receDtor. family 2, subfamily C, member 1 (OR2C1), 

mP"NTA 


JN 1VL__U i Z :> OU 


u nmft canien«: olfactorv receDtor family 1, subfamily F, member 8 (OR1F8), 
mRNA 


IN 1V1_U IZjjZ 


Wr»mo wmiem olfactorv receDtor. family 1, subfamily A, member 2 (OK1A2), 
nVRTsTA 


XTA/f 019^^1 

INIV1_U 1 j l 


Homo saoiens olfactorv receptor, family 10, subfamily J, member 1 (UK1UJ 1), 
mRNA 


INIVX W lZ-J'+J 


Homo sapiens nuclear fragile X mental retardation protein interacting protein 1 
fiNTJFIPn mRNA 




Homo sapiens neurotensin receptor 2 (NTSR2), mRNA 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


MM 012342 


Homo sapiens putative transmembrane protein (NMA), mRNA 


INIV1 UIZjj / 


"HVwir* c5*™^r>c n^Qonharvntreal enithelium specific protein 1 (NESG1), mRNA 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


ATM" ni9fl£4 

IN IVl U I L\} OH 


T-Tnmn ^aniens maior intrinsic protein of lens fiber (IVLIF), mRNA 


NM_0 12214 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotembeta-l 3 4-N- 
arpfA/l<r1iirto«;aminvl transferase, isoenzyme A (MGAT4A), mRNA 


JNM UIZzIj 


TTrkTnr^ c^nipnQ mnlonvl-CV»A decarboxvlase fMLYCDV mRNA 


NM_0 12325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 

/TV/TAPPPI^ ml? XT A 

^lVl/Vx r\JE> 1 ) 9 IIlxsjLN-rV . — . — 


NM_012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 

^.L»J-/ X IVi. 1 J) ilJUN-lN^V — — 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


JNJYL__U 14 


TJ/vmn cs»™*~nc IrilW rp11 immt mo globulin-like receptor, two domains, short 

ilOIXlO OdjJlCIlO IVlllC'l VVll XXX 1XXI\J-XX\J£1\S*J\* 1 " vv *vwwj/»w»j 7 

cytoplasmic tail, 4 (KJR2DS4), mRNA 


JNJV1_U1Zj id 


Wnmo cnrn>n<3 Viller cell immunoelobulin-like receptor, two domains, short 

r>vtnn1a<!mir tail 1 (KrR9DS3l mRNA 

L-y LU JJ idol 111 W ItXAl ? — > ^XVJULV^X^'U-'y, nixvi i . _ — 


XTN/T 019^19 


Hnmo ^aniens killer cell immuno globulin-like receptor, two domains, short 
rvton1a«;mic tail 2 fl<TR2DS2 > ) mRNA 


INIV1 Ul-Jv / 


Homo qaniens differentiallv expressed in adenocarcinoma of the lung 
(TIAA0°87> mRNA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 




TTomo ^aniens latronhilin rKIAA0786), mRNA 


NM 012295 


Homojsapiens calcineurin binding protein 1 (KIAA0330), mRNA 


1N1V1 ulZZOO 


Homo saoiens TRAM-like protein (KIAA0057), mRNA 


rNlVX Ul^-OO 


Homo sapiens MORF-related gene X (KIAA0026), mRNA 


XTA/T ni99R^ 
1N1V1_U I ZZOJ> 


Tinmn «;ar»ien<; -nota^^ium voltaee-eated channel, subfamily G, member 2 
TKCNG2^ mRNA 


NM 012?82 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- 
like (KCNE1L), mRNA 


INIV1 U1Z-Z./0 


Homo saniens intem*in beta 1 binding protein (melusin) 2 (irUhUBP2), mRNA 


NM 012211 


Homo sapiens integrin, alpha 11 (ITGA11), mRNA 




Homo saniens nancreatic beta cell growth factor (INGAP), mRNA 


TSTN/T 01997S 


Homo sapiens interlpnkin-1 receptor antagonist homolog 1 (IL1HY1), mRNA 


NM_012259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NM_012258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBPl), mRNA 


NM_0 12087 


Homo sapiens general transcription factor 11IC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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NM_0 12203 


Homo sapiens glyoxylate reductase/hydroxypyruvate reductase (GRHPR), 
mRNA 


NM_0 12202 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 3 
(GNG3), mRNA 


NM 012084 


Homo sapiens Glutamate dehydrogenase-2 (GLUD2), mRNA 


NM 012191 


Homo sapiens putative tumor suppressor (FUS2), mRNA 


NM 012185 


Homo sapiens forkhead box E2 (FOXE2), mRNA 


NM 012183 


Homo sapiens forkhead box D3 (FOXD3), mRNA 


NM 012153 


Homo sapiens Ets homologous factor (EHF), mRNA 


NM_0 12080 


Homo sapiens DNA segment, numerous copies, expressed probes (GS1 gene) 
(DXF68S1E), mRNA 


NM 012148 


Homo sapiens double homeobox, 3 (DUX3), mRNA 


NM_012147 


Homo sapiens double homeobox, 2 (DUX2), mRNA 


NM 012145 


Homo sapiens deoxythymidylate kinase (thymidylate kinase) (DTYMK), mRNA 


NM 012144 


Homo sapiens dynein, axonemal, intermediate polypeptide, 1 (DNAI1), mRNA 


NM_012140 


Homo sapiens solute carrier family 25 (mitochondrial carrier; dicarboxylate 
transporter), member 10 (SLC25A10), mRNA 


NM_012137 


Homo sapiens dimethylarginine dimethylammohydrolase 1 (DDAhl), mKJNA 


NM 012134 


Homo sapiens leiomodin 1 (smooth muscle) (LMOD1), mRNA 


NM 012133 


Homo sapiens coatomer protein complex, subunit gamma 2 (COPG2), mRNA 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


NM 012131 


Homo sapiens claudin 17 (CLDN17), mRNA 


NM 012130 


Homo sapiens claudin 14 (CLDN14), mRNA 


NM 012129 


Homo sapiens claudin 12 (CLDN12), mRNA 


NM 012127 


Homo sapiens Cipl -interacting zinc finger protein (CIZ1), mRNA 


NM_012126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 
(CHST5), mRNA 


NM_0 12075 


Homo sapiens Conserved gene telomeric to alpha globin cluster (CGTHBA), 
mRNA 


NM 012122 


Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA 


NM_012116 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence c 
(CBLC), mRNA 


NM 012113 


Homo sapiens carbonic anhydrase XTV (CA14), mRNA 


NM 012071 


Homo sapiens BUP protein (BUP), mRNA 


NM 012110 


Homo sapiens cystein-rich hydrophobic domain 2 (CHIC2), mRNA 


NM 012109 


Homo sapiens brain-specific membrane-anchored protein (BSMAP), mRNA 


NM_012107 


Homo sapiens bromodomain containing protein 75 kDa human homolog (BP75), 
mRNA 


NM 012104 


Homo sapiens beta-site APP-cleaving enzyme (BACE), mRNA 


NM 012105 


Homo sapiens beta-site APP-cleaving enzyme 2 (BACE2), mRNA 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA 


NM 012102 


Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), mRNA 


NM_0 12099 


Homo sapiens CD3-epsilon-associated protein; antisense to ERCC-1 (ASE-1), 
mRNA 


NM 012098 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA 


NM_0 12067 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 
reductase) (AKR7A3), mRNA 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3A (KEF3 A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 



470 

BNSDOCID: <WO _Q3074654A2J_> 



WO 03/074654 



PCT/US03/05028 



NM 007274 


Homo sapiens cytosolic acyl coenzyme A thioester hydrolase (HB ACH), mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
(SLC9A3), mRNA 


NM 004525 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


NM 003129 


Homo sapiens squalene epoxidase (SQLE), mRNA 


NM 003628 


Homo sapiens plakophilin 4 (PKP4), mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 
CAOC3^ mRNA 




Homo saoiens tubbv like protein 1 (TULP1), mRNA 


NM 009747 


Homo sapiens mitogen-activated protein kinase 4 (MAPK4), mRNA 


NM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


NM 00^491 


TTomo ^aniens brefeldin A-inhibited guanine nucleotide-exchange protein 1 
rpTnn mRNA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


NM 004304 


Rnmn ^aniens anaplastic lvmDhoma kinase (Ki-1) (ALK), mRNA 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 

mRNA 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


lNJVl__UUOZo / 


u nTT1 A cflm'enq ti<?<?iie factor nathwav inhibitor flipoprotein-associated coagulation 
inhibitor) (TFPD, mRNA 


"NTA/f f\f\C\QAA 
JN 1V1_UUU y ^"c 


u nnin oonieriQ nrntpin nho^nhatase 3 fformerlv 2B\ catalytic subunit, alpha 
i<?oform fcalemeurin A alnha") (PPP3CA), mRNA 


NM 001 14? 


Homo saniens ameloeenin (X chromosome, amelogenesis imperfecta 1) 
f AMFJ.X^ mRNA 


NM_001171 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 
rABCC6^ mRNA 


NM 0073 SI 


Homo sapiens multimerin (MMRN), mRNA 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


INlVi. UU / -> J*r 


Hnmn <??iTvien«; rmtative GR6 nrotein (GR6\ mRNA 


NM 0H7^S^ 


Homo ^aniens mianine nucleotide binding protein (G protein) alpha 12 (GNA12), 
mRNA 


NM 007366 

JL > J.VA \J \J 1 ~J \J\J 


Homo sapiens phospholipase A2 receptor 1, 180kD (PLA2R1), mRNA 


NM_OO7350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 
(PHLDA1) mRNA 


NM 007364 


Homo sapiens integral type I protein (P24B), mRNA 


NM 007342 


Homo sapiens nucleoporin-like protein 1 (NLP 1), mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


NM 007341 


TTomo <;arriens SH3 domain binding elutamic acid-rich protein (SH3BGR), 
mRNA 


NM 007370 


Homo sapiens replication factor C (activator 1) 5 (36.5kD) (RFC5), mRNA 


NM 007348 


Homo sapiens activating transcription factor 6 (ATI? 6), mRNA 


NM 004850 

IN J.YJL \J\J~\J-J\J 


Homo saniens Rlio-associated, coiled-coil containing protein kinase 2 (ROCK2), 
mRNA 


NM 005574 


Homo sapiens LEV! domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


NM 003658 


Homo sapiens BarH-like homeobox 2 (BARX2), mRNA 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM„005957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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phnnnpl ^nhfatnilv N mpmhpr 1 fTCf^NPMI^ mRNA 

L lCXl Ll XVs 1 , OLlUXCHllll_y X>, lllt/1 AiL/t^i 1 ^xW—zX^X^I X IXXLXX^I^i. 


NM 001563 


Hnmn <;aTii£*n^ i n fpTT>Vi ntnrpr* pntnr m a trix rYrotentylvcan 1 fTMRCrl^ mRNA 

XXVJ111\_/ oapiv-llo 111 Ltl JJlld LVJ1 t/^/t»JJ HJA 1.110X1 iA JJ1 \Jl.\^\J^Ly vail X ^XLVIX VJ -L J y 1 1 1XN-L X\. 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mKNA 


NM_001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


>JA/f 0071^9 
INIVI UU/jjZ 


nomo sapiens anKyrin-iiKe witn transmemDraTie aomains i ^/viNiviivii j, tiijvin/\ 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


1N1VI VKJi^yH 


Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA 


iNiVl_UU lOU / 


Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl- 
coenzyme a tnioiasej {/\v^/\/\.i j, nuciear gene encoaing mitocnonanai protein, 
mRNA 


1N1VL_UUj i*f-> 


Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) 

fQQT?9^ ml? "MA 


"MAyf 000£<\9 

INIVI UUUOJZ 


xiomo sapiens giuxainione kb-cransierase pi ^uo irij, rniviN/\ 


xtm" nnnR97 

INIVI UUUoZ / 


nomo sapiens giutamaie receptor, lonotropic, j\±vLtj\ i ^oivi/\i j, iTLKiN/\ 


IN xVl__UU Z 0 Z 


nomo sapiens v-ios jtoj murine osteosarcoma virai oncogene nomoiog ^rvjoj, 

TT»T?M A 


INIVI UUjouj 


Jtiomo sapiens iiotiinn i ^rJL»^Ji i ), itikin/y i 


IN 1V1 U V/*+*+ J 


xiomo sapiens ietai /vizneimer antigen ^r/VLr/-.j, iixJcsjln/\ 


1N1V1 UVnUO 1 


nomo sapiens ueietea m azoospermia \ \Js\z^)^ vcukssjtK 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


INIVI UU*fU*fZ 


Homo sapiens arylsulfatase F (ARSF), mRNA 


INIVI UUjUoj 


xiomo sapiens synuciem, oeta ^oin^o^, tixtuNA 


1N1V1 UUUOiZ 


xiomo sapiens lnsuiin-iiKe growtn iactor z ^somatomeam j\) ^lvjrrzj, mixiN/v 


INIVI UUO77J 


xiomo sapiens Dutyropninn, suDiamny z, memoer /\z yr> i inzaz ), nitviN^v 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-regulated) 

Vlvi\oOIvr 1 J, mxsJN/v 


INIVI UUOZO / 


xiomo sapiens xv/vin Dinuing protem z ^jn-ajnox z mxNJN/\ 


TsjA/f fi09£R9 
INIVI UUZooZ 


xiomo sapiens jnain omaing protem i ^xvajn r>r i) 9 mrviN/\. 


xnv/r oo^rrzi 

IN IVJL U\/J> o OH 


xiomo sapiens pjuu/L^xjJr-associateo iactor uat j, rrixviN/\ 


TsJM 00*I9^R 

INIVI UVJZjO 


xiomo sapiens vjri it cycionyaroiase 1 ieeuoacK regulatory protein ^oi^n_riv^, 
mRNA 

lllXvl > ^i. 


"MM 001 1 30 

1>J1VJ. \J\J A 1 JU 


XJLVJ1IHJ odpiCIlo £tIXXlIl(J~LClIEllIlal Cllilaill/Cr OI opXXL ^/AJZ^O J, IiXxvlN r\. 


"MM 001 0QQ 


xiijxxxu bapxcxxb d.v/Xtx pnobpnaidbc, prosLatc ^n.urr J, IILCvIN/a. 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


INIVI UUQOyO 


xiomo sapiens nomeo dox yjd ^nUAJjj ), ttusjsj\ 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


INIVI UU4 111 


Homo sapiens flap structure-specific endonuclease 1 (FEN1), mRNA 


TvTAA AA1 COQ 


Homo sapiens Charot-Leyden crystal protein (CLC), mRNA 


IN1VI_UU /DID 


nomo sapiens signal transducer and activator ol transcription 1, y IkJJ (ol Al 1 J, 

ml? "MA 
ixxxviN r\ 


TsJA/f 005005 

INIVi.__Ulf J UUJ 


riuixiu sapiens in/vl^xi aenyarogenase ^uoiqumonej i oeta suocompiex, ^ ^zzku, 
R22^ fMDT TFRQ i mP"MA 

5D£*£*) \l^<X-s KJ r Ljjs Jy IXXX\J.N/\ , 


"MM 00336? 


XHJXiiU oapicnij Uxa.t/XX-UINjTV glyCOSyXaaC ^UINVj^, IIIXVl\-rV 


"MM 005991 


xXVJillw sapiCllo LlloUAl-lCob XXUXX1CU UUA J yl^/ju»y\^^> J 9 lliTVLN s\ 


"MM 000470 

INIVJL vv/Ut/7 


jrxuiiivj dapicxxo axiix-ivxuxxerian noxxnonc yr\i\iT±) 9 xxxxvin^v 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


NM 001619 


Homo saoiens adreneroic beta recentor kinase 1 fADRl-iTCI^ mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM_001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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NM 006412 

IN IVJL \J\J \J t -r 1 Z, 


Homo sapiens 1 -acylelycerol-3 -phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltransferase, beta) (AGPAT2), mRNA 


NM 000810 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, alpha 5 
(GABRA5), mRNA 


NM 000430 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAH1B1), mRNA 


NM 003006 


Homo sapiens selectin P ligand (SELPLG), mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


xta/T 009410 


Homo sapiens mannosvl (alpha-l,6-)-glycoproteinbeta-l,6-N-acetyl- 
glucosaminyltransferase (MGAT5), mRNA 


■nttv/T 00940Q 


Horho saniens mannosvl (beta-L4-)-Rlycoprotein beta-l,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


"MTV/f 00940R 


Homo saniens mannosvl (alpha- 1,6-) -glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT2), mRNA 


XTN/T 009406 


u nmn qaniens mannosvl falpha-l,3-)-elvcoprotein beta-l,2-N- 
a retv1ffhico<;aminvl transferase (MGAT1), mRNA 


XTIVT 00^Q93 


Hnmo saniens mitoeen-activated protein kinase kinase kinase 5 (MAP3K5), 
mRNA 


MM 002225 


Homo sapiens isovaleryl Coenzyme A dehydrogenase (F/D), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 




Homo sapiens adenosine A3 receptor (ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 


XT\/T 001^96 


Homo saniens hvnocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


Homo sapiens Olinked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 
a c etvl al ucosamine nohroeotide-N-acetylglucosaminyl transferase) (OGT) , 
mRNA 


NM_000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor* (ITGA4), mRNA 


MM 001 1 97 

1NJ.VJ. UUJ LSI 


Homo sapiens transcription elongation factor B (Sill), polypeptide 1-like 
(TCER1T) mRNA 


NM 006183 


Homo sapiens neurotensin (NTS), mRNA 


NM 009524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


NM 009478 


Homo sapiens myogenic factor 3 (MYOD1), mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


NM 009436 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


MM 00930S 


Homo saniens lectin ealactoside-binding, soluble, 1 (galectin 1) (LGALS1), 
mRNA 


MM OOOSS7 

1N1V1 UUWOO / 


Homo saniens inteerin aloha X fantieen CD1 1C (pi 50), alpha polypeptide) 
(TTGAX) mRNA 


MM 000419 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of Ilb/IIIa complex, 
anticen ^P41^) (ITGA2B). mRNA 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(ITGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM 000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM_000834 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 
(GRIN2B), mRNA 


NM_000833 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 
(GRIN2A), mRNA 


NM 002084 


Homo sapiens glutathione peroxidase 3 (plasma) (Cj^XJ), mRJNA 


NM 000805 


Homo sapiens gastrin (GAS), mKJNA 


NM_001940 


Homo sapiens dentatorubral-pallidoluysian atrophy (atrophin-1) (DKrL,A), 
mRNA 


NM 001219 


Homo sapiens calumemn (CALU), mRNA 


NM 007155 


Homo sapiens zona pellucida glycoprotein 3A (sperm receptor) (ZP3 A), mRNA 


NM 007136 


Homo sapiens zinc finger protein 80 (pT17) (ZN*80), mRNA 


NM 007250 


Homo sapiens Kruppel-hke factor 8 (KLFS), mRNA 


NM 007167 


Homo sapiens zinc finger protein 258 (ZNF258), mRNA 


NM 007153 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


NM 007150 


Homo sapiens zmc finger protein 185 (LIM domain) (ZNF185), mRNA 


NM 007147 


Homo sapiens zinc finger protein 175 (ZNF175), mRNA 


NM 007145 


Homo sapiens zmc finger protein 146 (ZNM46), mRNA 


NM 007127 


Homo sapiens villin 1 (V1L1), mRNA 


NM_007125 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, Y 
chromosome (UTY), mRNA 


NM 007124 


Homo sapiens utrophin (homologous to dystrophin) (UTRN), mRNA 


NM 007122 


Homo sapiens upstream transcription factor 1 (USr 1), mRNA 


NM_OO7120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 
mRNA 


NM 007106 


Homo sapiens ubiquitin-like 3 (UBL3), mRNA 


NM 007118 


Homo sapiens triple functional domain (PTPRF interacting) (1R1U), mKJNA 


NM 007117 


Homo sapiens thyrotropin-releasing hormone (TRH), mRNA 


NM_007218 


Homo sapiens patched related protein translocated in renal cancer (1RC5), 
mRNA 


NM 007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA 


NM 007114 


Homo sapiens TATA element modulatory factor 1 (TMF1), mRNA 


NM 007112 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


NM 007111 


Homo sapiens transcription factor Dp-1 (TFDP1), mRNA 


NM 007109 


Homo sapiens transcription factor 19 (SCI) (TCF19), mRNA 


NM_007108 


Homo sapiens transcription elongation factor B (Sin), polypeptide 2 (.lbicu, 
elongin B) (TCEB2), mRNA 


NM_007105 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like antisense (SLC22A1LS), mRNA 


NM_007163 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A^), 
mRNA 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


NM 007165 


Homo sapiens splicing factor 3a 5 subumt 2, 66kD (SF3A2), mRNA 


NM 007252 


Homo sapiens Retina-derived POU-domain factor-1 (RPF-1), mRNA 


NM 007273 


Homo sapiens B-cell associated protem (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


NM_007284 


Homo sapiens protein tyrosine Kinase y-iiKe ^/vo-reiaiea proLcm^ yr ijv^;, 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (POMT1), mRNA 


NM 007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subumt 
(POLG2), mRNA 
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NM 007254 


tt ~ „ n „; «Aiim»i/%ioAfi/4o Vi-noc/a ! _r\V» oqt^ data's fPNKPl ITlRNA 

Homo sapiens poiynucieoiiae Kinase j -pxiuapnaiao^ ^j. j.^a^j. j 9 aha^^.^ 


NM 007221 


Homo sapiens poiyairune-moQuiaieci ldtaui x v jrxvjj - */s AAAAAj -^" tnv 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


NM 007169 


Homo sapiens pnospnattdyietnanoianxine iN-riicuiyiuaiiaiciaot ^.l ^^i; 5 iiuu ^ 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate m neurons 2 
(PACSIN2), mRNA 


NM 007190 


Homo sapiens Sec23 -interacting protein piZD yrizD), jiusa\i\ 


NM_007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 
mRNA 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 
(SLC2 1 A9), mRNA 


NM 007172 


Homo sapiens nucleoponn 50kD (NUloU), mKJNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotem 1 (51kD) 
(NDXJFV1), mRNA 


NM_007181 


Homo sapiens mitogen-activated protein Kinase Kinase Kinase Kinase i 
(MAP4K1), mRNA 


NM 007230 


Homo sapiens mannosidase, arpna, ciass ix>, mcmoci i ^vinjNiDi;, imvi^.n. 


NM_007164 


Homo sapiens mucosal vascular aciaressin cen aanesion moiccuie i 
(MADCAMl), mKJNA 


NM 007216 


Homo sapiens alpha mtegnn Dinumg prorem 03 vivxav/^iv/i / j, uu^^r^ 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 


NM 007102 


Homo sapiens guanylate cyclase activator zrs ^uroguanyim; \\jv^ss^r>), iiuvlm^ 


NM 007227 


Homo sapiens Cj protem-coupiea recepior {Kjriss+j), mrsa>)^ 


NM 007275 


Homo sapiens lung cancer candidate v r u^ij, ituuna 


NM 007262 


Homo sapiens KJNA-binding protein regulatory suounn v j^j i uuvin^ 


NMJ)07166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 
mRNA 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


NM 006585 


Homo sapiens chaperonm containing lCrl, suounit o v tneta; i^ioj, himna 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 


NM_007220 


Homo sapiens carbonic anhydrase VB, mitocnondnal nuclear gene 
encoding mitochondrial protein, mRNA 


NM_007100 


Homo sapiens ATP synthase, H+ transporting, mitocnonanai ru complex, 
subunit e (ATP5I), mRNA 


NM_007231 


Homo sapiens solute earner tamily o (^neurotransminer rransporxer;, mcmuci it 
(SLC6A14), mKJNA 


NM 007203 


Homo sapiens A kinase (rKJs^A) ancnor proiem a \i\js^jt xxuvi^-n 


NM 007202 


Homo sapiens A kinase (jt\Kiv/\) ancnor protein iu ^/\js^-vt iuj, iiuu^n. 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 8 
(ABCAb), mRNA 


NM 000506 


Homo sapiens coagulation iactor 11 vtnromDinj v r ^J> mxvaN/^ 


NM 004343 


Homo sapiens calreticulin (CALR), rnRNA 


NM 006736 


Homo sapiens heat shock protein, neuronal uiN/vj-iiKe i ^noj ij ? hikina 


NM_006553 


Homo sapiens erytnroid diiterentiation ana aenucieanon iactor i hl'wi;, 
mRNA 


NM 006984 


Homo sapiens claudm 1U (CJolJJNiU^, mKiN/v 


1nM_UUddUz 


tj Arn A enniene ATP-ViinHina raccptte «?ub-familv A (ABC 11* member 1 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 
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NM_006978 


rr ^ fi^rr^-r r%T-^+^ir» 1 fRTMG fineer C3HC4 tvne^ (ZNF183), 

Homo sapiens zinc nnger protein ioj \ivj-lx\j luigwj vrw v*-^ ,a ^-vj 

mKJNA . 


NM 006953 ! 


riomo sapiens uropiaivin o ^ujtjvj^, uuM^n. 


NM OUoSoz 


riomo sapiens uropuiKjji id v kji r^i*->j, ixu ->- j -^- r *- 


NM_006951 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase 11, u, iuuki^ ^i/\rzi^^, iinvi^n. 


NM 006950 


Homo sapiens synapsin i^oiim;, iiix\j.N.rk. — 


NM 007056 


riomo sapiens suppressor 01 wnuc aput/oi huhiuivje ^ v 1 -* TT z 


NM 006949 


riomo sapiens syntaxm Dinamg protein z> yoiAur^;, 


NM_006948 


xx„ ^ *7A r»mtp»in f nanpmnp TniftTn^ome-'a.ssociateci. 60jcL) 

riomo sapiens stress /u protein cnapcrunc, iiuuiu&uiii^ ooowiuuv/u, wvivl/ 

(STCH), mKJNA 


NM 006946 


Homo sapiens spectrin, oeta, non-eryiiiiuuyuA/ ^ v° A iui^^j 


"VTX jT r\r\ f C\ A c 

NM 006945 


Homo sapiens sman proimc-ncn pioicui — j-> v oa iz_ _ - 


NM 006944 


Homo sapiens secreteu pnospnoprutcni ^^js^j \s>± * aa ^^- l ^ x *■ 


NM 007009 


Homo sapiens zona peuuciQa Dinumg piuiciii w 1 ^ o /> 


NM 006940 


T-r„^, rt « rt **-I^-no CPV /oav r1#»t^rmini-na rf*oion Y^-V)OX 5 fSOX5 V mRNA 

Homo sapiens olv x ^sex ueterniniiiig icgiun x 7 u^a. ^ ^ww;, " uvi 


NM 007017 


Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 


NM 006943 


Homo sapiens oKY ^sex aeterminmg region i j uua ^.z. ^uw^v-t-^^, iiuxi,i x 


NM 007084 


Homo sapiens SRY (sex determining region Y)-box 21 (SOX21), mRNA 


NM 006942 


Homo sapiens SKY (sex aetermming region x j-doa z,o \v^\jj^^\j)^ nuxa.^^v 


NM 006941 


Homo sapiens SRY (sex determining region Y)-box 10 (SOX10), mRNA 


NM_006934 


Homo sapiens solute earner tamiiy o (neurotransmiuer transporter, giy^uic^, 
member 9 (SLC6A9), mKJNA 


NM_006933 


Homo sapiens solute earner iamiiy z> ^mositoi trcuiapoitci^, uicmuw ^ 
(SLC5A3), mRNA 


NM_006931 


Homo sapiens solute earner tamiiy z (iaciiuatea giucose tr<nibpoitcx;, incmuw ^ 
(SLC2A3), mKJNA . 


NM 006930 


tt ^.^ _„ „ o ^"Uoo^a iri'nocp ocor^^icit^H TYrntpin 1 A (v\ \ QA^ fSICP lAl. mRNA. 
Homo sapiens o-pnase Kinase-associdtcu piotcni in. vf 1 -^^v v^- 1 -^ a-**-/? 


NM 006925 . 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


NM_006924 


TX * 1 J ' ^ ■fnn^-nv niTrininO / O ta-T1 Tl _T*1 r»Vl 1 ( CT^l 1 P1T1 CT "fa P. TOT 7 3 ! TPTT1 3 tG 

Homo sapiens splicing tactor, argmme/ serine -ncn i v. t >P 11L ' ul & mvaoi ^, aiL^iiia-w-, 

1 • • _ r- 4.^„\ /CUD C 1 \ rwPMA 

splicing iactor) (or Kb l ), niKiNA 


NM 006917 


Homo sapiens retinoid is. receptor, gamma ^iwsjsaj iiuxiNrv 


NM 006987 


Homo sapiens raopmnn ^/\-iiK.e ^wnnout v^z, uoiiic»iii2»^ v AVA ^uruj/, mA^^A* 


NM_007055 


Homo sapiens polymerase {kjnaj juu ^j-^in^v uircutcuy jjjm^j v ava v^i.^^^, 
mKJNA 


NM 006915 


TT„ mft onriiotif t-^rit-iific rti crrn^>TitnQ51 9 OC-lrnVprf recessive^ (RR2)* ITlRNA 

jtiomo sapiens reiirutis pigmentosa, z, v-^- AAAiiVt i ^^jj^ v-*-^ 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


NM 006913 


Homo sapiens nng tmger protein d ^rviNr d), mrviN^v 


NM 006911 


Homo sapiens relaxm 1 irii) (KUJNij, mtviN/v 


NM 007043 


Homo sapiens HIV-1 rev binding protein 2 (HRB2), mRNA 


NM 007033 


Homo sapiens similar to o. cerevisiae rsJiivi ^xvctvi nuxi^^v 


NM_007081 


Homo sapiens KAx>, memoer 01 rv/\o oncogene Lanmy nxv.^ ^\xuj^u; 3 
mKJNA : 


NM 006905 


Homo sapiens pregnancy specmc oeia-i-giycopiuiciii a v a uvja /) iiuvi ^ v 


NM_00701o 


tj«.«*»« ^, * _ „ »**-/-kTO'ii-i ci-miio-r trk noli x/ViH a anH T£ car)sulatu.s mtK3 (l , r > 35)* 
Homo sapiens proxem similar to ri.eon ynug anu xv. vopowAttuw-o v* * >•> 

TrlKJNA 


NM 007024 


Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin EXA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5) ? mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) bete (IDH3B), mRNA 
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xta/t nn7n^i ' 

1NJV1_UU / Uj 1 


TTattia canipn*; heat <;ViArk tran^rnntion factor 2 bindini? rjrotein (HSF2BPV 
mRNA 


mm on70i 1 

IN 1 Yl VU / \J 1 1 


TTomo «;arnens mutative transmembrane nrotein (HS1-2Y mRNA 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


xta/t nn7HAS 


UnmA Qfl-nipriQ POFR 1 Annncrene nartner (FOP^ mRNA 

XXOlllO OdpiWilo X VJX J\l \Jll\s\Jg t \*ll\s LytlA tixwi v^x y, iinvin * 


XTA/T nn7n^i 

INlVi UU/U31 


WAmA c^riienQ Fn«: fTMFP SF 6 1 a^ociated factor 1 (TRAFl i mRNA 


NM 006979 


Homo sapiens HLA class 11 region expressed gene KE4 (HKE4), mRNA 


JNJVl UU/U1D 


"U/vmr\ co-nipnc r» Vi rw\ r\vr\rw c\(\\\\\t\ T nrPrnrQAT ( f^TTTVT-T^ tyiRXJ A 
XlOTTlO odpiCllb CUUIlUIUIllULiUlllI X piC-UUloUl V.^- 1 - J - tY ' L -"-/j IIXIVI^-TY 


XTA A Ar\<Qon 
jNM_UUooyU 


xxomo sapiens carcinQeiriDryoniC/ diiiigcii-ic/idictx ucn duxic<onjii muit-v^u-iv*- / 
/TT? A P A A/f7i mPXJA 


XTA/T AA7A1 R 
INIVl UU /UlO 


TJnmn canipn q ppnfrocr^mfil TYTAtpin 1 ( f^FP 1 t tyiT? XT A 


XTA/T AAAQCQ 

JNM__UUOcSoy 


U/\mn coniptic PTiR^ ontiaprt i'P , Tj7R nr»ti<rpTi licrand 1 T-i7-2 antiffeni rCD86^ 
mT?XT A 


XTA/T AA£QS7 
lNiVl UUOyoZ 


Wrvmn ccj-nipnc pfirf ap runrpH-r' 1 a«s«; riAmeonrotein 1 TCARTl^ mRNA 


xta/t AA7A^c 

JNivl UU/UDo 


TTAnirk canipnc ncil-nain 1 1 f P A T^XT 1 1^ ttiRNA 

XxOniO bd.piCIl& L/dipdlli 1 1 IN llj, IIIXXXN^V 


XTA/T AA^RftQ 


TTr»mA c^nipnc p5i1"mArin1in 1 ( r^Vi a<%a1t atvI a.9P kinase delta^ TCAL1VI1 ). TTiR N A 


JNJVL UU/U4/ 


TTnmn coniptic V\ni^rrr%r%Tiil in cnV>f5imi1*\7 'X rnPTTibpr A7 rRnTN^ A.2 1 mRNTA. 
XlOJXlO odpiCllo ULltyi opiltllllj o 14. \j la. 11 illy ~/ 5 iiiv;iiii/t/i sr%-£* V. A A ' J - rL " )■> ixu-x-x^^^ 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), rriRNA 


XTAT AArfCGOl 


riomo sapiens x5 / proiem yr> / ), iiixviN.rY 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBF1), rriRNA 


XTAvT 

JNJVl 007022 


Homo sapiens putaiive tunior suppressor ^luiro;, nixsj.N/\ 


NM 006697 


xlomo sapiens cispiaiin resistance associdiea ^xsurv^, iixtviN/x 


XTA/T AA/COO/C 

NM_006o26 


Homo sapiens tyrosine j-monooxygenase/uypiopndii j-niuiiuujvygciia&c 
activation protein, theta polypeptide (YWHAQ), mRNA 


NM_006 /61 


riomo sapiens tyrosine j-monooAygciiabc/iiypiupiiciii ~>-i.Li*jii\jvjs^y g^Lia^s^ 
activation protein, epsilon polypeptide (YWHAE), mRNA 


XTA Jf AA/TTO/I 

NM 006784 


riomo sapiens wjj repeat aomain o ^wijjxj j, nirviNif-v 


NM 00oo4o 


riomo sapiens serine protease iimiuitor, jvaz^i type, ~> ^ox xiNxv^y, nu\i>rk 


XTA/T AA^OIA 

NM_006oJ0 


Homo sapiens UDiQumoi-cyiocnrome c rcauctd.se \\j.hi\j-sj ouuuiut ^uyv^jv^, 

ml? XT A 


XTA4* aa^7Q£ 
IN lVx__UU o / y o 


u nrrin conipnc T TP>P CTl\7PAcv1trnn«:fprnQP 9 familv ■nolvnentide Al ( L)Cr'l2Al^. 
rXC)±TlU odpiCIlo kJA-Jx gljfOU&jrlLi aiioiciaot' x- xaiiiiiy, r v r r *vx vj a^j. 

11 ilvl N 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


XTA/T AA^Q77 
NJVl UUOo// 


nomo sapiens transmcmuranc uctxiivivnjg piuLcni ^xivxx^iy, hixvinx-v 


xta/t nn£8*\^ 

JNivl UUOoDj 


Watvia canimc Ircillilrrpin 1 1 (TCI Kl 1^ mRNA 
xxOIIlU SdpiCIlo IvdllllSJ. C1I1 1 i ^J\.J_fJ\.i i j y iiiiviNrv 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


XTA/T AA/CT^/^ 

NM 006756 


riomo sapiens transenpnon eiongauon iacior Jt\ ^oxij, i ^iv^x3-rt.i^, nxrviN/^ 


INM_006024 


riomo sapiens laxi (jiurnan i-ceii leuKenna virus type i) uiriumg proicm i 
(TAX1BP1), mRNA 


XTA K AA/TTO 

NM 006/52 


Jblomo sapiens surteit j (oUKtdj, mxviN/\ 


XTA/T AA^OI O 

NM__ ouooiy 


nomo sapiens sTTess-inQuccu-piiu&piiupiuiciii i ^xx&p/v/xx&p^v ui^ani^iiig 

nrntpinA /'QTTPn mT?XTA 

protein/ ^oiiri j 9 iiuSA\T\. 


XTA/T AAA7QA 

INIVl UUO / oU 


u nmn cor^ipnc <sX/TA^ KMA^ mRNA 
rxuiuo odpicilb oivj-rtJ ^oivxr\.-j iiixvin^v. 


XTA/T (\C\fJlAQ 
JNIVl_UUO /4y 


TTi^mr* canipnc cnlnfp r*c»rripr famil'V 70 ( "nVlA'sArifltP frPlTI ^AATTPT^ member 2 
rXOIIlU odpiCIlo oUltltC UdlllC/JL IdllXllJr ^v/ ^piiv»opilci.Lt/ tl ciiiopvji ^, muinuv-'i 

(SLC20A2), mRNA 


XTA/T CSdfklAl 


Wattia Q5»r\ipnQ Qicmal-indiired Tirol iferation-associated eene 1 TSIPAI^ mRNA 


NM 006873 


Homo sapiens stoned B/TFUA-alpha/beta-like factor (SALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), inRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RJPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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NM 006868 


Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA 


NM_006839 


Homo sapiens inner membrane protein, mitochondrial (mitolilin) (IMNIL), 
mRNA 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


NM 006656 


Homo sapiens sialidase 3 (membrane sialidase) (NEU3), mRNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


NM 006766 


Homo sapiens zinc finger protein 220 (ZNF220), mRNA 


NM 006804 


Homo sapiens steroidogenic acute regulatory protein related (JVLLJN54), mKJN A 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 
mRNA 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 
1 (MALT1), mRNA 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA 


NM_006840 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 5 (LILRB5), mRNA 


NM_006866 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 2 (LDLRA2), mRNA 


NM_006863 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 1 (LILRA1), mRNA 


NM_006847 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 4 (LILRB4), mRNA 


NM_006865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 3 (LILRA3), mRNA 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 3 (LELRB3), mRNA 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NM_006762 


Homo sapiens Lysosomal-associated multispanning membrane protein-5 
(LAPTM5), mRNA 


NM_006737 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 2 (KIR3DL2), mRNA 


NM_006801 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 1 (KDELR1), mRNA 


NM 006844 


Homo sapiens llvB (bactenal acetolactate synthase)-hke (ELVBL), mRNA 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (IL1RL1LG), mRNA 


NM 006764 


Homo sapiens interferon-related developmental regulator 2 (IFRD2), mRNA 


NM 006831 


Homo sapiens ATP/GTP-binding protein (HEAB), mRNA 


NM 006794 


Homo sapiens G protein-coupled receptor 75 (GPR75), mRNA 


NM 006783 


Homo sapiens gap junction protein, beta 6 (connexin 30) (GJB6), mRNA 


NM_006733 


Homo sapiens FSH primary response (LRPR1 , rat) homolog 1 (FSHPRH1), 
mRNA 


NM 006731 


Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 


NM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASE1L1), mRNA 


NM 004366 


Homo sapiens chloride channel 2 (CLCN2), mRNA 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


NM 006806 


Homo sapiens BTG family, member 3 (BTG3), mRNA 


NM 006763 


Homo sapiens BTG family, member 2 (BTG2), mRNA 


NM_006789 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALLl-fused gene from chromosome lq (AF1Q), mRNA 


NM 004289 


Homo sapiens nuclear factor (ervthroid-derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


NM_006523 


TT-vv,-. ri^-rx-i^t-kc "V" TVt-r»li/l O-m-i-n /^-r\P»T^ti H C4C<=» ( Q TT1 1 Tl 0"n P"FvH fl^SS Pi-like OCPNPEPL). 

.Homo sapiens -A.-pro.iyi aminopeptiua&e ^aiiiiiivjjjwpuuaov-' a ) uivt v.^*^ 
mRNA 


NM 006537 


Homo sapiens ubiquitm specinc protease d (uorjj, iiuxin^y 


NM 006564 


Homo sapiens Lr protein-couplea receptor ^i xivioiiv, iutvln^ 


NM_006573 


Homo sapiens tumor necrosis iactor ^nganaj superidmiiy, mcuiuci uu 
{ A INr or 1 dd J, mrsJ.N/\ 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 

/TTVTCD OT7G\ rwUXTA 

(1 JNrKoryj, mKJN/V 


NM 006525 


Homo sapiens tissue iactor pamway liuiiuiiui ^ yxrr nu>j.^r\ 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTE1L), mRNA 


NM 006519 ! 


Homo sapiens t-compi ex-associ ate a- testis -expres>bcu i-iuv.c i ^iv^idi^i;, nirvi^-z-i. 


NM_006602 


Homo sapiens transcription iactor-iiKe d ^oat>ic iiciiA-iuup hcua; ^>^j 9 
mRNA 


NM 006593 


Homo sapiens i-dox 5 Dram, x miviN/v 


NM_006679 


Homo sapiens putative opioiu receptor, neuromcuin k ^iiourujs-imii z>j icwc-ptvi 

like { 1 AC3xCLj, miviN/v 


NM 006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


NM 006558 


Homo sapiens oamoo-liice pnospnotyrosine protein, jl-oi/vjv ^i-oxatv^ niru.>jr\. 


NM 006603 


Homo sapiens stromal antigen z (c» rrusjN/\ 


NM 006717 


Homo sapiens spmaiin (brliN), mKiN/v 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


NM_006654 


Homo sapiens sue 1 -associated neurotropnic iactor target signalling 
adaptor) (SNT-1), mRNA 


NM 006622 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


NM_006516 


Homo sapiens solute earner iamily 2 Qiacilitatea glucose transponer;, memoer 1 
(SLC2A1), mRNA 


NM_006632 


Homo sapiens solute earner iamily i / ^sodium pnospnate;, memoer j 
(SLC17A3),mRNA 


NM_006517 


Homo sapiens solute earner iamny 10 ^monocarDoxyiic aciu uaiibpuitcia^, 
member 2 (putative transporter) (SLC16A2), mRNA 


NM_00659S 


Homo sapiens solute earner iamily iz (potassium/cnionae trans>porier!>^, iiicmuci 
7 (SLC12A7), mRNA 


NM_006515 


Homo sapiens SE1 domain ana manner transposase msion gene ipciivLAjy;, 
mRNA 


NM_006664 


Homo sapiens small inducible cytokine subtamiiy A (uys-cys;, memoer z / 
(SCYA27), mRNA 


NM_006514 


Homo sapiens sodium channel, voltage-gated, type Jv, alpna poiypeptiae 
(SCN10A), mRNA 


NM 006559 


Homo sapiens GAr -associated tyrosine pnospnoprotem poz ^oamoo; ^o/vlvioo^, 
mRNA 


NM_006511 


Homo sapiens regulatory solute earner protein, iarmiy 1, memoer 1 ^xvov-^i/a.i^ 5 
mRNA 


■v TTV /T Arv^f Ol 

NM_0065b3 


j^omo sapiens retinal pigment epiinenum-aeoveu niouupbin uumuiug ys\x^x±j 9 
mRNA 


XNIVI UUOOU4 


TTr^mr\ csnipnc r<=»t fincrer nrotein-like 3 rRJ 7 PL3"> mRNA 


NM 006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM_006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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MM 006587 


Homo sapiens conn (PRSC), mRNA 


JN1VI wOjjO 


"HTrvmn «j*nipn<5 nho^nbomevalonate kinase (PMVK), mRNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHTF1), mRNA 


NM UOoool 


Urvmr* C Qr»ipnc ™hrvcr*ViririiPCtpr5lQP IDA fPDEl 0A\ mRNA 


NM UUoo/4 


tt atv , a conipnc Ayfxj/^ P io Q o T rpcnrvn CVRF (P5-l^ mRNA 


NM_00oo3 / 


Tjr»rvi/A conipnc r\ifar»tr\T-\/ -rp»r»pr\ tor fnTTiilv S subfamilv I member 1 (OR5I1), 
xiomo sapiens oiiaciory recepiui, idumy ou.i^±«iixiijf x 5 uivinvvi x v y 

mRNA 




TT AmA car»ipTic cf*ml rkoirallA/ nV-fmpH colon cancer antieen 16 (SDCCAG16), 
mRNA 


XTTV A A AO CIO 

NM 002332 


xiomo sapiens nucieoponn ookx/ ^inui oo;, uhun/x 


NM UUO/U2 


riomo sapiens neuropamy largci csicid&c v. 1 ^ *-*^j'> 


-k TTV A AA/C/CA1 

NM_UUooyj 


Tj r . r ,. rv cor .;a n c pIpqvqop or»H -nAlvflHpnvlation snecific factor 4. 30kD subunit 
rionio sapiens cicavdgc diiu. jjLnydu.vj.i_y iclivjii opwixiv- a"^"-"* - ,wivxy w^**^ 

^UrorTj) IIIlvlN.rV _ — _ — 


-»vT\ A AAAAAQ 

NM_UUoooy 


ti rttT1rt conipnc 1^hVapv+p itiiTTmTiOplobul in-like recentor. subfamily B (with TJM. 
and ITIM domains), member 1 (LILRB1), mRNA 


NM UUojiJ 


TJr\mrv conipnc mpl^nAmn i-nbibitOTV actlVltV TlVflA) TTlRNA 


XTlV A AA/CCAA 

NM UUtOUU 


Urvmn conipnci t-riP»1 QTirMTlCJ qHTiPQiATI TTIaI PP-lllP flVTC^ A.1VT^ TTlRNA 

jnorno sapiens mcioiiuiiid. <niiicoi\-in iiiuicoui^ v^- xv>jC / > uu^ii». 


NMJ)06610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 


nm ooooyy 


TJrtvMrt lYionnAcirloCA q1t^V»q r*1 Q 1 A mPTTiHPT 2 TlVT AN^l A2 1 ITlRNA 

jriomo sapiens mannosiuase, aipna, oidojs i^-v, iiicmL/cii ^viru^iru.;, aaiavj - ^ x v 


NM_ 00649b 


xj rt »v»rt fn-ni^-no lor-fin rroi o^tr\c-i r1p»_Hir\Hin cr qa1hV>1p 2 T palpctin 2^ CLGALS2). 
Jtlomo sapiens lecim, gaiaCLOsiQe-uinuiiig, suiuuic, ^aicvuu ^) v j - /V - j ^*^^ , ^>'5 i 

__T> XT A 
mKJN/V 


NM UUO JH 1 


tr^^p. cQnipnc Tr^P-TT mPN A-hinfHner Drotein 3 (TCOCl^ mRNA 


NM_0Uool 1 


Urtwin nonianc irill^-r r»<»11 l#»ntin-1 1 Vp -»»p p PTi + At* Qiibfamil v A member 1 nCLRAl\ 
xiomo sapiens KJiier ceu icuiiii^iiivc; ic^cpiui m^niKj^L x v^^^ a * /? 

TTlxvlN/\. 


NM UUO340 


"PVvmr^ c^rtipnc TOT7-TT mT?"NF A-hindinP nrotein 1 MMP-1V mRNA 


NM 006665 


Homo sapiens heparanase (HPSE), mRMA 


TwTIV A A A /C A CkH 

JNM 00549/ 


Uatv^a -eot\ionc li'\mprmpf , riv;liitpH-in-fflTIP,Pr 1 !C !l ) TTlRNA^ 

jriomo sapiens nypei inctn-y idteu. in L/tniwd i yin^i;, nuviiiT. 


JNM U04OO / 


Tj Airin cartipnc hf*rt H Amain and "RT D 2 rFTRRC2^ ITlRNA 


JNM UUtD2 / 


Urvmn conipnc TTQimin V^imHino" nrotpm bi stone (HBP ) mRNA 
flOIIlO sapiens ITLclxrpill UlUU-ing jjhjic/1ii 3 niaiuii^ V. yj imvi 1^ x 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


JNM_00o4yt) 


Unn^rv co-nipnc mioninp TmrlpAtiHp binding "nrotein (G "Drotein^. aloha inliibitinfi 

llOIIlO 0«piCIlo ^UldillllC ilUV>lC\_JlltJ.vi UlllK-HHfe piuivui v^-** \r s 5 * C5 
onfiAn*f\/ r\Al\mpritiriP ^ /TtNAT^^ TTlRNA 


JNJM OOODZy 


Unmn c*»r\-i£»«c (tIvpitip fppp'ntnr nlnba 3 i CtT_ j RA3 ) rnRNA. 

XxUIllU odpiciio &iy wiiiv' i ^^sayjtKji , ixi jjiici «j ^vjuivi u/} uii^w* 


JNM OOcDjU 


Uz-wmn conipnc o-l i r»rn 5» -.51 mriliflpH QPnilPTlCP-4 1 TGAS41^ mRN^A 
nOIllO Sapiens gllUIIld-dlllJJllllCtl &CLjut;iiL>t'~ri ^vjn.u-ri;, iiLivim. 


JNM_U0ODo 1 


Wrvmr\ canipnc •fiipocvltrnr>c:fpra<;p Q Talnba f 1 3^ fucosvltransferase) fFUT9\ 
XxUXiiu sapiens xu-uosyiudiisj.C'i a&c ^ ^aipno ^x,^»y i uvuo ^ m ui wxv* iwv^ v a w /> 


1N1VL UUO/UU 


Hnmn <?anipn<; FT 7sT?9 aene nroduct fFLN29\ mRNA 


INIVl UUOOOH 


TTrvmn sanipnQ rnmnlement factor H-related 4 (FHR-4V mRNA 


INIVl \J\JHL id 


TTotnn sanipn^ fibroblast orowth factor 12B CFGF12B), mRNA 




Homo ^aniens ecotronic viral inte fixation site 2B (EVI2B), mRNA 


NM 006532 


Homo sapiens ELL gene (11-19 lysine-rich leukemia gene) (ELL), mRNA 


JNM UUOJOO 


T-Trvmr\ CQrvipnc arlVi ^=»ci nr\ crl'v/POrvrntpi'n n~)N^ AJV4[— 1 I rnRNA 
nOUlO Sd.picnS dClllCSlUIl gjyuCfpiUlClli ^xyi^mn xy 5 *xix^j.^i-x 


JNM UOoOjy 


Wr\mrv C5irki<=»nc r»\/<2tpi"rwl IpnlrotripnP receotOT 1 fCYSLTl^ TTlRNA 

xxOiiio sapiens c-ysLciiiyi icluvvjij. iwnt> 1 uuv/pLwi x li"-^^* »■ 


JNIVL UUOOoO 


Wr\Tvin Q5*r»ipnQ tri-niiplpnriHp rpnpat containing 5 fTNRC5V mRNA 


INM UUtOOD 


TT Atrirv cenipne c^c^c^vc* ViinHincy faptor r^inc finder nrotein^ ^GXCF\ mRNA 

XlOUlO Sapiens v^V^V~> JL \^~L)lIltllllg IdOLVJl ^iiil/ xih^wi piuiuni; \ v - / x ^— ' x /j "■uvj.iii 


NM_00dD /4 


TTrvn-iA conipne r>Virvr»rlT-r\iti-n cill'fintf 4 T»rotPO<ylvC^a"n S ^ TlPllTOP"] VC3T1 CTi TCSPG5V 

jtiomo sapiens cnonuroiun sunaic pruicugiyoaii ~> v Ait,Ltl ^fe 1 ^^^ 111 ^-v v^ 01 ^^/s 
mRNA 


NM 006688 


Homo sapiens Clq-related factor (CRF) 5 mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM 006716 


Homo sapiens activator of S phase kinase (ASK), mRNA 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


NM 006670 


Homo sapiens 5T4 oncofetal trophoblast glycoprotein (5T4), mRNA 




Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
acti vitv polypeptide 1 fGNAIl). mRNA 


NM" 001 165 


Homo sapiens baculoviral IAP repeat-containing 3 (BIRC3), mRNA 


NM 000391 


Homo sapiens ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky- 
Bielschowsky disease) (CLN2), mRNA 


NM 005440 


Homo sapiens GTP-binding protein Rho7 (RH07), mRNA 


NM 005346 


Homo sapiens heat shock 70kD protein IB (HSPA1B), mRNA 


NM_005345 


Homo sapiens heat shock 70kD protein 1 A (HSPA1 A), mRNA 


NM 003545 


Homo sapiens H4 histone family, member J (H4FJ), mRNA 


NM 003543 


Homo sapiens H4 histone family, member H (H4FH), mRNA 


NM 003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


NM 003540 


Homo sapiens H4 histone family, member C (H4FC), mRNA 


NM 003539 


Homo sapiens H4 histone family, member B (H4FB), mRNA 


NM 003538 


Homo sapiens H4 histone family, member A (H4FA), mRNA 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (H1FT), mRNA 


NM 003752 


Homo sapiens eukaryotic translation initiation factor 3, subunit 8(1 lOkD) 
(EIF3S8), mRNA 


NM 004929 


Homo sapiens calbindin 1, (28kD) (CALB1), mRNA 


NM 0061^2 


Homo sapiens mannosidase, alpha, class 2 A, member 2 (MAN2A2), mRNA 


NM 006301 


Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), 
mRNA 


NM 006299 


Homo sapiens zinc finger protein 193 (ZNF193), mRNA 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


NM 006385 


Homo sapiens zinc finger protein 21 1 (ZNF21 1), mRNA 


NM 006296 


Homo sapiens vaccinia related kinase 2 (VRK2), mRNA 


NM 006295 


Homo sapiens valyl-tRNA synthetase 2 (VARS2), mRNA 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


NM 006294 

At J.VA V \J\J ^/ T 


Homo sapiens ubiquinol-cytochrome c reductase binding protein (UQCRB), 
mRNA 


NM 006293 


Homo sapiens TYR03 protein tyrosine kinase (TYR03), mRNA 


NM 006311 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NM_006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAJP2), 
mRNA 


NM_006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAIP3), 
mRNA 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 




Homo sat>iens transcription factor Dp-2 (E2F dimerization partner 2) (!JbL>P2), 
mRNA 


NM 006784 

i 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, H, 30kD (TAF2H), mRNA 


NMJ)06342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 
mRNA 


NM 006? R3 


Homo saoiens transforming acidic coiled-coil containing protein 1 (TACC1), 
mRNA 


NM 006282 


Homo sapiens serine/threonine Idnase 4 (STK4), mRNA 


NM_0062S0 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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mRNA 


XTTVjf AA/C/Kfi 

NM UUo4DU 


UnmA cQ-nipnc cmlifMncr fartriT fZl^VD^ fSPF45 ) TTlRNA 
XlOIXlO SaplCnb SpilCing ld.L/lUl ^ t t.»lSJ-' > / V^J- ^-'/j uua-l^.^* 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_006446 


Homo sapiens solute carrier family 21 (organic anion transporter), member 6 
(olA^ZiAo), mtsJN/v 


NM_006278 


Homo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 
sialytransierase ; (brA 1 4^;, hiktma 


NM_006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 

J "„ /T»A /T\ o-r-»s-1 nVirvr+ r»t 7+^ir%1 Q PtVli r» HATnQin f CfMTl » "Till ATI T\\ 4T") f'STHM^ A4T") 1 

domain Qiivij ana snort cytoplasmic Qomain, ^berruipiiuiiiiy v 0 j^lv x^-v-r ^ y , 

mKJN/V 


NM_0U6J fy 


Tj A *«/\ ormiono c«**-r>-»o yirtTviQin immiinnol r*rvi il in A/Ymfli'n ( Tp 1 1 snoTt nasic domain, 
riomo sapiens sema Goiiid.111, liiiiiiuiiu^iuuuiiii taoinani v-'-o/? l uuiiiu.ni, 

secreted, ^bcmapnuriii^ jv \^j-/ivrr\.jv_^, imvi^n 


XTTV A C\f\ £0 HA 
JNJV1 UUoZ /4 


xirvmA conipnc email inrlii^iVilf* f "v/tAVinp diinfaiTiilv A fCvs-Cvsi member 19 

rlomO Sapicnb Sinall 1IKJ.U01U1C tAJJviiic- suuj.a.iiJ.iij j o x-^jroy, iiiviiiuwi - r 


xnv/r nn^/L^i 

JNJVl UUO^JJ 




NM_006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


JNJVlUUoZoy 


Uaty^a co'niAnc r^Hi-i-iti c t"\i rnnPntAca 1 ^fiilto^Amfll H flH1 1 T"l ST) 1 1 (RPl 1 niRNA 

xionio sapiens reiimus pigiiiciituoa 1 ^ciu.luovjiii<xa \s\jxxiixxaxn.j v x> ^ a - iaa ^ l ^ 


JNJYL UUoJjj 


riomo sapiens nng linger proiein u v rsj - NX 1 j /j 11 J- 1 ^ 1 ^-^ 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


NM 006 J 94 


riomo sapiens reguiaiea in glioma ^rvi\jj, iiirviN^ 


NMJ)06263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 
alpha) (FbMxil), mKJN A 


MM 006262 


riomo sapiens penpnerin jkx xi miviN/\ 


NM_006261 


Homo sapiens propnet oi iriti, paireu-iiKe nomcouomam ucnitsuiipuuii lavwi 

rDT) r\\~> 1 \ «->T5 XT A 
(I'KiJJr 1 J, ITlrUNA 


NM_OO6260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
Qepenuent innioitor ^r/ j\jsjtvij, xiixvin/'v 


NM 006259 


Homo sapiens protein kinase, cGMP-dependent, type It (PRKG2), mRNA 


NM 0062:)/ 


xiomo sapiens protein Kinase tncia xvjw^v^/^, 1111x1^^1 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


NM_006253 


riomo sapiens protein Kinase, /\ivjjr-*aciivaiea, oeui 1 nuii-oaiaiyu^ ^uuuint 

/t>T) 1/ ADU m-DXTA 


NM_006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 
(JrKJtvAA2 ), mKJN A 


NM_006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 

/T>T> V A A 1 \ mPMA 

^JrKJs^AA 1 J, mrvJNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


NM__0 06246 


Homo sapiens pro tern pnospnaiase z, regulatory suuium r> cp&nun 
isoform (PPP2R5E), mRNA 


XTTV/T t~\(\£Z' y l AS. 

NM_UUoz4D 


riomo sapiens proiem pnospnaiase ^, reguiaiury buuuim r> yxuvj, ut^iLa i^uiunn 
(PPP2R5D), mRNA 


NM_0 06244 


riomo sapiens protein pnospnaiase z, regulatory auDuini ±> ucw iwiunn 
(PPP2R5B), mRNA 


NM_006243 


riomo sapiens protein pnospnaiase z, reguiaxory suounii d \l>j\jj, dipua i&uiunn 
(PPP2R5A), mRNA 


NM_006241 


riomo sapiens protein pnospnaiase i, regulatory ^lnrnoiiorj bUDunn z. ^rrr ixvz-^, 
mRNA 


NMJ306240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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NM 006236 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


NM 006235 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


NM 006231 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


NM 006358 

J. > .1 YJL UuU J J U 


Homo sapiens solute carrier family 25 (mitochondrial earner; peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


NM 006224 


Homo sapiens phosphotidylinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD51 -interacting protein (PIR51), mRNA 




Homo saniens nrotein (oentidvl-prolyl cis/trans isomerase) NLMA-interacting, 4 
(parvulin) (P1N4), mRNA 


IN 1V1 VJU OirZ-Zr 


Homo saniens nrotein (nentidvl-prolvl cis/trans isomerase) NIMA-interacting 1- 
like (PINIL^ mRNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-mteractmg 1 
rpTNn mRNA 


NM_006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 
fPERnCA) mRNA 


NM 006213 

1 > 1VJL J 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM_006305 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 
mRNA 


NM_006212 


Homo sapiens 6-phospholrocto-2-kinase/lTuctose-2 5 6-biphosphatase 2 
fPFKFB2) mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


iNlVl__UUOZU;7 


TTnmo ^aniens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 
(ENPP2 > > mRNA 


NM 006205 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 
mRNA 


NM 006204 


Homo sapiens phosphodiesterase 6C, cGMP-specific, cone, alpha prime 
(PDE6C), mRNA 


NM 006198 


Homo sapiens Purkinie cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


NM 006195 


Homo sapiens pre-B-cell leukemia transcription factor 3 (PBX3), mRNA 


NM 006193 


Homo sapiens paired box gene 4 (PAX4), mRNA 


NM 006191 


Homo sapiens proliferation-associated 2G4, 38kD (PA2G4), mRNA 


NM 006189 


Homo sapiens olfactory marker protein (OMP), mRNA 


NM 006186 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4*A2), 
mRNA 


NM 006185 


Homo sapiens nuclear mitotic apparatus protein 1 (NUMA1), mRNA 


NM 006184 


Homo sapiens nucleobindin 1 (NUCB1), mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 006180 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTRK2), mRNA 


NM 006372 


Homo sapiens NS1 -associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


NM 006176 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


NM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mRNA 


NM 006158 


Homo sapiens neurofilament, light polypeptide (68kD) (NEFL), mRNA 


NM 006393 


Homo sapiens nebulette (NEBL), mRNA 


NM 006316 


Homo sapiens DNA-binding transcriptional activator (NCYM), mRNA 


NM 006153 


Homo sapiens NCK adaptor protein 1 (NCK1), mRNA 


NM_006424 


Homo sapiens solute carrier family 34 (sodium phosphate), member 2 
(SLC34A2), mRNA 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1), mRNA 


NM 006343 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA 


NM_006457 


Homo sapiens LIM protein (similar to rat protein kinase C-bindmg enigma) 
(LIM) 5 mRNA 


NM 006148 


Homo sapiens LIM and SH3 protein 1 (LASP1), mRNA 


NM_006383 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 2 (KJP2), mRNA 


NM_006459 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 
mRNA 


NM 006147 


Homo sapiens interferon regulatory factor 6 (ERF6), mRNA 


NM 006332 


Homo sapiens interferon, gamma-inducible protein 30 (IFI30), mRNA 


NM 006337 


Homo sapiens microspherule protein 1 (MCRS1), mRNA 


NM 006308 


Homo sapiens heat shock 27kD protein 3 (HSPB3), mRNA 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
substrate related) (HEF1), mRNA 


NM 006143 


Homo sapiens G protein-coupled receptor 19 (GPR19), mRNA 


NM 006302 


Homo sapiens glucosidase I (GCS1), mRNA 


NM 006478 


Homo sapiens GAS2-related on chromosome 22 (GAR22), mRNA 


NM_006338 


Homo sapiens glioma amplified on chromosome 1 protein (leucine-rich) 
(GAC1), mRNA 


NM 006360 


Homo sapiens dendritic cell protein (GA17), mRNA 


NM 006329 


Homo sapiens fibulin 5 (FBLN5), mRNA 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


NM 006304 


Homo sapiens Deleted in split-hand/split-foot 1 region (DSS1), mRNA 


NM 001355 


Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


NM 006139 


Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 


NM 006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


NM_006136 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 
(CAPZA2), mRNA 


NM 006448 


Homo sapiens trinucleotide repeat containing 1 (TNRC1), mRNA 


NM 006333 


Homo sapiens nuclear DNA-binding protein (C1D), mRNA 


NM_006419 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 
13 (B-cell chemoattractant) (SCYB13), mRNA 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


NM 006324 


Homo sapiens craniofacial development protein 1 (CFDP1), mKJNA 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


NM 004466 


Homo sapiens glypican 5 (GPC5), mRNA 


NM 004484 


Homo sapiens glypican 3 (GPC3), mRNA 


NM_002856 


Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 
(PVRL2), mRNA 


NM_001420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA 


NM 000483 


Homo sapiens apolipoprotein C-II (APOC2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA 
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NM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 


Homo sapiens metallothionein 2 A (MT2A), mRNA 


NMJ305954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3), mRNA 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM 006006 


Homo saniens zinc finder nrotein 145 (TCruDDel-like. expressed in promvelocvtic 
leukemia) (ZNF145), mRNA 


NM_006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM 006003 


Homo sapipns ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRFS1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006088 


Homo sapiens tubulin, beta. 2 (TUBB2), mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NM_006022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 
(TSC22), mRNA 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo sapiens triadin (TRDN), mRNA 


NM 005997 


Homo sapiens transcription factor-like 1 (TCFL1), mRNA 


NM 006116 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 
1 (TAB1), mRNA 


NM 005989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


NM 005988 


Homo sarviens small nroline-rich nrotein 2 A ( SPRR2AV mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


NM 006049 


Homo saniens small nuclear RNA activating comnlex r>olvr>entide 5 19kD 
CSNAPC5^ mRNA 

X ^ A A_X v^x J j A A 1AVI ^ A A. 


NM 006080 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3 A (SEMA3 A), mRNA 


NM_006072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 


NM 005981 


Homo sapiens sarcoma amplified sequence (SAS), mRNA 


NM 006054 


Homo sapiens reticulon 3 (RTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM 005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA 

r r v J _1 11 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYR1), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPIE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM 005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAF1), mRNA 


NM 006097 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


NM 005932 


Homo sapiens mitochondrial intermediate peptidase (M3PEP), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 00592S 


Homo sapiens milk fat globule-EGF factor S protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NM_005924 


Homo sapiens mesenchyme nomeo box z ^growan arre^i ^pcum^ numcu 
(MEOX2), mRNA 


NMJX35920 


Homo sapiens JVLAJJo box transcription ennancei iaoiui ^, pui^p^uuu 

(myocyte ennancer tactor zl>) ^ivixirzjLjj, imviN^ _ _____ 


NMJ)05919 


tt • _ A/f a ~p\c "Urt— froMcfrintinn fnVi^Tir'.PT factor 2. Dolvneotide B 

Homo sapiens JYLr\JL>o dox transciipuoii ennan^c* iaviui ^wij^^hviw. -— ' 

(myocyte ennancer iacior z_>; iivixvr^.D^ iitlvl>ir ^ — — 


NM_J)059l8 


ttawi/\ ««^_T-»o moiofp H^*hA/rirofrpn5icp 9 NAD ( mitochondrial^ (MDH2), nuclear 
Homo sapiens maiare oenyarogendbc z., ^iiiiv__A*vA*v»AA_A/ ^xj^**^, ** 

gene encoding miiocnonuriai pruLcin, uuxj.^ — _ — . — . 


NM 005917 


u rtTOrt . «, rtoiof^ ri^Vi\/Hrrkapn^cp l "MAT) ( soluble^ fMDHl), mRNA 

Homo sapiens maiaie Qenyurogciidkc i, i>nj-/ ^aumuivy vit^aai/, xx_,_, 


NM 005913 


Homo sapiens melanocortin 5 receptor (MC5R), mRNA 


NM 005912 


Homo sapiens melanocortin 4 receptor uvii_*fisj, 


NM 005911 


Homo sapiens methionine aaenosyitransierase i±, _ipiid v-ivi./_x^rv, lin^x-r. 


NM 005908 


Homo sapiens mannosidase, beta /v, lysosomal vivj-ttJ.No/v, unu^n 


NM 005907 


Homo sapiens mannosidase, alpna, class ia, memoer i ^ivi^vini^i;, uuu^n 


NM__00589S 


Homo sapiens membrane component, chromosome 11, surface marker 1 
(M11S1), itiRNA 


NM 006060 


tt ~ _• _ _ fi^/yiar W A+pin ciihfarrnlv 1 A 1 fiVarosJ ( ^NIPN 1 A 1 \ mRNA 

Homo sapiens zmc linger protein, suuiamiiy iy-*., 1 x^x^xy, 


NM 006059 


Homo sapiens lammm, gamma j ij_/viviio j, hijviny- 


NM 006038 


Homo sapiens spermatogenesis associated rui ^isj^_rt.u/ ~> uuvi^r^ 


NM_006084 


Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 
(ISGF3G), mRNA 


NM 005897 


Homo sapiens mtracisternai A particie-promoiea poiypcpuuc yxrrj, uu_^rv 


NM 005896 


Homo sapiens lsocitrate dehydrogenase 1 ^iN/vi^r-rj, soiuoic ^j-l/x-i;, iiu_Nn. 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B), mRNA 


NM_006120 


Homo sapiens major histocompatibinty complex, ciass u, us\x <npu<* \xu_,.n. 
DMA), mRNA 


NM 006026 


Homo sapiens HI nistone iamiiy, memoer jv in.ir.Aj, iiixsj.n^_ 


NM 006051 


Homo sapiens FJb65-LlKb 2 (rtsoDLZ), iriKiNA 


NMJ)06079 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-nch carboxy- 
terminal domain, 2 (CJL 1 bL)2), iriKJN A 


NMJ305894 


Homo sapiens CD5 antigen-like (scavenger receptor cysteme rich family) 
(CD5L), mRNA 


NM 006016 


Homo sapiens CD164 antigen, sialomucin (uuio^j, mtuNx^ 


NM_006078 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 
(CACNG2), mRNA 


NM_006030 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subumt 2 
(CACNA2D2), mRNA 


NM 006085 


Homo sapiens 3 , (2'), 5 ! -bisphosphate nucleotidase 1 (BPNT1), mRNA 


NM_006015 


Homo sapiens SWI/SNF related, matrix associatea, acun aepenaeni rcguidiui ui 
chromatin, subtamily t, member 1 (bMAKbr i;, tumna 


NMJ306066 


Homo sapiens aldo-keto reductase lamily l, memoer j\l ^aiaenyae rcuuuuit>c; 
(AKR1A1), mRNA 


NM_005891 


Homo sapiens acetyl-L/Oenzyme /_ acetyl uan&icici&c ^ ^aucLuav/ti^i ^v»&ii^,_yixi^ ^ 

^-i^vl^o^ ^AT AT')^ xxiT>>JA 

tniolasej ^/_w_izj, mKJN/v 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


NM 004056 


Homo sapiens carbonic annyarase vm ^\_,/aoj, iiuxj.n^ 


NM 005664 


Homo sapiens makorin, ring finger protein, 3 (MKRN3) ? mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UK1 14), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation 1-hke (UFD1L), mRNA 
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NM 005706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 


Homo sapiens tetraspan 5 (TSPAN-5), mRNA j 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA I 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAF1), mRNA 1 


NM 005802 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mRNA 


NM 005749 


Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA 1 


NM 005655 


Homo sapiens TGFB inducible early growth response (TIEG), mRNA 


NM 005653 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 1 


NM 005654 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), | 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


NM 005885 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 1 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


NM 005649 


Homo sapiens transcription factor 17 (TCF17), mRNA 


NM 005647 ] 


Homo sapiens transducin (beta)~like 1 (TBL1), mRNA 1 


xnv/f 00*5645 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 1 
polymerase II, K, 1 8kD (TAF2K), mRNA 


1N1V1 V/Vyjv/^TJ 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA j 
polymerase II, I, 28kD (TAF2I), mRNA 




Homo saniens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, E, 70/85kD (TAF2E), mRNA 


NM 005679 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA j 
polymerase I, C, 1 1 OkD (TAF 1 C), mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP>associated factor, RNA 
polymerase I, A, 48kD (TAFIA), mRNA 


NM 005639 


Homo sapiens synaptotagmin 1 (SYT1), mRNA 


NM 005638 I 


Homo sapiens synaptobrevin-like 1 (SYBL1), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA I 


NM 005871 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 1 
mRNA 


NM 005634 


Homo sapiens SRY (sex determining region Y)-box 3 (SOX3), mRNA j 


NM 005686 


Homo sapiens SRY (sex deterniining region Y>box 13 (SOX 13), mRNA 1 


NM 005629 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), j 
member 8 (SLC6A8), mRNA 


NM 005630 


Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 j 
(SLC21A2),mRNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 j 
(SLClA5),mRNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA j 


NM 005877 


Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1), mRNA I 


NM 005625 


Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 1 


NM 005623 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 1 
(monocyte chemotactic protein 2) (SCYA8), mRNA 


NM_005624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 j 
(SCYA25), mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA ! 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma -like 2 (pl30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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NM 005607 


Homo sapiens PTK2 protein tyrosine kinase 2 (PTK2), mRNA 


NM_0057S9 


Homo sapiens proteasome (prosome, macropain) activator subunit 3 (FA^8 
gamma; Ki) (PSME3), mRNA 


NM 005672 


Homo sapiens prostate stem cell antigen (PSCA), mRNA 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


NM 005729 


Homo sapiens peptidylprolyl isomerase F (cyclophihn F) (PPIF), mRNA 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mRNA 


NM 005709 


Homo sapiens PDZ-73 protein (PDZ-73/NY-CO-381 mRNA 


NM 005767 


Homo sapiens purinergic receptor (family A group 5) (P2Y5), mRNA 


NM_005835 


Homo sapiens solute carrier family 17 (sodium phosphate), member 2 
(SLC17A2),mRNA 


NM_005793 


Homo sapiens nucleoside diphosphate kinase type 6 (inhibitor ot p:> 3-inauced 
apoptosis-atoha) (NM23-H6), mRNA 


NM 005600 


Homo sapiens nitrilase 1 (NTT1), mRNA 


NM 005599 


Homo sapiens nescient helix loop helix 2 (NHLH2), mRNA 


NM 005598 


Homo sapiens nescient helix loop helix 1 (NHLH1), mRNA 


NM 005596 


Homo sapiens nuclear factor VB (NFEB), mRNA 


NM .005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 


NM_005594 


Homo sapiens nascent-polypeptide-associated complex alpha polypeptide 
(NACA), mRNA 


NM 005593 


Homo sapiens myogenic factor 5 (MYF5), mRNA 


NM 005592 


Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK), mRNA 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 
(ABCC4), mRNA 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and niM domains), member 2 (LILRB2), mRNA 


NM 005588 


Homo sapiens meprin A, alpha (PABA peptide hydrolase) (MEP1A), mRNA 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 
(myocyte enhancer factor 2A) (MEF2A), mRNA 


NM_005810 


Homo sapiens killer cell lectin-like receptor subfamily G, member 1 (KLRG1), 
mRNA 


NM 005581 


Homo sapiens Lutheran blood group (Auberger b antigen mcluded) (LU), mRJNA 


NM_005578 


Homo sapiens LIM domain-containing preferred translocation partner in lipoma 
(LPP), mRNA 


NM 005577 


Homo sapiens lipoprotein, Lp(a) (LP A), mRNA 


NM 005576 


Homo sapiens lysyl oxidase-like 1 (LOXL1), mRNA 


NM 005573 


Homo sapiens lamin Bl (LMNB1), mRNA 


NM 005572 


Homo sapiens lamin A/C (LMNA), mRNA 


NM 005568 


Homo sapiens LIM homeobox protein 1 (LHX1), mRNA 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 


NM 005566 


Homo sapiens lactate dehydrogenase A (LDHA), mRNA 


NM 005564 


Homo sapiens lipocalin 2 (oncogene 24p3) (LCN2), mRNA 


NM 005558 


Homo sapiens ladinin 1 (LAD1), mRNA 


NM 005556 


Homo sapiens keratin 7 (KRT7), mRNA 


NM_O05557 


Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) 
(KRT16), mRNA 


NM 005553 


Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRN1), mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KJDFC3), mRNA 


NM 005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamilv M. beta member 2 (KCNMB2), mRNA 
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xr\/f nn^S4Q 


Homo saoiens potassium voltaee-gated channel, shaker-related subfamily, 
member 10 (KCNA10), mRNA 


"NTM 005548 

1N1VX \J\J ^ -f"TV 


Homo sapiens lysyl-tRNA synthetase (KARS), mRNA 


NM 005547 


Homo sapiens involucrin (IVL), mRNA 


"NFM 005545 

XN 1YX \J\J ~> -J 


Homo sapiens immunoglobulin superfamily containing leucine-nch repeat 
(ISLR), mRNA 


NM 005853 

A. > 1VX uuJU»'«' 


Homo sapiens iroquois-class homeodomain protein (IRX-2A), mRNA 


NM 005544 


Homo sapiens insulin receptor substrate 1 (IRS1), mRNA 


NM 005543 


Homo sapiens insulin-like 3 (Leydig cell) (INSL3), mRNA 


NM 005542 

J. X AVX \J\J -/ fX< 


Homo sapiens insulin induced gene 1 (1NSIG1), mRNA 


NM 005541 


Homo sapiens inositol polyphosphate-5-phosphatase, 145kD (INPP5D), mRNA 


NM 005539 


Homo sapiens inositol polyphosphate-5 -phosphatase, 40kD (1NPP5A), mRNA 


NM 005537 

XXIYX V/ Vy —) f 


Homo sapiens inhibitor of growth 1 family, member 1 (ING1), mRNA 


NM 005535 


Homo sapiens interleukin 12 receptor, beta 1 (IL12RB1), mRNA 


NM 005532 1 

X ^ XYX \J\J ~J ~J -J 


Homo sapiens interferon, alpha-inducible protein 27 (IFI27), mRNA 


NM 005531 


Homo sapiens interferon, gamma-inducible protein 16 (IFI16), mRNA 


NM 005530 

JL> JLVX UU J J Jv 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3A), mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


NM 00559R 

xNlvx UUJJ/.0 


Homo sapiens heat shock 40kD protein 2 (HSPF2), mRNA 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


INxVl UUjjZj 


WnTY^ o*Tvif»r»Q VivHrnxvstprnid (\ 1 -betai dehydrogenase 1 (HSD11B1), mRNA 


xn\/T nns^99 

iNIVl UUjjZZ 


u nrifl q aniens homeo box Al (HOXA1V mRNA 


iNlYl UUjjZI 


PTomo ^aniens homeo box 11 (T-cell lymphoma 3 -associated breakpoint) 
CHOXlli mRNA 


NM 00551 R 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 
(mitochondrial) (HMGCS2), mRNA 


NM 005515 

XNXVX \J\J ~J -J I 


Homo sapiens homeo box HB9 (HLXB9), mRNA 


NM 005516 


Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA 


NM 005712 


Homo sapiens HERV-H LTR-associating 1 (HHLA1), mRNA 


NM 005844 

XNXYX VV/JO 1 1 


Homo sapiens PERB11 family member in MHC class I region (HCGEX), mRNA 


NM_005513 


Homo sapiens general transcription factor lib, polypeptide 1 (alpha subunit, 
56kD) (GTF2E1), mRNA 


NM 005683 


Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 


NM 005684 

X^XYX V/V/w'vOT 


Homo sapiens G protein-coupled receptor 52 (GPR52), mRNA 


NM 005512 

XNXVX \J\J*t*)L£* 


Homo sapiens glycoprotein A repetitions predominant (GARP), mRNA 


NM 005851 

XNXYX W JO- 7 1 


Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-1R), 
mRNA 


NM 005740 


TTnmn ^aniens dvnein axonemal. lieht polypeptide 4 (DNAL4), mRNA 


NM OOSS79 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


"Kr\/f OfKROO 
INxVx vUj oUU 


T4nmo <?ar>iens hiehlv chareed protein (D13S106E), mRNA 


XTN/T fifK759 
lNxVL__UUD /^Z 


T4rnnn ^aniens C-tvne f calcium dependent, carbohydrate-recognition domain) 
lectin superfamily member 1 (cartilage-derived) (CLECSF1), mRNA 


NM 005507 

X>XVX UvJJU / 


Homo sapiens cofilin 1 (non-muscle) (CFL1), mRNA 


NM 005895 

XNXV1 \J\J u Oi^J 


Homo sapiens RAS euanvl releasing protein 2 (calcium and DAG-regulated) 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM_005731 


Homo sapiens actin related protein 2/3 complex, subumt 2 (34 kD) (ARPC2), 
mRNA 
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NM_005719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 


NM 005883 


Homo sapiens adenomatous poiypooia t,uu nnt> v-ru. ^^j, * . _ 


NM 005858 


Homo sapiens /V Kinase ^rjvrv/\^ dnouui k 71 VJlA - aA1 u v*2g=fiz: Ji 


NM 002023 


Homo sapiens iiDromouunn ^riviiAu;, nusss^x 


NMJ)00108 


tt * j,i,Tr/4fAimAQminp Af>\~\\rf\rr\cjRT\n qp ^ comooTient of "Dvruvate 

rlomo sapiens dinydroiipoamiue aenyuiugcnaoc \x^^> uunipunwui- yjfiu»ui,v 

dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 

dehydrogenase complex; ^lu;, nxivni-fv — . — 


NM 001621 


rlomo sapiens aryi nyarocaruon rcocptui v-^- nj v/» uuu^n. 


NM OOllOl 


Homo sapiens actin, beta (ACTB), mRNA 


NM OOllOO 


Homo sapiens actin, aipna i, sKeiexai inubuic i^nv^xrv*.;, m — 


NM_000054 


Homo sapiens argmine vasopressin rct/cpiui ^iic^uinjg^i'i^ umuv^o uw^/iut.^ 
(AVJrKZ), mKJN/\ 


NM 005455 


Homo sapiens zinc linger proicm ^dj v^i^a —vj^^, uuvi^n. 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 
mRNA — 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


NM 005499 


Homo sapiens oUJVLU-l activating enzyme suounu \\jDr%^} 9 nLt^±^j~^ 


NM 005427 


Homo sapiens tumor protein p/3 ^ir/^;, nuuNA 


NM_005425 


Homo sapiens transition protein Z (during nistone 10 protamine rcpid-uciiicii^ 
(TNP2), mRNA . _ 


NM 005424 


Jlomo sapiens tyrosine Kinase witn lmmunogiuouiui anu cpiutunai giwwuA 
homology domains ^iiiij, mrviN/\ — 


NM 005423 


Homo sapiens treion iactor j. ^bpaaniuiyLiu jjiv^i^in ±) ^^^^^a^ 


NM 005422 


rlomo sapiens tecionn aipna ^ 1 H/V^ i -rv^a iiu\i^r\ , 


NM 005421 


tt^^,^ • 0 nr ^^1] npnfp l\rm-riririrvtir. lflll<remi a 2 f IAi_f2^. mRNA 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 


NM 005418 


Homo sapiens suppression 01 Lumongciiiv^iiy ^ y&ijj, — 


NM 005470 


Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mRNA 


NM 005416 


Homo sapiens small proiine-ncn protein d yorjsjs^), iiuvin^v 


NM 005460 


Homo sapiens synuclein, alpha interacting protein (synphilm) (SNCAIP), mRNA 


NM_005412 


Homo sapiens serine nydroxymetnyitransierase z. ^iiiiiuoiiuiiuiiciy ^oiJ_Lv« x^y, 

T»"KT A 

mRNA 


NM_005408 


Homo sapiens small muuciDie cyioKmc ^uuianuiy w^y^ y^yoj, niwim/vi 

(ot Y A 1 d J, mruN/\ ~ 


\t» jr r\r\ c A 

NM_005402 


tj«w,/^ • „ 0 xr o4rviictn i<=»nlrf*min viral nnpo^ftTie homoloff A (ras related) 
Homo sapiens v-rai simian icuk.ciiii<i vuai unuugwiw * *■ v a ^ 

(RALA), mRNA 


NM 005397 


Homo sapiens podocaiyxin-nice ^ruuAL;, mrsj.N/-\. 


NM 005395 


Homo sapiens postmeiotic segregation mcreaseu z-hk.c ^ ^jrivxoz,i->^y, uu\ii^ 


NM 005394 


Homo sapiens postmeiotic segregation mucdijeu ^ mvc o v A ^u^u;, iaaava *■ 


NM 005390 


tt _ ■ _ 0 mmuratp iT^»Vi\/r1rri<Tr*na^p niTinaTTiide^ alnha 2 (jPDH A2 ) , mRNA 


-v ttv r r\c\ coo o 

NM_005389 


Tj ft -_ rt -rtT-rtT£»-it-i t i ervci crAQTT^itp ^T^-a^nflrtatp^ O-methvl transferase 

ilOmO Sapiens prOtem-L^lSOciopcU lal\* ^ly-aopaj. v-r 11 x^/ uiijr a i~i iiwjv^ 

(JrCIVll 1), mKJNA ^ 


NM 005450 


rlomo sapiens noggin ^inuu;, nuu>n 


XT* yr f\C\ CQC^ 

NM OUDioo 


riomo sapiens neuronaim ^iNiNrvi^, iiiavin^-i. 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 


NM 005383 


Homo sapiens sialidase 2 (cytosolic sialidase) (NEU21 mRNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM 005468 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
DIPEPTTOYLPEPTIDASE (NAALADASEL), mRNA 
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vnv/T 00S374 

XN1VJL UuJJ / *"r 


Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily 
member 2) (MPP2), mKNA 


NM 005373 1 


Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mKNA 


NM 005372 


Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 


NM 005439 


Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


NM 005369 

IN aVI \J\J -J ~) \J ^/ 


Homo sapiens MCF.2 cell line derived transforming sequence (MCF2), mRNA 


NM 005368 


Homo sapiens myoglobin (MB), mRNA 


NM 005363 


Homo sapiens melanoma antigen, family A, 6 (MAGEA6), mRNA I 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA I 


NM 005361 

AN IVi \J\J J JU1 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


"MA/I 005357 


Hnmn ^aniens lrnase hormone-sensitive (LIFE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


JN1V1__UU J^t / Z 


TTmrm <5j»nien<; notassium voltaee-eated channel, Isk-r elated family, member 3 I 
(KCNE3), mRNA 


JNiVL vvj^yj 


TTf\T-nrk ciani<=»nQ solute carrier familv 17 (sodium phosphate), member 4 
(SLC17A4),mRNA 


JNJVL_UU!>4DO 


u ntnn canipir: mi tncrpn -activated nrotein kinase 8 interacting protein 1 1 
CMAPK 8TP 1 ) mFNA 


xnv/f nn^^zi3 


TTnmo «;aniens v-Ha-ras Harvev rat sarcoma viral oncogene homolog (HRAS), 
mRNA 


"NTM" 00534? 


pr om n saniens hieh-mobilitv eroup ( nonhistone chromosomal) protein 4 I 
THMG4^ mRNA „__J 




Wrtmn Q^-nienq GTJ-K runnel familv member HKR3 (HKR3), mRNA _J 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA | 


rsivt_uu / / 


u nmn earn en <; hvnernolarization activated cvclic nucleoli de-gated potassium \ 

r*Vicmr,<*l 4 fflfWdY mRNA ! 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 




TJnmn Qarviens host cell factor CI (VP16-accessory protein) (HCFC1), mRNA | 


NM 005333 

J.N1YJL vvJJJJ 


Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), I 
mRNA 


NM 005328 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


NM 0053^7 


Homo sapiens L-3 -hydroxy acyl-Coenzyme A dehydrogenase, short chain | 
(HADHSC), mRNA 


NM 005324 


Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA 1 


NM 005321 

J.>J.YX UUJJA A. 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 1 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 1 


NM" 00531 Q 


Homo sapiens HI histone family, member 2 (H1F2), mRNA ) 


NM 005325 


Homo sapiens HI histone family, member 1 (H1F1), mRNA 1 


"MM 005318 


Homo sapiens HI histone family, member 0 (H1F0), mRNA I 


NM 005459 

XN1YJL \J\J J-TJ Z7 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA I 


NM_005316 


Homo sapiens general transcription factor DHL, polypeptide 1 (62kD subunit) 1 
(GTF2H1), mRNA 


\J\J -J -> 1 ^ 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), niRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
CGPT), mRNA 
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NM 00530© 


rr rtrv , A f>or\i^-nc a "r»-rrkt^»in_r»fMir*lf»H rpfifiTitor kinase 5 (GPRK51. mRNA 


NM 0052bo 


11^,,,^. pnniAnc /"I t-MT»tAirt-f»r«ir\lf»H TPP.P.ntOT" 8 (GPRo). mRNA 


NM 00526D 


Uayma ponipnc f"l TYrrvtfM-n-prm-nlpH rPfiPTYtOT 7 fGPR7). mRNA 

jntorno Sapiens kj protcin-coupicu 1 ui/^^mx * v^-*- ; imvi — 


NM 0052^4 


TT _ _ ' or - c /~l r\r o in. pr\iir\1pH TPP PTitOT" 6 fGPRo). TnRNA 

JntOXTlO SaplCllS vJ pi OtClIl-COUpiCU ICiUv^iVJi *mvj.^x ». — 


TvTK >T AAC /ICO 

NM 00545© 


ijr.wiA nn«ioMc o rtT-rkt^iTi _aai inl prl rpppr>toT SI f GPR5 1 V mRNA 

rlomo Sapiens vj protciri-coupicu ic^wpivji ~> a v n * jj - * /? axi ^ _ 


NM 005282 


rlomo sapiens kj proiem-coupieu rcccptoi *t v^- 1 AV ^/> nu\iin 


NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 


NM 005305 


Homo sapiens (jr protem-coupiea recepior *+z ^orivTZ,j, iiuvrN.rv 


NM 005304 


Homo sapiens Cj protem-coupiea recepior h-i ^orxv** ij, nuuxn. 


NM 005303 


Homo sapiens Cj protem-coupiea recepior h\j \\jr jxhu;, nu\a>i^v 


NM 005281 


Homo sapiens kj protem-coupiea receptor d \yjrr^Dj 9 xiit\j.>i^ 


NM_005302 


tt-^- r~\ M»rvfain /^i-inT-iiori f f»r*f*r\tr\T 'Xl ^pnHntViplin receiptor tvoe B-lilce) 
Homo sapiens \j protem-coupiea recepior ~> / ^ciiuum^iui L^^^yjwi yr v 11IV / 

(urKj / ), 1T1KJN/V 


NM 005301 


TJrvr«rt oanionc (~1 TXrr\t£*\r\~nfX\ 1T\1 pH rpppTitnt* ^ S fGPR35^ tyvRNA 


NM 005300 


xlomo sapiens \j protem-coupiea reoepuji v^- 117 xvj ^/? uuvi>^ 


NM 005299 


rlomo sapiens kj proiem-coupieu rei/cpiui i v^- 1 - 1 XVJ A /5 hixvj.^z-v 


NM 005298 


rlomo sapiens yj protem-coupiea reoepiui yyjr r\^~> j 9 iiu.>a^^-v 


NM 005297 


rlomo sapiens vj protem-coupiea reccpLui — *t ^vjr jv^*t > ;, iiirvi>cj-i. 


NM 005296 


rlomo sapiens kj protem-coupiea reccpiur j*d \\jr x\u*jj, uuxj.^^ 


NM 005295 


rlomo sapiens protem-coupiea receptor z-z, ^vjjtis^z.^, uuvi>in. 


NM 005294 


rlomo sapiens vj protein-coupiea receptor z,i \\jr 


NM 005293 


rlomo sapiens kj protem-coupiea reL/epioi z.v ^vj-rrs^ui, iiixvj.^-r-v 


NM 005279 


Homo sapiens kj protem-coupiea receptor i ^vjxivi^, iiiivi^rv 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA 


NM 005290 


Homo sapiens G protem-coupiea receptor id ^urKijj, mrviN^v 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA 


NM 005276 


Homo sapiens glycerol-3-pnospnate aenyarogenase 1 ^soiuoiej ^vjrrj_/i;, uusa^^ 


NM 005275 


Homo sapiens guanine nucleotide bmamg protem-iiKe i ^oriNi^i;, mtsj.N^\ 


NMJ)05274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 

/V~t"X T/~t ^\ XI XT A 

(GNG5), mRNA 


NM_005273 


Homo sapiens guanme nucleotide Dinamg protein protein^, octa poiy^cpn^ ^ 

^P\TD O \ *«D XT A 

(GNB2), mKJN A 


NM 005271 


Homo sapiens giutamate aenyarogenase 1 ^vji^uj^i^, huvina. 


"KTTW >T AAC A^A 

NM__005269 


Homo sapiens gnoma-associaiea oncogene nomoiug ^ui^ i^gw puiwi^ v^^^y? 

T> XT A 

mRJN A — — 


NM 005264 


Tj rtW ,rt do«iorip ^T^XTPT famiU/ rpppntnr alr^lia 1 rGT^RAI^ TTlRNA 

rlomo sapiens ^juin iamny receptor aipna i ^ui ivn.i umj-^n 


NM 005263 


Homo sapiens growth factor independent 1 (GFI1)> mRNA 


NM 005256 


Homo sapiens growtn arrest-speciiic z ^vjad^j, mrviN^v 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOb-liKe antigen z {vkJ2>l,Z) 9 mKiN/v 


NM 005249 


Homo sapiens forkhead box GIB (FOXG1B), mRNA 


NM_005251 


Homo sapiens forkheaa box Cz (Mrrl-l, mesencnyme rorKneaa i) yrKjy^^j, 
mRNA 


NM_005248 


Homo sapiens Gardner-Rasheea telme sarcoma viral (v-igr; oncogene nomoiog 
(FGR), mRNA 


NM_005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotem NCP94) 

yr ms.j 9 liiXviN-tv. — 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM_005231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 sre substrate) (EMS1) ? mRNA 
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mm 00*5227 

IN J.VX \J\J ~J 1 


Homo sapiens ephrin-A4 (EFNA4), mRNA 


MM 00S223 


Homo sapiens deoxyribonuc lease I (DNASE1), mRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


>JM 00^990 
1N1V1 UujZZU 


Homo ^aniens distal-less homeo box 3 (DLX3), mRNA 




u ftmn caniens dolichvl-dinhosnhoolieosaccharide-protein glycosyltransf erase 
mrjOST^ mRNA 


JLNxVl UvJX 1 J 


Homo sapiens deleted in colorectal carcinoma (DCC), mRNA 


"WM 00S/H6 

IN xvl UVJ HJU 


Homo «;aniens DNA seement sinele copy, probe pH4 (transforming sequence, 
thyroid-1, (D10S170), mRNA 


"NTM 00S914 


Homo sapiens cytotoxic T-lymphocyte-associated protein 4 (CTLA4), mRNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


mm nn^A09 

INIVX 


Homo ^aniens cv<?tatin S (cvstatin-related epididvmal specific) (CST8), mRNA 


MM 00^919 
IN IVl UUjZIZ 


Homo Qanien*; casein kanna (CSN10). mRNA 


NM_005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough felme 
carrnma viral fv-frnO oncogene homoloiz (CSF1R), mRNA 


NM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 

mPMA 

IIIXVIN r\ 


vnvyf 00^900 


TJnmn canipn^ cell matrix adhesion regulator (CMAR), mRNA 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mRNA 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 

IX IXVAN _ 


MM 00*;icn 

1N1V1 


Wnmn Qaniens caudal tvne homeo box transcription factor 4 (CDX4), mRNA 


mm nn ^ 1 q 1 


TTnmn ^aniens CDR0 antigen CCD28 antieen lieand 1, B7-1 antigen) (CD80), 
mRNA 


iNlVX_UUD I oo 


TTrvmn cpnipnQ PacRr-M ^murine i ecotronic retroviral txansfonning sequence 
fCRT ^ mRNA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


MM OO^ 1 R4 


u rtni A carner»<; calmodulin 1 (nhost>horvlase kinase, delta) (CALM3), mRNA 


mm nn^4R^ 

1N1V1 wjHOj 


Unmn earn" en c. chromatin as^emblv factor 1„ subunit A (pi 50) (CHAP 1 A), 
mRNA 


NM 00S441 


Homo sapiens chromatin assembly factor 1, subunit B (p60) (CHAF1B), mRNA 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 
(CACNA1FY mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


MM 00S44R 


Homo ^aniens hone momhoeenetic protein 15 (BMP 15), mRNA 


MM 005178 

INiVl uvJ I/O 


Homo saniens B-cell CLL/lvmnhoma 3 (BCL3), mRNA 


MM 005177 

1NIVI \j\J J I / / 


Homo saniens ATPase H+ transporting, lvsosomal (vacuolar proton pump) non- 
catalvtic accessorv protein 1 A (1 10/1 16kD) (ATP6N1 A), mRNA 


MM 005174 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
gamma polypeptide 1 (ATP5C1), mRNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


NM 005171 


Homo sapiens activating transcription factor 1 (ATF1), mRNA 


MM 005167 

J. >1VX UUJ IV// 


Homo sapiens ras homoloe eene family, member C (ARHC), mRNA 


MM 005166 


Homo saniens amvloid beta (A4) precursor-like protein 1 (APLP1), mRNA 


MM 005165 


Homo saniens aldolase C fructose-bisphosphate (ALDOC), mRNA 


NM_005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM_005121 


Homo sapiens thyroid hormone receptor-associatea pruicm, *>xj<i suuuiui 
(TRAP240), mRNA 


NM 005079 


Homo sapiens tumor protein \joJL ( irUD/j, mruN/v 


NM 005091 


Homo sapiens peptidoglycan recognition proiem iruLiiu^;, uuxrN/> — 


NMJ305092 


Homo sapiens tumor necrosis tactor (nganaj superiamny, mcmuci i o 
(TNFSF18), mRNA 


NM_005118 


Homo sapiens tumor necrosis tactor (ligana) superiamny, memoei i j 
(TNFSF15), mRNA 


NM 005147 


Homo sapiens tumorous imaginai discs (Lirosopniia; nomoiog ^iii^i;, hixvin^ 


NM 005076 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 


NM_005116 


Homo sapiens solute carrier family 23 (nucleooase transporters;, memoer i 
(SLC23A1), mRNA 


NM_005070 


Homo sapiens solute carrier family 4, anion exchanger, memoer 5 ^llwj, 
mRNA 


NMJ)05074 


Homo sapiens solute carrier family 17 (sodium phosphate;, memoer 1 
(SLC 1 7 Al ), mRNA 


NMJ)05073 


Homo sapiens solute carrier family 15 (oligopeptide transporter;, memoer 1 
(SLC15A1), mRNA . 


NMJ)05072 


Homo sapiens solute carrier tamiiy ipotassium/cnAonue uan^puiLci^, ni^inu^x 
4(SLC12A4),mRNA 


NM 005063 


Homo sapiens stearoyl-CoA desaturase ^aeita-y-aesaiurase; iiixsj.n^ 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA 


NM_005059 


Homo sapiens relaxm 2 (H2) (RLN2), mRNA 


NM 005045 


Homo sapiens reelm (RELN), mRNA 


NMJ)05058 


Homo sapiens RNA binding motii protein, Y cnromosome, iarmiy i, memoer /^i 
(RBMY1 Al), mRNA 


NM_00S052 


Homo sapiens ras-relatea l>j ootuiinum toxin buuaiiaLc j v iuu iaAA1A1 J > vja^ 
bmdmg protein Raci) (KALi), mKJNA 


NM 005051 


Homo sapiens glutaminyi-tKJNA syntneiase ^v^rvivoj, iiuvix^ 


NM 005048 


Homo sapiens parathyroid normone receptor z, irxis^jy nu\i>n. 


NM 005044 


Homo sapiens protein Kinase, .A-nnKea ^jtjkjs^v,;, iiusj.n^ 


NM 005043 


Homo sapiens mito gen -activatea protein Kinaoc isjuaac / ^ivxt-va i j, aajj.^^ 


NM 005042 


Homo sapiens prolme-ncn protein riaeiii suoidrniiy z, ^rxui-;, uiru>/r 


NM 005041 


Homo sapiens perforin 1 (preforming protein) (PRF1), mRNA 


NM 005040 


Homo sapiens prolylcarboxypeptidase (^angiotensmase ^ri^v^r nuviN-rt. 


NM 005039 


Homo sapiens proline-rich protein BstNI subfamily 1 (PRB1), mRNA 


NM 005038 


Homo sapiens peptidylprolyl isomerase u Qcyciopnnm u) ^rriuj, mrs^N^ 


NM 005029 


Homo sapiens paired-like homeodomain transcription factor 3 (PITX3), mRNA 


NM_005027 


Homo sapiens phosphomositide-3 -kinase, regulatory suounit, poiypepnae z ijjo^ 

-1 . x /TlTT/ '1T1 ^\ Ti\T A 

beta) (PIK3R2), mRNA 


NMJ)05026 


Homo sapiens phosphomositideo -Kinase, catalytic, aeiia poiypcpuuc ^ri^jw;, 
mRNA 


NM_005021 


Homo sapiens ectonucleotide pyropnospnatase/pnospnoaicbicrdbc o ^iNru;, 
mRNA — — 


NM 005019 


Homo sapiens phosphodiesterase i/v, caimouuiiii lao^tiivi^iit ^j. iium^». 


NM 005018 


Homo sapiens programmed cell deatn i (ri'tiJ i j, 


1N1VJ. UuJvl J 


T4nmo saniens oxidase. Ccvtochrome c) assembly 1-like (OXA1L), mRNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 
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NM 005010 


Homo sapiens neuronal ceil aanesion moieouic ^i^r^^yxj, uuu^n. 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4), mRNA 


NM_005007 


Homo sapiens nuclear t actor oi kappa iigni polypeptide gene cmidnoci ui x> 
inhibitor-like 1 (NFKBIL1), mRNA 


NM_005004 


Homo sapiens NADH dehydrogenase (ubiquinone; l Deta suocompiex, o ^i^kj^, 

i /~«TTT"V /XTT\T 1 I ' 1 k 0\ _ "N.T A 

ASHI) (NDUFB8), mRNA _ . 


NM_005001 


Homo sapiens NAJDJbl dehydrogenase ^uDiquinone; i <upu<i &uuouiupitA, / 
(14.5kD, B14.5a) (NDUFA7V mRNA 


NM_004988 


Homo sapiens melanoma antigen, lamny /v, i ^directs cApic^&iun ui anLi^n 
MZ2-E) (MAGEA1), mRNA 


NM 005097 


Homo sapiens leucme-nch, glioma mactivatea i jj-ajuij, iiu^in^ 


NM 004984 


Homo sapiens kinesin family member 5 A (KIF5A), mRNA 


NM 004983 


Homo sapiens potassium mwardly-rectirying channel, suoiamuy J, memoer y 
(KCNJ9), mRNA 


NM_004982 


Homo sapiens potassium inwardly-rectifying channel, suDiamiiy J, memoer o 
(KCNJS), mRNA 


NM_000890 


Homo sapiens potassium inwardly-rectifying cnannei, suoiamuy j, racinuci j 
(KCNJ5), mRNA 


NM_004981 


Homo sapiens potassium lnwaraly-rectitying cnannei, suoiamuy j, mcmuci t 
(KCNJ4), mRNA 


NM_005136 


Homo sapiens potassium voltage-gated channel, lSK-reiaiea iamny, mcmoci z. 
fKCNE2), mRNA 


NMJ)04980 


Homo sapiens potassium voltage-gated channel, c>hai-reiatea suoiamuy, mcmocr 
3 (KCND3), mRNA — 


NM_004979 


Homo sapiens potassium voltage-gated channel, ishal-related tamny, memoer i 
(KCND1), mRNA 


NM_00497S 


Homo sapiens potassium voltage-gated channel, ahaw-reiatea suoiamuy, 
member 4 (KCNC4), mRNA 


NM_004977 


Homo sapiens potassium voltage-gated cnannei, bnaw-reiatea suoidmiiy, 
member 3 (KCNC3), mRNA 


NM__004976 


Homo sapiens potassium voltage-gated cnannei, anaw-reiaiea suoiaiimy, 
member 1 (KCNC1), mRNA 


NMJ)04975 


Homo sapiens potassium voltage-gated, cnannei, ^naD-reiaxea suoiamuy, mcmuci 
1 (KCNB1), mRNA 


NM 004969 


Homo sapiens insulin-de grading enzyme (DDE), mRNA 


NM 005143 


Homo sapiens haptoglobin (HF), mKMA 


NM_004965 


Homo sapiens nigh-mobility group (nonmstone cnroniosomaij proicm i*t 
(HMG14), mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 


NM_004963 


Homo sapiens guanylate cyclase ^neat staoie enieroioxin rcucpiui^ 

(CjUC YiLj, mlvIN/V 


-V T~fc AT f\f\C 1 r\r\ 

NM 005100 


tt • „ a /pi> F A"\ onpVirtr nrrtfpin rtrrsivin^ 19 ( ATC API 2^ mRNA 

rlomo sapiens A Kinase ancnor protein {giaviiij i*- v-^"^^ 1 - 1 - ^ ' haavj.^ ». 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


NM_005145 


Homo sapiens guanine nucleonae Dinamg protem proiem^, gamma / 
(GNG7), mRNA 


NM 005142 


Homo sapiens gastric intrinsic iactor ^vitamin r> syntnesisj v^j-^/j iiixnj-^^ 


JNJV1 UUM1U 


UrvTvirw pnninnc rrl 1 1 tQ rv^i p-fVi i r*to^p-f^-riVi n^T^h a tp transaminase 2 ( GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 


Homo sapiens ets variant gene i ^ivi;, iiir_i^_-_ 


NMJ)04955 


T-r ^ _ „ ■ „ 0 orvin+o nom'pr fbmiK/ 90 iVmcleoside transD oxters ) , member 1 
rlomo sapiens soiute earner lainiiy _ -~ ^uuvi^uijiuv uaiwywAi-wiuy, 

/ot POO A 1 \ -rviUXT A 

(olA^.~-"Al ), mKJN/\ — — 


\ti k r\r\ c 1 f\ r 7 

NM 005107 


TT^ft paimomc _vri/l/vrTiir»1p»QC*=» O-liVp 1 TKNIJOCjLI ). TTlRNA 

rlomo sapiens enQonucieabc vj-nivc. i v_- ,a>j -' v - ,> — ,j - a /5 _ . — 


NM_004953 


Homo sapiens eukaryotic translation mitiation factor 4 gamma, 1 (EIF4G1), 
mKJNA — — 


\r» x f\f\ AC\C*\ 

NM 004952 


rlomo sapiens epnrm-/\_> \xzri\s\j j, nix\_>i ~v , 


"K T> X f\(\ A C\ A A 

NM 004944 


rlomo sapiens QeoxyriDonucicabe _-hk.g _» ^_^_^-r__»__. _.!__»/, ___».>_. _ 


■VT» At f\{\ /I f\1 O 

NM 00493b 


Tj«t^/A ponipnc /^•at'h-'accnrifltpH nrotein kinase 1 (DAPK1\ mRNA i 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 

i„„i^„ /-,-.,-»_«-Trt-»-rtiii/ rv\»mi^Ar i ( c\c*\\\t>\\ c\T\-\T\(\\\c,€*.dC\ fCTL,ECSF2 ). mRNA 
lectin, superiamiiy memoer _. ^douvauuii-uj.— .„._•_<_ ^ v^__i_v-/_»_ —y, imu,xi 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CDo antigen, beta poiypepuae i ^p_» /; ^i^o_>i^, n_o_.>_-_ 


NM 005125 


Homo sapiens copper cnaperone ior superoxide aismuui_.c yy^y^^j, 


NM_005093 


tt ■ „—._,„ i»^/ji«rr iv, / -»+ / ^ T - t-tint H/ATTidi-n 5»1r\V»a ci 1H1 iTii t* 2* tra.nsloc_.te_. to. 

Homo sapiens core-uinamg iactor, runi aomam, aipnd _uu_unt _-, uauoiuuaivu 

2 (CB1 H A212), mKiNA 


NM_004930 


TT^«,« ^nnrk-irtrr -rvtv^fp»i« (ckf>t\r\ Tl1 aTYlPTI tmi^ClC /.—line. ' DCt_ (\_- A L — I 'P )•■ 

j^lomo sapiens capping proxem ^actm iii_tiiiciiL^ muauit _- xixxw, iu 

___r> XT A 

rriKJN/Y — — 


NM 005139 


rlomo sapiens annexm j\j yi\±vs^r\j iiir_i>frv _ 


NM 000664 


Tjrtrv>rt oo^A^o opAhrl Pnpn7\/mp A r.arhox vlase alnha. ^ACACA^. mRNA 


NM 002108 


Homo sapiens mstiaine ammonid-iy<ibc ^jr_r_i_7, iii_vL>r_ — 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


NM 00H54 


Homo sapiens annexm ad ^/_ln_v/\j; 5 itiisj.n/_ 


NM 00H53 


Homo sapiens annexm /v^i ^atn-Vahj, mixiN/- 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic ana poiycropic renovirub ic^opuji ^__x_v_ i, ii_lv_^-t_ 


NM_004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


NM 004627 


Homo sapiens tryptopnan ncn uasic pruLcm ^ vvxvo^, ii_c\_^_-_ 


NM_004183 


TT/,^^ nn*^-:_«-io ^ri+_iii-fv>-t-t-n mopnl or HA/ctrr»r>Viv ^Rf*<;t di^ftase bestroDnin) (V _V__-)2), 
rlomo sapiens viteiiiiorm macular uybuupny ^j_> _ou uiocao^, uwouvpi—ny v t _T_j_-_.y, 

T> TvT A 

mRNA — 


NM_004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax mteraction protein 33 (VELI1), 

TT "K.T A 

niRiNA 


NM 004679 


Homo sapiens variable cnarge, i enromosome v v ^ 1 u iii~_ln_-_ 


NM 004182 


Homo sapiens ubiquitousiy-expressea transcnpL yu^ij, ii_rv_>^_ 


NM 004651 


rlomo sapiens uoiQumn specmc proiea^c 1 x v vjqj: hj, h_lxj.^^-- 


"X Tfc /f r\f\ A 1 O 1 

NM_004l8l 


tj/nwa/^ f,n«ioT%t. iiKinni+iTi parVtAwi tprmin^l f»Qtpra <jp T 1 Aibiouitin tliiolesterase ) 
jTiomo sapiens UDiQurun carDoxyi-Leiiiiiii-ii coiwaat _-»a n u._»x^_>ai."a uiiuiwuwiwww/ 

(UL^xlJLl j, inx_LN/_ 


NM 004223 


rlomo sapiens UDiquinn-conjugaLiiig ■__-_-» _» ^_*_-»j_-_.j_._»^, 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (Tl C4), mRNA 


NM 004622 


xiomo sapiens xransim ^ 1 oin ) 9 iniN—Njrv 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 


NM 004909 


Homo sapiens taxoi resistance associated geno _> v.AA-rt>vj_i7, nuu>ir\ 


NM 004295 


rlomo sapiens liNr receptor-associaiea iauLui ** ^rr_rtjr*t», ii_c_l>^ 


NM_004179 


Homo sapiens tryptopnan nyuroxyiase ^uryptupn_>ii ^ iiiuiiu_ , wv^gt;iia_vi A_y, 
mKJNA 


NM 004195 


Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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J/NIVJ. UutU I -J 


Homo sapiens transglutaminase 2 (C polypeptide, protein-glutamme-gamma- 
glutamyltransferase) (TGM2) } mRNA 


mtu 004612 


Homo sapiens transforming growth factor, beta receptor I (activm A receptor 
type n-like kinase, 53kD) (TGFBR1), mRNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


NM 004918 


Homo sapiens T-cell leukemia/lymphoma IB (TCL1B), mRNA 


NM 004609 


Homo sapiens transcription factor 15 (basic hehx-loop-helix) (TCF15), mRNA 


NM 004780 


Homo sapiens transcription elongation factor A (SH>like 1 (TCEAL1), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


xnv/r 004606 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, A, 250kD (TAF2A), mRNA 


>JM 004710 


Homo saniens svnflptopyrin 2 (SYNGR2) T mRNA 


1MM 00471 1 

INXVX \J\J'~T / J. X 


Homo sapiens synaptogyrin 1 (SYNGR1), mRNA 


NMJ)04605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 
mRNA 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


tsjtv/T 004603 


Homo saniens svntaxin 1 A (brain) (STX1 A), mRNA - 


NM 004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 




Homo saniens sterol regulatory element binding transcription factor 2 (SREBF2), 
mRNA 


"NTA/T 004176 


Homo saniens sterol regulatory element binding transcription factor 1 (SREBF1), 
mRNA 


NM 000582 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPP1), mRNA 


NM 004 189 


Homo sapiens SRY (sex determining region Y)-box 14 (SOX 14), mRNA 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


"MM 004789 


Homo sapiens synaptosomaUassociated protein, 29kD (SNAP29), mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


1MM 004SQ4 

xNlVl WUHJ 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 


TsJA/f 004173 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 4 (SLC7A4), mRNA 


TsJPvA OOA? 1 1 

1N1V1 \J\JHZ. 1 1 


Hrvmn saniens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 5 (SLC6A5), mRNA 


TMN/T 004RSR 


Homo saniens solute carrier family 4, sodium bicarbonate cotransporter, member 
8 (SLC4A8), mRNA 


TsTlV/T 004797 

1>I1VJL v/VJ^-r / Z. / 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


NM 00417? 


Homo saDiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


NM 004171 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLC1 A2), nuclear gene encoding mitochondrial protein, mRNA 


■MA/f 004731 

1N1V1 UUt / J 1 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 7 (SLC16A7) mRNA 


NM 004695 

X^J-VX VJ J/ «^ 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 


NM_004207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRS 11), mRNA 


NM 004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 
NM_004168 


Homo sapiens snort-chain denydrogenase/reauciase i ^oujs.ij, u^-" 

Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitocnonanai proiem, iiuvin^ _ 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


NM_004591 


Homo sapiens small inducible cytokine subiamuy a ^ys <^ys;, mcniura ^ 
(SCYA20), mRNA — 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 

✓ /~f y^t^ v & i T"> "VTA 

(SCYA1 6), mRNA 


NM_004588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NM_004755 


Homo sapiens nbosomal protein S6 kinase, 90kD, polypeptide D {Kroojs^;, 
mRNA 


NM_004586 


Homo sapiens nbosomal protein So kinase, yUKJJ, polypeptide s \jsx£>oiv/\j 
mRNA 


NM_004790 


Homo sapiens solute earner iamily 22 (organic anion uranbpuncij, iueiuuu \j 
(SLC22A6), mRNA 


NM 004259 


Homo sapiens RecQ protein-like 5 (KJsUvjiO J» iiikina 


NM 004260 


Homo sapiens RecQ protein-like 4 (RJiCgL4) 5 mKJN a 


NM 004583 


Homo sapiens RAB5C, member RA£> oncogene iamiiy ^kadj^;, huvin^ 


NM 004582 


Homo sapiens Rab geranylgeranyltranslerase, oeta suounn it^/vdovj i o;, uuu^n. 


NM_004581 


Homo sapiens Rab geranylgeranyltransierase, aipna buuuim ^j\aduvj a jtlj, 
mRNA 


NM 004251 


Homo sapiens RABy, member K/Vo oncogene iamiiy ^r^vo^;, hixx_l>^v 


NM 004162 


tx • ^ T3 A DC A warnViDi- D AO r\-rtrT\CTf*Y\F* "Fnmilv ^^RABSAl lllR^NA. 

Homo sapiens KAdjA, memoer kao oncogene lariuiy \r^ru~>-jr\j, l ^^_2±± — 


NM 004578 


t ~f ^ • ^ t> AT2 A iviAmVkAr T? A CI nnrnffPTi p f^milv AR4 L mRNA 

_tiomo sapiens JtvAJj^, memoer rvrvo ont/ugcuc ittiiuiy v i>^-vxj-Ty, ^^^^ *- _ 


NM 004914 


Homo sapiens JtCA±>3o, memoer xv/vo oncogene idnui^ ^aadj"/) navi^ 


NM 004580 


Homo sapiens KA±Jz/A, memoer xv/vo oncogene i<tiiuiy v xvr * J - > ^ / ^' u 


NM 004663 


Homo sapiens RAB1 1A, member RAS oncogene family (RAB 11 A), mRNA 


NM 004160 


Homo sapiens peptide YY (FY Y), mKJN A 


NM 004103 


Homo sapiens protein tyrosme kinase z oeta i js^-r>^, iiuvin/^ — — 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens phosphosenne phosphatase (rorH), mKJN a 


NMJ)04159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multifunctional protease 7) (PSMB8), mKJNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NMJ)04157 


Homo sapiens protein kinase, cAMP-depenaent, regulatory, type u, aipna 
(PRKAR2A), mRNA 


NM_004758 


Homo sapiens penpheral benzodiazepine receptor-associatea protein i jris^v 
I), mRNA 


NMJ)04576 


Homo sapiens protein phosphatase 2 (lormerly 2Aj, regulatory suoumt r> ^rxv 
52), beta isoform (PPF2K2tJ), mKJNA 


NMJ)04156 


Homo sapiens protein phosphatase 2 former ly zaj, cataiyric suduiiil, ucw 
isoform (PPP2CB), mKJNA 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA 


NM 004575 


Homo sapiens POU domain, class h 9 transcnption iactor z, yr^jw+r^j, nuvx^in. 


KTWA 004S7^ 

1>|J.YA \J\J*^+s t -J 


Homo saniens nhosDholipasp C. beta 2 (PT.CB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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(PITPNM), mRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), niRNA 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NM 004567 


Homo sapiens 6-phosphofhicto-2-kinase/fructose-2 3 6-biphosphatase 4 
(PFKFB4), mRNA 


NM_004566 


Homo sapiens 6-phosphol^hicto-2-kinase/fructose-2 ? 6-biphosphatase 3 
(PFKFB3), mRNA 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EIF2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


"MM 000437 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


NM 004199 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide II (P4HA2), mRNA 


NM 004154 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 
mRNA 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 
mRNA 


NM 004741 


Homo sapiens nucleolar phosphoprotein p 130 (PI 30), mRNA 


NM 004802 


Homo sapiens otoferlin (OTOF), mRNA 


NM 004852 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA 


NM 004254 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 
(SLC22A8), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


NM 004688 


Homo sapiens N-mvc (and STAT) interactor (NMI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NHSTJ1), mRNA 


NM 004557 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
(NADH-coenzyme Q reductase) (NDUFS3), mRNA 


NM 004550 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM 004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


NM 004145 


Homo sapiens myosin DOB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


NMJ)04143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-nch carboxy- 
terminal domain, 1 (CITED1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molvbdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD 1 63 antigen (CD1 63), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM_004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 

/TV /TACT 1\ m D XT A 

(MAoLl), mRNA 


NM 002372 


Homo sapiens mannosidase, aipna, class z/\, memoer 1 ^ivi>viNz/\i j, tiusj.n/\ 


NM_004721 


Homo sapiens mitogen-activated protein Kinase Kinase Kinase i j ^ivi/vtjis.ij > >, 
mRNA 


NM_J)02332 


Homo sapiens low density lipoprotem-reiatea proiein i ^aipna-z-macrogioDuiin 
receptor,) (LKri ), itikjna 


xttv /T r\r\ A'~tr\'~y 

NM 004793 


Homo sapiens protease, serine, id ^rKoooj, mivi\/\ 


~kt\ /r r\f\ a toa 

NM 004789 


Homo sapiens L1M nomeobox protein z (^riAZj, mxsJSA 


NM_004863 


Homo sapiens serine palmitoyltransierase, long cnam oase suounii z ^or i j^^z^, 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


\T» AT A 7AC 

NM 004795 


Homo sapiens klotno (KX), rnKJN A 


NM 004521 


Homo sapiens kinesin family member 5B (KIF5B), mRNA 


NM 004520 


Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NM_004700 


Homo sapiens potassium voltage-gated channel, KQl-hke sublamily, member 4 
(KCNQ4), mRNA 


NM_004519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


NM_004518 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, membei 2 
(KCNQ2), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNJVLB1), mRNA 


NM_004732 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 3 (KCNAB3), mKJNA 


NM 004693 


Homo sapiens cytolceratin type ii v is.oHr ) 9 mJKJNA 


NM_004791 


Homo sapiens integnn, beta-iiKe 1 (witn tivjr-iiKe repeal aomamsj ^norr>i_,i », 

mKJNA 


TvTTV A f\C\A CI! 

INM 004 j 1 / 


Homo sapiens integrin-linked kinase (ILK), mRNA 


"MTV A C\(\A C 1 A 

INM 004 j 14 


xiomo sapiens mteneuKin ennancer oinuing iacior i v. u-rr a 7, iriis^LN/\ 


JNM 004O33 


Homo sapiens mterieuion 1 receptor, type 11 ^jjuiivzj, rniviN/\ 


XTTV/T Ci(\A <11 

JNJVl UU4j13 


Jtiomo sapiens mterieuKin 10 ^lympnocyie cnemoaiirauutni xauLui^ ^hjiu^, niiNaN/^ 


INM UU4j1Z 


xiomo sapiens mteneuKjin 1 1 receptor, aipna yiL> i livrvi, irixviN^-v 


JNJVl UU4Zjo 


Homo sapiens lmmunogiODunn superiamny, memoer z ^ivjorzi, inxsjiN-rt. 


JNIVI UU413D 


xiomo sapiens lsocitrate uenyurogenase o • ) garurnd. \xxjr\.D\j)^ i\.us^±^r\. 


tsja/t c\c\a i iyi 
JNJVL UU4134 


Homo sapiens neat snocK /ukjl' protein v monaun-zj ^nor/\7D;, iiirvi>i/-v 


TVTTVvT A A/1 /COT 

JNM 00409/ 


Homo sapiens rJsx4/oiJsiWJj splicing iactor vrxj^isj^firj, iiikjln/\ 


NM 004698 


Homo sapiens U4/U6-associated RNA splicing factor (HPRP3P), mRNA 


-K.T1V /T AA /If A1 

NM 004503 


Homo sapiens nomeo box Co (HUaLo), ttlKJN A 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


NM 004497 


Homo sapiens hepatocvte nuclear iactor 3, gamma (HNriO), mKJNA 


NM 004496 


Homo sapiens hepatocvte nuclear factor 3, alpha (HNF3A), mRNA 


NM_004712 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(HGS), mRNA 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 

riV/T A T>AV A\ ttiR XT A 
^Vl/VJr4JSw4 ) y nXivlN/V 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM_004493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM_004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 

fr-r * — < r~\ t C T 1 C 1 \ T% "XT A 

(H GS165L15.1), mRNA 


NM 004893 


Homo sapiens H2A histone tamily, memDer i {nzsir x ), uuss\s\ 


NM 004130 I 


Homo sapiens glycogenm (CjYCj), mKJNA _ 


NM 004286 


Homo sapiens GTP binding protein 1 v uirr>^ij, itlkjn/\ 


NM_004128 


Homo sapiens general transcription iactor i±r, poiypepuue jl buuumij 
(GTF2F2), mRNA 


NM 004491 


Homo sapiens glucocorticoid receptor jjina Dinaing lauioi i v^ IVL ' A l j> 


NM_000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


NM 004490 


Homo sapiens growth iactor receptor-oouna protein m ^ukdi^j, nuviN^. 


NM 004810 


Homo sapiens GRB2-related adaptor protein z ^katzj, iius-ina 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


NM 004871 


Homo sapiens golgi SNAP receptor complex member 1 (uubKi), itikina 


NM_004487 


Homo sapiens golgi autoantigen, golgm subtamiiy b, macrogoigm iwitn 
transmembrane signal), 1 (GOLGB1), mRNA 


NM 004126 


Homo sapiens guanine nucleotide binding protein 1 1 vuinui i ), uusjmi^ 


NM_004297 


Homo sapiens guanine nucleotide binding protein (vj protemj, aipna in- 
(GNA14), mRNA 


NM 004246 


Homo sapiens glucagon-hke peptide 2 receptor (uLrzK), mKJNA 


NM 004123 


Homo sapiens gastric inhibitory polypeptide (CjIF), mKJNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1), mRNA 


NM 004837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (OOPM), mKJNA 


NMJ)04188 


Homo sapiens growth factor independent IB (potential regulator ot UDisJN ia, 
translocated m CML) (GFI1B), mRJNA 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


NM_004751 


Homo sapiens glucosammyl (N-acetyl) transferase 3, mucin type (uljn 1 3;, 
mRNA 


NM 004193 


Homo sapiens golgi-specinc brefeldm A resistance iactor 1 ^utjn j, mKdN/v 


NM 002030 


Homo sapiens formyl peptide receptor-like 2 (rPKLZj, mKJNA 


NM_004476 


Homo sapiens folate hydrolase (prostate-specitic memorane anugen; i ^ruLnij, 
mRNA 


NM 004119 


Homo sapiens fms-related tyrosine kinase 3 (FLT3), mRNA 


NM 004475 


Homo sapiens flotillm 2 (FLOT2), mKJNA 


NM 004472 


Homo sapiens forkheadboxDl (FUXU1J, mKJNA 


NM 004471 


Homo sapiens forkheadbox G1A (rCJAUiA;, mKJNA 


NM 004474 


Homo sapiens forkhead box D2 (FOXU2), rnKIN A 


NMJ)04469 


Homo sapiens c-fos induced growth iactor (vascular enaotnenai growxn iactor u) 
(FIGF), mRNA 


NM 004468 


Homo sapiens four and a halt LIM domains j vTrii^j, misj.N/^ 


NM 004462 


Homo sapiens farnesyl -diphosphate iarnesyitransierase i 11;, huvln/^. 


NM 004107 


tt^ „^ * _„ _ rt f T/tn -i-<a^<arvrrYr TT*ciTicr\riT > t^T* 5*lTinft iFPGR T 1 TY1 f< [\j Al 

Homo sapiens rc tragment oi igvJ, receptor, CTanbponer, <tipna yr\^\j£^± j, iiixvj.^^-v 


NM 004104 


Homo sapiens tatty acid synthase (r Aojnj, iiuuna 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


NM 004101 


Homo sapiens coagulation tactor 11 (thromDinj receptor-UKe z ^rzjvuz j, mrsa>^ 


NM 004235 


Homo sapiens Kruppel-like iactor 4 (gut; v jsj_j^;, hiktm a 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTL1), mRNA 


NM 004454 


Homo sapiens ets variant gene d ^eis-reiaieu hioicl/uic; v i^x v jj, hixxxn-tv 


NM_004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NM_00444 / 


uvvmn conipnc pniHprmal orrnx/th fartor recentor nathwav substrate 8 (EPS 8), 
oOmo sapiens cpiuci mai growiii iav laji iguvpiui jya.nivv«j' ouyouutv ^ v-*-'-*- / ' 

mRNA 


~x Ttv /r C\C\ A A A d 

NM 0 04440 


tjaiti/t oarvi^riQ al ntamvl -nrnWl -fR ~KT A cvnthetase (EPRS\ mRNA 


MM 004431 


Homo sapiens EphA2 (EPHA2), mRNA 


\th *- r\r\ A {\C\C\ 

NM_004099 


riomo sapiens eryinrocyie nicuiDiduc pruiem uauu / ^winouu; k^** 
mRNA 


NM_004437 


riomo sapiens eryinrocyie memDrane pruieui ucmu h-.i ^inpiu^iyoio a, 
linked) (EPB41), mRNA 


NM_004435 


tt^««« £kM/4/-v-»ii/vi A opa n / F ^7"^^^^o^^v^ nnrlpnr o"pt*ip pnpAdinP r mitochondrial 
rlomo sapiens enuonuciease vj ^rMNj^wvjrj, nut/ieai gene wii/uuiug miwvuuiiunttj 

protein, mRNA 


NM_004434 


jlomo sapiens ecninooerrri microxuuuie-abouoiaicu. piuu^in ^j_#at.u 
mRNA 


*KTTV JT f\C\ A ylT^ 

NM_004433 


tinmn , lf ,„; ci „ p 17*7/1 1 fo^tAr i /" ofc zirvmain trancrvrintion factor eDithelial-' 
riomo sapiens jD/^-iiKe iacior j \pio uoiixaiii Licxn&uiii-itiuxi i avvui j vyimvuu* 

specilic ) yrji^rDjy mrviN/\ 


ttv /f f\C\ A (\C\£L 

NM_0 04096 


Tj/^rvi/v poni^ne ^i ii<-oT-\/r»fi r* tror»ci nti nn initiatirvn factor 4E biridinfi Drotein 2 
riorrio sapiens euKaryoiit/ uaiibi<*Liv»i.i 11111.1a.ii.vJAi aowiui -tj-» 

^C/ir HiZ/OJrz j, mrviN/\ 


"KTA/T AA/1AG< 

JNM__UU4UyD 


Tj A tnA canipnc ^nVnT\/AiSr translation initiation factor 4E binding protein 1 

^lilX^l_'J3x 1 J, llirsJ.>ljrV . — 


xr\ A C\C\A A1C\ 


U/vrvirk oo-t-v-io-nc <ao-r1-\r rrrrwxrt'Vi t"Pcr\r\riQP ^ I p,(ti\ t 1 TTlRNA 


NM 004093 


Homo sapiens ephrin-B2 (EFNB2), mRNA 


"X TTV K f\f\AA^iC\ 

NM 004429 


riomo sapiens epnrin-oi ^jZ/riNrii^, iijxvin/a. 


NM UU442o 


riomo sapiens epnrin-'/\i ^nrrNz-vi^, iihuna 


\n >r A A A Q 

NM 004oo/ 


Urt-rvir* corvi/anc ir-i+^rrrol TYi^»mViranf* nrAtPin ? A ( Y\ A/T Z A 1 niRNA 

riomo sapiens miegrdi mciiiuidiie piutcm ^r\. ^iiivi-/\;, iiixvini. 


TV TTV If C\f\A 

NM 0U441D 


rlomo sapiens aesrnopiaKin yLjr i z ljt \±) h_ ll }±±±i£j: — — 


\tx /r A A /I H CC\ 

NM_UU4 /oU 


U/NmA onnipnc cprirtp/t Inr^rvnin^ Vina QP 17a ( an AntOSI S-indllCrTl2j (STK1 / A)* 

riomo sapiens seriiie/inreijiniie jviii<iac 1 10. ^a-pvjjjuwoio v*^ , - t *-/5 

IulviN/\ . — 


NM 004413 


Homo sapiens dipeptidase 1 (renal) (DPEP1) 5 mRNA 


TV TTV A AA/iAOO 

NM 00408 o 


TJ^ki-»-»/-\ povm'avic rl<arkx«'\rmir*lp'r\tiH'\^1tranQfpraQf k tPTTTlinal fDlNJ 11) mRNA 

riomo sapiens Qeoxynucieoiiuyiu.<iiioici£ioc 5 Ltumnai v- L,j - ^ x A /? ""-^ ,x *• 


NM 004412 


XJrvtnA conianc 1"WT A /p^^AcinP ^ -^~mptn vltran^fPTaSe 2 rDNM'T2l ITlRNA 

Homo sapiens urs-rv. ^cyxosine-^-^-iiicuiyiu<iiioxt/iadt' ^x/iiivn uuviii^ 


rsJVL UU441 1 


iT ATYir v conipnc H\mpin r\/tAnl a emir intermediate nolvneotide 1 (JDNOll), mRNA 


NM 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMP1), rnRNA 


NM_004 /4o 


Tj^™ ^ conipnc /-licoo icirfTA ^Pirrx c r\nlii 1 ^ ^ ViomAlop'-associated nrotein 1 
riomo sapiens cnbcb, idrge ^i/rubupuud^ iiuiii^iug aoauwi«i,v/u piwwxx* * 

(DLGAPl), mRNA 


X TA. A (\f\A H AH 

NM UU4/4/ 


U^-rvirt por»iprvc rli cpc 1 drcrf* C\^m c r\T\ n i 1 nAmoloP" 5 lDLG5 )- TTlRNA 

riomo sapiens cusca, ldxgc ^jL/iuaupnii^ iiv^iiivjivju, ->» ^ijvj*/;, nu.>j.Ti». 


NM 004087 


Homo sapiens discs, large (Drosophila) homolog 1 (DLG1), mRNA 


TV ttv jf r\r\ A (\f\f\ 

NM_004900 


tt„ „ _„ ^ ♦- k Vi*-v-^1-»./-».1-i-« ^o-It-v-i-i 1 o*- -fr* or\r\1i'r*n'm*/^tf»in R nfl"R"NJA P fii tin O" TlTOtClTl 1 

rlomo sapiens pnorDoim v sirmiar xo aponpoproicm -d nixvi^-rv tuumg piutvin; 
(DJ742C19.2), mRNA 


\tk jt r\r\ a a r\ A 

NM_004404 


tt„^„ 0 irr .i ■Mr-a/turcAr /-.^i i pvnrpccp^ HpvpI onmpntallv down-reffiilated 
rlomo sapiens neural precursor cen expre&seu, ucvciupiiidiiaii^ u-uwn i^uittwu 

c /^Vl^I , T^^^<^ ^wo XT A 
5 (NbJJJJj ), mKJN A 


TV TX K f\C\ A A MO 

NM_0044U2 


TT rtW iA oom'pno rvMA A-omnpntcitinn fartAr 40 IcT) beta i5 olvo en tide fcasoase- 
rlomo sapiens -L/in/v rragmenLauon id.0101, *+u js-l/, ucw h wa j^p w f ^vtw^iwv 

activateo r-'iNd.bc^ y^umy), iiirsj-NrA. 


NM_004401 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 
rrirviN^v _ 


NM 004083 


Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), mRNA 


■K.TTV A f\f\A 11 A 

NM 004734 


TJrt-nrt conipnc lKlo/^rk-rfrin QnH C^CkKA VinaQP-ll Ve 1 fDC AMTfCL 1 ^ mRNA 

rlomo sapiens aouDiecorun ana i^aivi jvina&c-iiiv^ 1 yj-/v^ruviivj_>i; 5 iAjj - vi xz *- 


Tv TA A f\f\ A ^ C\ A 

NM 004394 


rlomo sapiens aeain-associaiea proiem \\jr\x nu-u^n. 


NM 004393 


Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), 
mRNA 


NM_004229 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 2 
C150kD) (CRSP2), rnRNA 


NM 004079 


TTomo sapiens cathepsin S (CTSSV rnRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NM_004861 


Homo sapiens cerebroside (3 f -phosphoadenylylsulfate:galactosylceramide 3') 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM_004074 


Homo sapiens cytochrome c oxidase subunit Vm (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM 004071 


Homo sapiens CDC-like kinasel (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NMJ)04284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mRNA 


NMJ)04364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


NM__004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


NMJ)04356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens CD151 antigen (CD 151), mRNA 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM_004349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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XTA/T nnAi 90 


Wnmn <tanien<; hone morohoeenetic t>rotein receptor, type IA (BMPR1A), mRNA 


NM_004827 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 

^AP*rW?i mRXJA 


JNJVL UUhJZD 


iinmn Qan i Pn c TWell CT T /Ivmnhoma 9 fBCL9), mRNA 


JNJVl UU4/DD 


Wnmn ccmienQ T*-re11 PT T /Ivrnnhnma 7 CI fBCL7C ). mRNA 


JNM 


TT^rY-irv coT-*if>Tic "Rf^T 9-at:cnriatpH nrotein rBAXi mRNA 


NM_004656 


Homo sapiens BRCA1 associated protein- 1 (ubiqmtin carboxy-terminal 

Iw-h-nlacpi ("JFK API^ mRNA 
nyoroiasej \di\j: l j 9 ihjnj-n^v. 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


INiVl UU4oDC> 


u nTY , A canipnc ovin 9 frnrjHiirtin avil i ( A1CTN2 i mRNA 

nomo sapiens d~x.ui x£ ^Lr\jiiviiit/LLii, clj\j.lj ^aau.^^, iiiivx-sn. 


NM_004321 I 


Homo sapiens axonal transport of synaptic vesicles (ATS V), mRNA 


"X TTV /f" AA/IOOO 

NM_0048oo 


"LT^^v-*^. , „ A TDo po T-I-4- francr\nr+infT h/cn*£nmal ( VaP.linlar 1*17*0 tOTl DUUID) 

riomo sapiens /viJrase, rrr iranspomng, lv&ubuiixdi ^va^uuiai jjivlvii pwmp;, 
member J (ATP6J), mRNA 


NM_004047 


_„ A*T"D<»f-i£k TJ-4- froncnArtinrr iTrcnonmal f\/af*no1 ar nroton Ol ITTITm 

Jblomo sapiens a i .rase, ri^ Transporting, iyt>uj>uiiicii ^vatuuim pi^iun ymuyj 

")1Vf4 /^ATP^ mPXTA 
Z 1 KU {J\ I rOr J, xxxxSJTN/Y 


INM_00404o 


rlonio sapiens /vijt syninase, xi > iranbpurLiiig, iiuLvj^iivjiiua iai x j. uumpivA, ai r ua 

onKiinit i pi-vfVvr-rvi 1 r» arrl i a r» TrmiCf*1^ ^ ATT^S A 1 1 TTlRXJA 
SllDlinil, lSOIOIin 1, uarcila"w liiuoL'ic ^n.i. x JiAiy, nuvi^n. 


xta>t ooi£C"i 


Tj ArnA caniptic ATPsiqp r^«++ tranQnorrin*? nlasnia membrane 2 f ATP2B2\ 

TYlPXJ A 


xNlVI UuhjiH 


Wnmn Qnr\iPTn«: A DP -ri ho <*v1 transferase 1 TART1V mRNA 


XTA/T OOxl'* 1 ^ 


Wnmn Qflr>iVn<; arrest in beta 2 (ARRB2^ mRNA 


XTA/T OO/l^ 1 9 
IN IV1 UUH-J) 1 Z 


TTnmn cflr»i<>TiQ nrreQtin ? retinal rX-arrestin^ fARR3^ mRNA 


XTA/T OOzx^l 1 
iNlVl UU4J 1 1 


Wnmn car»if>nc A TYP-rihn aviation factor-like 3 (ARL3^ lTlRNA 


xta/t ciCiAcn^ 

JN1V1 UU40 / J 


Wrvmn oor\i <=>n c mc Vinmnlncr rrpnp fanrilv member T TARHTf rnRNA 

XxOlTlU odtJJlCIlo luo liv/liiwHJg gtiiw iaiiiiijr 9 iiiwmuwi x V* ""^vj nu.vi«i 


JNJVl UU4J1U 


nomo sapiens ras nomoiog gene iainuy ? uiciiiuci n ^rvix-iAxx^, unvi^n. 


xta/t no/i^oo 


u nnir . conipnc PVin OTYP HiQ^nriatinn inhibitor CGDD alnha ( ARHGDIAi, mRNA 


JNIVI UU4JJU5 


u ATnn c^nipnc Phn (TTPace arth'vatincr nrotein 1 rARHGAPl^ rnRNA 

ilOITlO Sapicnb XVllU VJir doC aOLlVollllg~JJl-"c/-l.&lll I T^J^VInX-ASJ-O-a a /j «u.\n-i a- 


xnv/T oo/io^io 

INJVI UU4U4U 


T-Tr»Tnri car\iprtc rsc Tinmnlno" oene familv member B T ARHB^ mRNA 
XlUlXlU oapiCIlo Iclo HV>llHJl*Jg gvllw lolllliyj mt<iiiu#wi a-* V "• VJ - XA -' } j 11LiVl ^ »- 


xnv/r 0049QO 


Wnmn Qanieni rincr finder nrotein 14 tnRNF14i mRNA 


XTA/T OOzT7Q7 
JNIVI / y / 


Wnmn QaTiipnc: aHinnQe mo*?t abundant aetie transcrint 1 fAPlVll #, mRNA 


XTA/T ooao^q 


Wnmn QanienQ annexin A^ ^ANXA2i mRNA 

X XV_/lllv_/ oiX^Xl^llo cxlXllv/w«VXll A /' y^xVJ- ^» v V_i *.-X\. jj * iiavx ^x ». 


NM 004306 


Homo sapiens annexin A13 (xANTXA13), mRNA 


xta/T ooxio^R 

INiVl UU4UJ>o 


Wnmn canienQ amvlaQp alnha 1 A* salivarv TAIVlYlAi rnRNA 

XlvlllVJ otxjJlCllo cllllj' laoCj cXlL/lia lA, otxlivcixjf »-i- TA "-/j i. 


xta/T no/r^o*^ 


T-T/vmrk ootMArtc V\-riHrrir»fr i-ntF^rrrQ+r^T" 1 fRTXT 1 1 TTIrv N A 
liOITliJ odpicno UllLiging lmcglaLiJI l ^1->xj. > i J, iiixvx^xt. 


XTA/T nn^i52^7 


Wnmn c^nipnc A Vmace ^PP^^A^ anrhor nrotein 5 (AJCAP5 j mRNA 

xTJ-UIIlU bdpiCIlis r\. isJLIld.bC yx I\JS~r\.j tlllL/llvJi lyxv/tvxix -> y/ixvru J-ixx'va.^x ». 


XTA/T nnAR^"^ 

IN 1V1 UU4 o j D 


W^rvmrv ct3r\iPTic Ji1*iCPTit -i-n mp1flHAiri?i 9 ( A 1X4 9 1 mix IN A 
1x01110 otipiCllo aUtsClll 111 lllCldllUlllcl x» v xTJ-LVXx^y, xxxxvj.' , ix~i- 


xta/T on/i90Q 

JN lVx__v U4ZU 5 


Wr*mn cc»t^ifanc nrn crro, mm P»H ppll Hf»ath 8 /'anontO^is-indllcinCT factor^ rPDCD8^, 

XXUIIlU odpiCIlo pi Ogl dllxlllCU. V-'Cll UCdLll O yCL^JKJyf lUOlO IXllXUl/XXX^ XtXWWxy v x. lyv/xxwyj 

mPNA 


XTA/T 0091QQ 


Wnmn q aniens interfernn recnilatorv factor 2 fIRjF2).. ITiRNA 

X XvJll l\J ocXJ^/lwllo Xlllwl Xt-HJll 1 t/glxlcxLWl jr iavwi x- yjJ-vi. / 1 xxj-t^^xix*. 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


xta/T nni^7 

JNIVI UU130/ 


Wnmn ennipne inncitnl rinl\^nhnQT*ihatp nho*snhatase-llke 1 ^INPPLlV mRNA 

XlOlllvJ OdLJlCllo lllWol LVXl y)\j\.y UllUoJJllClLvV LfilV/O LV-LICXLCXOV- iaivw x \xj. i x x. x_/xy 7 iiuu^^ 


XTA/T 009104. 
IN IY1 UUZ 1 


Womo nanien«i inoQitol no1vnho«;nhate-l -nbosnhatase fINPPl\ mRNA 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


JNJVl UUUitO 


T-T/-\-m*-A c*aT*i<ariO rtctn ii i-r»r»fiV»T-» r»rrvt<=in alnha 1 4^1c*i^) rCOnnPXin rCrTAl^ IllRNA 

ixoinij adpicnb gap j uncuion proiem, d.iuii<* i, *-f^ivx^ v^ VJiA1Av ' yV111 ^ u ' v vj * ,x ^" l /5 " jj - v - l ^-* *- 


TvTA/f AA1QQQ 


Wnmn canipnc -RTvrillin 9 ( rr\nrr^ni t^l r»nntrap,tnra1 arachnorlaetvl TPBN2^ 

nOITlU bdpicnb IlDrilim Z v COngCniLcll OUllU tXi^Lixi cxi ai a.\-/iixiwvxciv_/ t_y i ji- j \x. x_/x^x^y 3 

mRNA 

11 JLTvJ-N xx 


NM 001937 


Homo sapiens dermatopontin (DPT), mRNA 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor IUC, polypeptide 1 (alpha subunit, 
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220kD ) (GTF3C1), inRNA 


NM 002097 


Homo sapiens general transcription factor HIA (GTF3 A), mRNA 


NM 003205 


Homo sapiens transcription factor 12 (HTF4, helix-loop-helix transcription 
factors 4) (TCF12), mRNA 


NM 000440 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 
mRNA 


NM 000806 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 1 
(GABRA1), mRNA 


NM 001809 


Homo sapiens centromere protein A (17kD) (CENPA), mRNA 


NM 000439 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (KlKJvl), mKNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NM 000395 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 
(granulocyte-macrophage) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 


NM 000229 


Homo sapiens lecithin-cholesterol acyltransferase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000224 


Homo sapiens keratin 18 (KRT1S), mRNA 


NM 000^11 


Homo saoiens inteerin, beta 2 (antigen CD 18 (p95), lymphocyte function- 
associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (ITGB2), 
mRNA 


NM 000208 


Homo sapiens insulin receptor (INSR), mRNA 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunodeficiency) (IL2RG), mRNA 


NM 000416 


Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor (ICAM1), mRNA 


NM_O00350 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
(ABCA4). mRNA 


NM 000110 


Homo sapiens dihydropyrirnidine dehydrogenase (DPYD), mRNA 


NM 000375 


Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic 
porphyria) (UROS), mRNA 


NM 000459 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


NM 000348 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRJNA 


NM 000340 


Homo saniens solute carrier familv 2 (facilitated glucose transporter), member 2 
(SLC2A2), mRNA 


NM 000338 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 1 (SLC12A1), mRNA 


NM_000231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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NM_000282 


tiy droxy l ase , j^nicrs~L/anios synQioinc iyy^ ▼ *.j \± ^ ,wj -^/> ^ x 

Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitocnonanai proiem, auu^n. 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydroptenn synthase/dimenzation cofactor of 
hepatocyte nuclear tactor 1 alpna i i^r i) {r\^nu), nuxr^ 


NM 000277 


Homo sapiens phenylalanine nyaroxyiase yr /ui;, iiuhn^ _ 


NM_000436 


Homo sapiens 3-oxoacid coa transierase v\aaa^a,j, nuui^m g^ii^ wivuuiu 5 
mitochondrial protein, mRNA __ _ 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, miviN/^ 


NM 000273 


Homo sapiens ocular albinism l ^iNetiiesmp-raiibj yuj^i}, nu^^r^ 


NM 000272 


Homo sapiens nephrophthisis 1 (iuvenile) (NPHP1), mRNA 


NM 000271 


Homo sapiens Niemann-ricK disease, type k^i (iNr^ij, nmiM^ 


NM_000269 


Homo sapiens non-metastatic cells 1, protein tiNiviz^/v eApicj>£>cu m ^inivjj^i^, 
mRNA 


NM 000268 


Homo sapiens neurofibroma 2 (bilateral acoustic neuroma) (NF2), mRNA 


NM_000267 


T -r ^^t^^^v^^^ i /'■MQnrr^^i'KrAmQtnci q vnn 1^ ppklitiffhausen disease. 
Homo sapiens neuroiibromin l (neuron oromaio sib, vun rxcujviiiigiiauo^ii uiovaov J 

Watson disease) (JNr 1), mKiN/\ . _ 


NM 000434 


Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA 


NM 000266 


Homo sapiens Nome disease (pseuaognoma) ^lNi^r j, mw^A 


NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1 ) (JNCr 1 ), mKJNA 


NM 000262 


Homo sapiens N-acetylgalactosaminidase, alpha- (NAGA), mRNA 


NM_000261 


Homo sapiens myocilin, trabecular mesnworK mauciDie giucocoruomu ic&yunos. 
(MYOC), mRNA 


NM_000258 


Homo sapiens myosin, light polypeptide 3, alkali, ventricular, b^cieiai, muw 
(MYL3), mRNA 


NM_000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 
mRNA 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mRNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM_000255 


Homo sapiens methylmalonyl Coenzyme A mutase ^jviu i ), nuciear gciic 
encoding mitochondrial protein, mRNA 


NM_000254 


Homo sapiens 5-methyltetrahydrotolate-nomocysteme metnyitransierdbc ^ivii. jv^, 
mRNA 


NM_000253 


Homo sapiens microsomal tngiycenuc ucuibici piutcin puiY^vyn^v, ^ wav ^/ 
(Mir), mKJNA 


NM_000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 0UU248 


TT^tvi^ f.o«ia«f- TV»-i /^T-^t-vll tVl qItTII C» _Q CQOPI fl tPfl tTail SCTlDti OT1 fS-CtOT (MXTF), ITlRNA 

iiorno sapiens inicropninoiiiii» -<ioovj^/iai.t/u uaiiouiipuv/xx awviui v-*- y» 


NM 000247 


tT««v, A „ XyfTjP nlnpc T -T\r\l xrr*<=»T\fi H P-rpl tpH QPnilPTIPP A nVlTOA 1. ITlRNA 

Homo sapiens JVLtiv^ class 1 poiypepiiuc icidicu act^u^ii^^ n. v avx - lv - /x ^/9 a 


NM 000246 


Homo sapiens MHC class H transactivator (MHC2TA), mRNA 


NM_000245 


Homo sapiens met proto-oncogene ^nepatocyre growxn idotui icccpi^x^ ^i;, 

T» XT A 

mRNA 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MEN1), mRNA 




Homo sapiens Mediterranean fever (MEFV), mRNA 


NM_000242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT1A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding 
mitochondrial protein, mRNA 
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NM_000428 


Homo sapiens latent transforming growtn iactor oeta Dinamg protein z ^xar^j, 

T>"KT A 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 2 (KLNH2), mKMA 


NM 000237 


Homo sapiens lipoprotein lipase (LPL), mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


NM 000236 


Homo sapiens lipase, hepatic (lJLrC), mKlNA 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 
(LIP A), mRNA 


NM. 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1), mRNA 


NMJ)00233 


Homo sapiens luteinizing hormone/chonogonadotropin receptor (LHCCjK), 
mRNA 


NM_000228 


Homo sapiens lamimn, beta 3 (nicein (125kD), kahmn (140kD), BM600 
(125kD)) (LAMB3), mRNA 


NM 000426 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 
(LAMA2), mRNA 


NM_000226 


Homo sapiens keratm 9 (epidermo lytic palmoplantar Keratoaerma; (j^_K.iy,), 
mRNA 


NM 000422 


XT 1 j.* 1 *7 /T/ r T» T' 1 r>\T A 

Homo sapiens keratin 17 (KR1 17), mKJNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KJRT12), mRNA 


NM_000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 
plantaris) (KRT10), mRNA 


NM_000222 


Homo sapiens v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
(KIT), mRNA 


NM000218 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 1 
(KCNQ1), mRNA 


NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 
(KCNE1), mRNA 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KaJNAI), mKJNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NM_000215 


Homo sapiens Janus kinase 3 (a protein tyrosme kinase, leukocyte) (JAK3), 
mRNA 


NM_000212 


Homo sapiens mtegnn, beta 3 (platelet glycoprotein Ilia, antigen UDol) 

/III >/ — 1T\ ry \ rj\T A 

(ITGB3), mRNA 


NM_000209 


Homo sapiens insulin promoter factor 1 , homeodomain transcription factor 

/TT>T7 1 \ <•-»-> *D XT A 

(lrr 1), mKJNA 


NM 000207 


Homo sapiens insulin (INS), mRNA 


XTTW K f\f\f\ A 1 o 

NM 00041b 


Homo sapiens mterieuKin 4 receptor ^li^ktv;, mrsjN/\ 


XTA /T AAA /in 

NM 000417 


rlomo sapiens mieneuKin z receptor, aipna yii^z.tsu^), uu\i\^v 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBP1), mRNA 


NM 000203 


Homo sapiens lduroniaase, alpna-L/- (UDUA), mKJN/v 


■V TH iT AAA >l 1 rf— 

NM 000415 


Homo sapiens islet amyloid polypeptide (LAPP), mRNA 


NM 000200 


Homo sapiens nistatm 3 (HTN3), mKJNA 


NM 001538 


Homo sapiens neat shock transcription iactor 4 (Wc>r4), mKJNA 


NM_000859 


Homo sapiens 3-nyaroxy-3-metaylglutaryi-U'Oenzyme /\ reaucxase ^xiivivj^ivj, 


NM_001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GR1A4), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


"v TTv if r\f\'\ A Ct 

NM 001486 


Homo sapiens glucokmase (nexoKinase h) regulatory proiem ^vjv^jsjvj, itixsj.n^v 


NM 000820 


Homo sapiens growth arrest-specific 6 (GAS6), mRNA i 


NM 000155 


Homo sapiens galactose- 1 -phosphate uridyiyitransierase ^uaj^ij, tilkjna 


NM 000153 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 


NM_000816 


Homo sapiens gamma-aminobutyric acid ((jAB A) A receptor, gamma z 
(GABRG2), mRNA 


NM_000815 


Homo sapiens gamma-aminobutync acid (GAB A) A receptor, delta (uAxsKJJ), 
mRNA 


NM_000811 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 6 
(GABRA6), mRNA 


NM_000809 


Homo sapiens gamma-ammobutync acid (GAB A) A receptor, alpha 4 
(GABRA4), mRNA 


NM_000808 


Homo sapiens gamma-ammobutyric acid (GAB A) A receptor, alpha 3 
(GABRA3), mRNA 


NM_000S07 


Homo sapiens gamma-ammobutyric acid (GAB A) A receptor, alpha z 
(GABRA2), mRNA 


NM__000151 


Homo sapiens glucose-6-phosphatase, catalytic (glycogen storage disease type I, 
von Gierke disease) (CjrorU), mKJN A 


NM 001452 


Homo sapiens torkheaa box 1*2 (ruArz), mKJN A 


NM 000138 


Homo sapiens iibnlhn 1 (Marian syndrome ) (rJtJJNi), hikjna 


NM 000136 


Homo sapiens Fanconi anemia, complementation group C (FANCC), mRNA 


\T» Jf AA 1 A A C 

NM 001445 


Homo sapiens ratty acid, binding protein o, ileal (gastrotropin; (rj\&ro), mruN/\ 


NM 001442 


Homo sapiens tatty acid binding protein ^, adipocyte <r Arsr'H-j, itlkj>i/\ 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 


NM 000401 


Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 


NM 000127 


Homo sapiens exostoses (multiple) 1 (EXT1), mRNA 


NM 001433 


Homo sapiens ER to nucleus signalling 1 (ERN1), mKJN A 


NM_000122 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group B complementing) 
(EKCC3), mKJN A 


NM 000121 


Homo sapiens erythropoietin receptor (EPOR), mRNA 


NM 000120 


Homo sapiens epoxide Hydrolase l, microsomal (xenoDioticj ^rru^i), mtvJN/v 


NM 000119 


Homo sapiens erythrocyte membrane protein band 4.2 (EPB42), mRNA 


NM 001429 


Homo sapiens El A binding protein p300 (EP300), mRNA 


NM 000118 


Homo sapiens endoglin (Usler-Kendu-Weber syndrome l j (JijnijJ, itlkin a 


NM 000117 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


NM 001422 


Homo sapiens E74-hke iactor 5 (ets domain transcription tactor) (bLrD), mKJN A 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECM2), mRNA 


NM_000112 


Homo sapiens solute carrier family 26 (sulfate transporter), member 2 
(SLC26A2), mRNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 

j_ 1 1 l_ .1— ~,4~~~.~* „f-„„ _ 1 /PI-XT A - 1 T) 4-«««f/!w.nPa\ / 1 "\ T> A /~inP 1 "\ 

acetylglucosammephosphotransterase 1 (GlcNAc-l-r transterase) (jJrAvjl 1), 
ini\iN/\ 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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isjN/r aai ^Aft 

INlVI \J\J 1 OH-O 


Homo <ianiens death-associated orotein kinase 3 (DAPK3), mRNA 




Hnmn ^aniens cvtochrome b-245. alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


LN1V1 UUl jjH 


Knmn ^aniens cathensin O (CTSO), mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBP1), mRNA 


xnv/T aaa^zl 


TJr\TY-in cortipnc rnnp-rnH 1l ATTI P.ob OX fCRXi. mR-NA 


xttya aaaaqa 


TJr\TYn/\ cQ-r*i^nc pf»rnln - n1nQmin f feTTOxidaSGi fCPk mRNA 


NM_000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 

*»rvi-r»Vrwc£»a1 rk/cr»1i*Qia 1 milltinlp^ ( HOMP^ mRNA 


TvTTVyf AAAOQ7 


TT AmA nompnc ATP KinHincr ra^ette sub-familv C fCFTR/MRP), member 2 

ilOmO Sapiens /Y±ir~UlllllIIi£ v/ao&vutj suu xaimiy \^ j. ax/ 

(ABCC2), mRNA 


XTTVVT AArtAQ^ 

JNM Ul)UUo> 


Umnn canipnc MVIrrriHp* rViarmel Kb rCT.CNKJB^ mRNA 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CIDEA), mRNA 


TvTTVVf A AAAQ A 

NM_00U0oU 


Unwrt portianc r*\t r\"\ i-n<=»rcri r» rf^r^rvtoT* TTipntrrn a pTisi 1 on nolvoentldc ( C )H KNh). 
rloino sapiens cnoiinergiL/ reocpiui, iii^u 11111^, t^onv/n p^j^i.*.*-*.^ ^j.jj.vAi*jyj 

mRNA 


NM00O751 


Homo sapiens cnonnergic recepior, nicuuiiiL-, uciid jjuiypt^jtivav. y^^x^x^^jy 
rnKJNA . 


XTTV /T A A AT /I T 

NM_00U747 


riomo sapiens cnoimergic receptor, iiiv/uuiii^ 5 ucw yviy p^pLna^ i ^muouivy 
^^wjxiNJd i mcviN/x 


xnv/f aaaa7q 


T^frk^virv ccirki#»TTQ pViolinprcrif' recentor nicotinic alnha Dolvneptide 1 (muscle) 
(CHRNA1), mRNA 


JN1VL \j\jijLJd 


u ATn o canipnc AbrnmnHnmain h el i case DNA bindine: orotein 4 (CHD4), mRNA 


iNlvl UU1Z/1 


Wrvmrk cartipriQ rbrnmnHnmain belicase DNA binding protein 2 (CHD2), mRNA 


xnv/T aai?7A 

1N1V1 UU 1Z /U 


Wnmf\ cnnipnc fhrnmnHomaiTi belicase DNA binding protein 1 (CHDl), mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


JNiVl_UUUU /o 


T-TrvTYirk cQnipnc A\/Alin-Hpr»pnHent lcina<se inhibitor 1C Tt)57. Kiu2) fCDKNlC), 
mRNA 


"MTV if A A n<;Q 


T-Ti-\-rvirt conipnc r»A/r*1i-n_H PnPnHpnt VlTia^P ^ TC!DTC^^ mRNA 

Homo sapieiib cyoAiri-ucpciivj.ciiL iviiiaow j v^-^ / ? iiuviizt. 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


XTTV X AAAA7 A 

NM 000074 


Tj«w,rt c, fiimnr n^rncic -To of r^r (W cf>Y\<\\ Qiinprfamilv member 5 ^hvDer-Iff^l 
rlomo sapiens rumor necrosis iacior v,iigaiiu^ Mjpciianuiy, nicniuw -» v^jf^ 1 A o iTx 

syndrome) (TNFSF5), mRNA 


XTTV X A A A A^71 

NM_00007J 


Homo sapiens ujjju anngen, gamni<i puiypcpnuc j uuuijjitA; ^v^^-^vj^, 
mRNA 


XTTV if A A 11/1A 

JNM_001249 


tjovMrt p/i«ip«p pptnmiplpAciHp "t-ri-r»ViAcr*iSntp Hi'nrin<?nbobvrlrola. < ?e *5 I J^N'l PD5 ). 
jtiomo sapiens ectonucieositie ixiptwjopiia.ic. vaipiivjojjiiwiij vai v^ia.o\^ ~> v^- 1 - ^ ^ ^ 

mRNA 


NM__00124a 


Homo sapiens ectonucieosiue tripnospnciLc uipiiu^piiuiiyvaiv^iaat; j v 1 -^ 1 ^ x 

r*-iPXT A 


XTTV yf A A T)/1^ 

NM_0(Jlz4o 


Ur\n-ir» nn ni 'p nc <=»/-trvrn ir»l /=»r\ci H p* tri-ntSnQ-nbatp dinbo^nbohvdrolase 2 TENTPD2 ). 
xiOino sapiens ecLonut/icuoivic uipiwji>|jiia.ti-' u-ipi.iwoiJinjAijfLj.lv/iti.ow V" , - ji ■■■ x •^**/? 

mRNA 


XTTV/T AAAA70 
JNM_0UUU 1 Z 


TT r . TriA Coptic r^Fi^^ onti a p-n fpAllaapn tvne I recentor tbrombosoondin receptor) 
xioino sapiens l-uju aiiLigeii ^vyuiid^c/ii l j h x iwuwpiui } uu uiuuvopviiu.ui ± ^v*,^ j 

(CT^^ftl m"R"NTA 


NM 000591 


Homo sapiens CD14 antigen (CD14), mRNA 


xta/T AAAA71 


"PTrvniA esmipne AVctatbiAninp-bpta-<lvnthase TCBS\ mRNA 


TYTTV/f AAAQCQ 

iNJVL_UUU3o5 


TTrfcmo carupriQ palAinm-Qpn<?incr rpeentor rhvoocalciuric hvoercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM_000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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NM 000606 


Jtlorno sapiens compi eirie nt compoiiciiL o, gaumio ^uivpv/puuw \ vuvj /5 aaaj.^ 


NM 000066 


TT _ _ nA^ipnc r»r\rvtr%1^TYTP'nt r» rvrrmrvn pn t R hptfl T^olvnGOticiC ( C8B ). mRNA 

xiomo sapiens complement cornpuiiciiL o, ucia pvij^L/puuv v^^-^/s wuvnii 


NM OOOdoz 


Tj r . tv , A ooniAn c r>rr.mr\1 pmpnt rnmnnnPTlt R flliYha "DOlVDCDtlQC (Co A), IHRNA 


NM OOOdo/ j 


T,T^i-^><^ nmienc r»rvr , **ir\1^TYlP»*n'f i^rviTll'irvi iP.Tlt / 1 (! / 1 TTlRNA. 


NM 000064 


rlomo Sapiens complement L/Oinpuudii j v^-^/s A1LLVX ^ ir *- 


NM 000061 


XlOITlO SapiCllS OltllOn agallimagiUUUllilGlllia tynjoim-/ iviiicio*^ v.^ A *V3 iiiixiiii. 


■VTTV Jf AA1 OA^ 

NM 001206 


TT _ _ nn^innr, Koo-ir* tVqtt c r-rirM^i V»n plpmptit HinHinp" nrotein 1 (BTEBl h mRNA 

rxOniO Sapiens DaSIC uanscrxpilvJIl cioiiiciii umumg ^jiuLuiu x ^ijj^iy, uuu,il 


"vtx if c\c\f\r\ /Z r\ 

NM 000060 


Homo sapiens uiotiniaase ^diu,), mxviN/\ 


"vttv k r\r\ i ^ a i 

NM 001201 


rlomo sapiens Done morpno genetic protein o vuoicugciii^ ~>j, uuvi^n 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


NM 000057 


Homo sapiens Bloom syndrome (Bi^M), mKJNA 


NM 001198 


Homo sapiens PR domain containing i, witn jLNr aomam ^isj^xyli mrviN/^ 


NM 001196 


Homo sapiens BH3 interacting domain aeatn agonisx {dlu), mrviN/v 


NMJ)00056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCJsJJritsj, nuclear gene encoding muoonunundi 
protein, mRNA 


NM 000465 


Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


NM 000705 


Homo sapiens ATPase, H+/K+ exchanging, beta poiypepnae ^/vir^isj, mru\/\ 


NM_000049 


Homo sapiens aspartoacylase (ammoacylase z, canavan aisease; ^Aor/\j, 
mRNA 


NM 000046 


Homo sapiens arylsultatase B (AKbbs), mKJNA 


NM_000639 


Homo sapiens tumor necrosis iactor ^ngana; supenamny, mcmucr o ^ Arvjro.ru/, 
mRNA 


"Km if r\r\f\r\ a t. 

NM 000042 


rlomo sapiens apoiipoproiem ri ^Deia-w-giycupruLciii l) ^nxuii.;, AAAiviN ' r ^ 


-v TTV K C\f\r\f\ A 1 

NM 000041 


Homo sapiens apo lipoprotein n ^/\Jrvjri;, miviN/^ 


NM 000040 


rlomo sapiens aponpoproiein Lz-iu )^ nixvix^v 


NM 000039 


Homo sapiens apolipoprotein A-I (APOA1), mRNA 


NM 000038 


Homo sapiens adenomatosis polyposis con ^/vr^j, titivln/y 


NM 001157 


Homo sapiens annexm Al 1 (AJNAAii), ihkjna 


NM 00H47 


Homo sapiens angiopoietm L (AiNCjr LZ), mKiN/\ 


NM 00H45 


Homo sapiens angiogenm, noonuc lease, KJNase i\ iamny, j i /vinvj;, iiuvin^ 


NM__000036 


Homo sapiens adenosine monophosphate deaminase 1 (isoform M) (AMPD1), 

TTi -K T A 

mRNA 


NM 00H41 


Homo sapiens arachidonate 15 -lipoxygenase, second type (ALOX15B), mRNA 


NM 000035 


Homo sapiens aldolase B, iructose-bispnospnate (pa^uua), mrUN/\ 


NM 000034 


Homo sapiens aldolase A, iructose-bispnospnate {1\luvj\), mrUN/\ 


NM_000032 


Homo sapiens ammolevulmate, delta-, syntnase z (^siaeroDiastic/nypocnromic 
anemia) (xALASz), nuclear gene encoding mitocnonanai prorem, mrviN/v 


NM_000030 


Homo sapiens alanme-glyoxylate ammotransierase ^oxaiobib a, nypciuAaiuiia 
glycolicaciauna, senne-pyruvaie aminoiranbierat>c^ ^n.vj/v x ^, uuvinn 


X TTV K AA1 lO/T 

NM 001126 


rlomo sapiens auenyio succinate syninaae ^/iuooj, iiirAa^x-k 


TV. TTV If f\f\C\ O /I 

NM 000684 


Homo sapiens adrenergic, oeta-i-, receptor ^/yjisrsi;, iiitvina^. 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


XTTV Jf f\f\t 1 1 

NM 001116 


Homo sapiens adenylate cyclase y yJWJ\^xy), mrsj.N/A. 


xta at r\r\ 1 1 1 c 

NM 001115 


Homo sapiens adenylate cyclase o voramj vai^^ 1 Q )» 


MM* 001 1 14 

iNlYl yj\j X X 1*+ 


T-Trvmn Qanien<; adenvlatp rvcla<;e 7 ^AJDCY7\ mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAMS), mRNA 


NM_001110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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NM 001104 


Homo sapiens actinin, alpha 3 (ACTN3), mRNA 


NM 001086 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


NM 001043 

1 N XYX \J\J JL V/~w/ 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
noradrenaline member 2 (SLC6A2), mRNA 


NM 000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


Homo sapiens paralemmin (PALM), mRNA 


NM 002443 


Homo sapiens microseminoprotein, beta- (MSMB), mRNA 


NM 002418 


Homo sapiens motilin (MLN), mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NM 002243 

1 > IV J. \J\J i ff » » ~/ 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 5 
(KCNJ15), mRNA 


NM 001534 


Homo sapiens homeo box 1 1-like 1 (HOX1 1L1), mRNA 


NM 001454 


Homo sapiens forkhead box Jl (FOXJ1), mRNA 


NM 004001 


Homo sapiens Fc fragment of IgG, low affinity Hb, receptor for (CD32) 
(FCGR2B), mRNA 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotein-39) (CHI3L1), mRNA 


NM 001752 


Homo sapiens catalase (CAT), mRNA 


XNJLVX \J\J 1U1U 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA 


NM 003461 

1 X XYX ^J~T\J X 


Homo sapiens 2yxin (ZYX), mRNA 


NM 003460 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


NM 003459 

XNXYX VV-'— ' t _x 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 
mRNA 


NM 003430 


Homo sapiens zinc finger protein 91 (HPF7, HTF10) (ZNF91), mRNA 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


NM 003428 

JL^IXYX V/ Ks —f tJ 


Homo sapiens zinc finger protein 84 (HPF2) (ZNF84), mRNA 


NM 003416 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF.16) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 003426 


Homo sapiens zinc finger protein 74 (Cos52) (ZNF74), mRNA 


NM 003425 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domain 
polypeptide) (ZNF45), mRNA 


NM 003423 


Homo sapiens zinc finger protein 43 (HTF6) (ZNF43), mRNA 


NM 003422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
(ZNF42), mRNA 


NM 003420 


Homo sapiens zinc finger protein 35 (clone HF.10) (ZNF35), mRNA 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


Homo sapiens zinc finger protein 205 (ZNF205), mRNA 


NM 003453 


Homo sapiens zinc finger protein 198 (ZNF198), mRNA 


NM 003450 

X ^ IVX V/ V — » ■ — ' V 


Homo sapiens zinc finger protein 174 (ZNF174), mRNA 


NM 003447 


Homo sapiens zinc finger protein 165 (ZNF165), mRNA 


NM 003446 


Homo sapiens zinc finger protein 157 (HZF22) (ZNF157), mRNA 


NM 003443 


Homo sapiens zinc finger protein 151 (pHZ-67) (ZNF151), mRNA 


NM 003442 


Homo sapiens zinc finger protein 143 (clone pHZ-1) (ZNF143), mRNA 


NM 003441 


Homo sapiens zinc finger protein 141 (clone pHZ-44) (ZNF141), mRNA 


NM 003440 


Homo sapiens zinc finger protein 140 (clone pHZ-39) (ZNF140), mRNA 


NM 003438 


Homo sapiens zinc finger protein 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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JNJVl UUOHll 


UAmn ccmipnc •7inr» t"it-» crf^r -rvmt^Mn 1 n 1<*"P H 1 '/.H Yi TYlRjN A_ 
tlOmO SdpiCIlo Zlllv/ IlllgCI proicill, x -miivcu \^z_»x a A - lAXN - L 


NM 003410 


Homo sapiens zinc finger protein, X-linked (ZFX), mRNA 


NM__UU34UD 


nomo sapiens tyrosine j-monooxygendse/tryptopiiaii .» iiiuiiuu^-y gtuait 
activation protein, eta polypeptide ^ i vv jiz-vxx^, nix>a>r-^ 


JNM_UU34U4 


xiomo sapiens tyrosine d -monooxygcnd.be/uypiupiiaii j nn->iiuu-A._y g^uaoL- 

or»ti-iratii^n nrnfpin "hpfc* nrvKmPnti Hp fVWTIATl 1 TTlRNA 
aCllVallOn protein, ueid puiypcpilUC \^ x vvxx^vjj^;, iiuvi^n. 


JNiVl_UUU d oU 


TT/-\r-v^r> c o m' An c - vpr aH prm o v\i ompufv^ciiTYi prvtritMpiriPTitJiTifYn Prmin A ( X FA ) 
xxomo sapiens xcroueriiid pigmentosum, t/uiiipiC'iii^ii»-**ti\jii giuup v/*- 1 * 

mplsj A 

IlJUtvIN^V 


INIVL UUJ7J1 


TTnmr* cnnipnQ WAS nrntein familv member 1 fWASFli mRNA 


IN 1V1 UUjjOH 


Wr*mn carvipnQ vappinia rplafpH lrinase 1 fVRICl i mRNA 
XXL/lJLlv_i oapitllo VdL/^lllla. it^KXLWVi iviiiaov-' j. y v iviv J } * AUVL *- 


1N1Y1 UujjOj 


Uatyia q?mipn<? vf*rv Inw Hen«;itv linonrotein receDtor rVLDLRi* mRNA 


IN 1VI UU D JOZ 


TTomr* en-nitric vncnnrtivf* intp^tinal nftntide recentor 2 rVlPR2 j mRNA 


IN IV1 vuJ jOI 


UrvmA ennipne intp^tinal rienti(ie rVTP^ mRNA 

XXUlllvl &&|Jldlo VaoUawUVb 111 LV-/o till el Jl jpvj^riiuv^ y v u y > iaaa-nj. -1^ ». 


INIVl UUjjOu 


Wrt-mn cQtMpne -iriTnf^nf in CSJWH 1 TnT? iVJ A 

noiiio dctpiciib viiiiciiLiii ^viivi^, iiiixiNrx 


INIVl VJVj D 1 I 


UnmA car\ipno \/?acf»n1ar pnHntViplial OTnwtVl faCitfYT R (A/T^CtT'R 1 TTlRN^A. 
XiOIIlv/ odpiCIlo Vaovulal wlltHJLlldldi gi u w lii lavtui ±j \ v i^v>a xxi-l^-l'** »- 


INIVl UUjj/O 


u ATnn canipn c "\7^opnlQr piiHa tl^plial OTCi wtTl facACiV C\/ HlCr r 1 mRNA 
XIUIIILI oapjCllo V<loL'lllcll CilUULUCllal giuwui it*v lvji y v xjvjx y 5 xiii-vx^^ x 


INIVl UUUj/O 


rjATvin cartipnc Tzitomi-n (\ 7*>- HiVivrlrAYWitamir T)^ 1 rP^PTYfor rVT)R^ TTlRNA 

nomo sapiens vitamin lj \ uiiiyutuAy viiaiiiiii jsj j lt^piui y v l/iv^ uuviin. 


INIVl VvJjj/D 


TT/vmrt rot^i c vnltoop HpnpnHpnt oriir»T1 pViatlTlpI 7 ^A/ 1 J AC^2^ TTlRNA 
rlOIIHJ odpiClib VUllagC -tlCpCilLlCtlL dlllUll vllallllvl - ^ v -L-'^ -«(^ i 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


xtna nn^^7i 


rionio sapiens vav z. oncogene y\ f\\ z,), iiijsjln^-v ^ 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM UU3/OZ 


Homo sapiens vesicie-associaiea memorane protein h ^ v Aivxjr*+y, iiixvin-tv 


JNM 003369 


Homo sapiens u v radiation resistance associated gene v u vxvfwjj, nixviN/^ 


NM_003577 


rlomo sapiens unoiiierennateo emoryonic cen transcription xdcior 1 ^uirij, 
mKJN/\ 


XTAyf nm/17ft 
JNM_UU34 /U 


xiomo sapiens uoicjuitin specmc protcdac / ^iicrpco vxiuo a&au^iatcuy '/? 

IIlXvIN/^ 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5) 5 mRNA 


IN IVl UOO 3 CO 


u Ar M/\ conipnc nKi/iiii tin cr^^pifip ArntppQp 4 fnT*nto-r»nnncrpnp i mSP4^ mRNA 
n.omo sdpiens tiDicjuitm spccixiv/ pioicdoc ^piuiu wiiv/^gt/iio j \ w ji ~ j$ nuvi^rv 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA 


In ivi yjyjjy^v 


llAmn cor\ipnc nV»-iniii tin enpfi "fi c r>rr\tPJlCP 1*3 fiQr»"nPTYHHf1^P T'-'^^ (TTSPI 3 1 TTlRNA 
XTOmO SdpiCnS tlDiqUltlll SpCClIlO piOlCaoC 1J ^isujjcpuuaoc x ~) ) ^uoi i-'/s iiix^L^n. 


INIVl UUjjO/ 


nomo sapiens upstredm trdiisuriptiun idutoi t*iua uiLciaoLiiig ^uui — j, nixvi^-rv 


NM_003366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 

w»B"M A 


JNM_UU33oj 


rlomo sapiens uDiqumoi-cytocnrome c reductase core protein i ^uyv^i\v-/i^, 
mRNA 


JNM U03364 


Homo sapiens uridine phosphorylase (UP), mRNA 


NMJ)03361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD) 3 

*-^T>XT A 
mKJNA 


NM 003709 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


XTA/T AAT3/CA 

NM_0033oO 


rlomo sapiens UJJr giycosyitransierase o ^ui/r -gdidctose cerdmiuc 
galactosyltransferase) (UGT8), mRNA 


NM_001074 


Homo sapiens uuir giycosyitransrerase z iamiiy, polypeptide r>/ ^uox^D/y-, 
mRNA 


NM_00l077 


Homo sapiens UUi' giycosyitransierase z ramuy, polypeptide x>i / ^uuizdi / j, 

■ml? XT A 


NM 001076 

IN1VX \J\J L\J / \J 


Homo samens TTDP aWrn<?vl transferase 2 familv Dolvoeptide B 1 5 (TJGT2B 15), 
mRNA 


NM_00l075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (TJGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 




Homo sapiens ubiquitin-like 1 (sentrin) (UBL1), mRNA 


MM 00^47 

1N1VX UVJJt/ 


Homo sapiens ubiquitin-conjugating enzyme K2L 3 (UBJE2L3), mRNA 


IN 1V1_U VJJJ / 


Homn saniens ubiauitin-coniueatine enzyme E2B (RAD6 homolog) (UBE2B), 
mRNA 


NM 003336 


Homo sapiens ubiquitin-conjugating enzyme E2A (RAD6 homolog) (UBE2A), 
mRNA 


NM 003335 


Homo sapiens ubiquitin-activating enzyme El -like (TJBE1L), mRNA 


NM 000550 


Homo sapiens tyrosinase-related protein 1 (TYRP1), mRNA 


NM 000372 


Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA 


NM 001071 


Homo sapiens thymidylate synthetase (TYMS), mRNA 


NM 003331 


Homo sapiens tyrosine kinase 2 (TYK2), mRNA 


NM 003330 

X > AVX UUJ J JU 


Homo sapiens thioredoxin reductase 1 (TXNRD1), mRNA 


NM 003329 


Homo sapiens thioredoxin (TXN), mRNA 


NM 003328 


Homo sapiens TXK tyrosine kinase (TXK), mRNA 


NM 003324 

1>1YJL W \_/ -J i 


Homo sapiens tubby like protein 3 (TULP3), mRNA i 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


"NTM 003321 

1 N1Y1 UUJ JZiX 


Homo sapiens Tu translation elongation factor, mitochondrial ( 1 LfFJVl), mRNA 


NM 001070 


Homo saniens tubulin gamma 1 (TUBG1V mRNA 


NM 001069 


Homo sapiens tubulin, beta polypeptide (TUBB), mRNA 


TSTM 000371 

INlYX \J\J\J~J I 1 


Homo saniens transthvretin (prealbumin, amyloidosis type D (TTR). mRNA 


NM 000370 


TTomo sfmipns tnconherol (aroha^ transfer protein ( ataxia (Triedreich-like) with 
vitamin E deficiency) (TTPA), mRNA 


NM 003319 

INlvx \J\J -) J ly 


Homo saniens titin (TTN\ mRNA 


NM 003318 

IX J.YX UUJJ 1 O 


Homo saniens TTK protein kinase (TTK\ rnRNA \ 


NM 003317 

XNIVX J 1 f 


Homo sapiens thyroid transcription factor 1 (T1TF1), mRNA 


NM 003315 


Homo sapiens teti-atricopeptide repeat domain 2 (TTC2), mRNA 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA 


"NM 003311 

1N1VX \J\J -) X X 


Homo sapiens tumor suppressing subtransferable candidate 3 (TSSC3), mRNA 


NM 003310 

X N X VX \J\J J ~J X \J 


Homo sapiens tumor suppressing subtransferable candidate 1 (TSSC1), mRNA 


NM 000369 


Homo sapiens thyroid stimulating hormone receptor (TSHR), mRNA 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


NM 003496 


Homo «5flm'pn«? tran^foirnation/transcrintion domain-associated protein Cl 1 RRAi > ), 
mRNA 


NM 003301 

X > X YX \J\J — / mJ\J 1 


Homo sapiens thyrotropin-releasing hormone receptor (TRHR), mRNA ! 


NM 003299 


Homo saniens tumor reiection antieen fep96^ 1 (TRAD, mRNA 


NM_003298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 
mRNA 


1STM 003296 

XN1Y1 \J\J ~J J\J 


Homo sapiens testis specific protein 1 (probe H4-1 p3-l) (TPX1), mRNA 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA 


INIYx \J\J ~J Jy J 


Homo saniens tvrosvlnrotein sulfotransferase 2 fTPST2V mRNA 


"NTM 003292 

X^IXYX. \J\JJ£.^±* 


Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), 
mRNA 

lilXvl > ^i. 


NM 003291 

XNXYX \J\J ~J JL- J 1 


Homo saniens trinentidvl Deptidase II (TPP2\ mRNA 


NM 000547 

1N1YX VVV/JT / 


Homo sapiens thyroid peroxidase (TPO), nuclear gene encoding mitochondrial 
nrotein mRNA 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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NM 003935 


Homo sapiens topoisomerase (JJJNA) ill oeta {iKjrjyt>), mjviN/\ 


NM 001067 


Homo sapiens topoisomerase (DJNA) n aipna ^i /ukuj ^xurzAj, iiusj.n/\ 


NM 003285 


Homo sapiens tenascm R (restnctm, janusmj ^i jnjsj, iiuuna 


NM_003284 


Homo sapiens transition protein 1 (during nistone xo protamine replacement; 
(INrl), mKJNA 


NM 000364 


Homo sapiens troponin lz, caraiac ^iinin izj, mtsjN/\ 


NM 003283 


Homo sapiens troponin 1 1, SKeietai, siow ^ainin ± ij, tiusj.n^ 


NM_(JUU363 


Homo sapiens troponin 1, caraiac ^uninidj, iiiivin^ 


NM 003282 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 


NM_00328l 


Homo sapiens troponin 1, skeletal, slow ^irNiNiij, miviN/^ 


NM 003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 


NM 003280 


Homo sapiens troponin C, slow (TNNC1), mRJNA 


NM 003985 


Homo sapiens tyrosine kinase, non-receptor, 1 (TNK1), mRNA 


NMJKU244 


Homo sapiens tumor necrosis factor (hgand) superfamily, member 8 (TNFbr o), 
mRNA 


NM_00l252 


Homo sapiens tumor necrosis factor (hgand) superfamily, member 7 (TNrbrY), 
mRNA 


NM_003326 


Homo sapiens tumor necrosis factor (lig and ) superfamily, member 4 (tax- 
transcriptionally activated glycoprotein 1, 34kD) (TNFSF4), mRNA 


NM_003808 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13 
(TNFSF13), mRNA 


NMJ)03809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 
(TNFSF12), mRNA 


NM_0Q38l0 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 10 
(TNFSF10), mRNA 


NM_00l243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 
(TNFRSF8), mRNA 


NM_00l242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


NMJ)00043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


NM_00l066 


Homo sapiens tumor necrosis factor receptor superfamily, member IB 
(TNFRSF1B), mRNA 


NMJ301065 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
(TNFRSF1 A), mRNA 


NM_00ll92 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 
(TNFRSF17), mRNA 


NMJ)03820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


NMJ)03790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
(translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 lb 
(osteoprotegerin) (TNFRSF11B), mRNA 


NM_003839 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a, activator 

01 iNir jsjj ^ i iNrxvor 1 iiij\j.n^\. 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NM 003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 



514 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 





(TNFRSF10A), mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 


Homo sapiens transmembrane protein 1 (TMEM1), mRNA 


NM 003692 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 1 (TMEFF1), mRNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NMJ)03272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1), mRNA 


NM 003271 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


NM 003269 


Homo sapiens nuclear receptor subfamily 2, group E 3 member 1 (NR2E1), 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mRNA 


NM 003265 


Homo sapiens toll-like receptor 3 (TLR3), mRNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 003258 


Homo sapiens thymidine kinase 1, soluble (TK1), mRNA 


NM 003257 


Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TLMP4), mRNA 


NM 003254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TEMPI), mRNA _j 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TEEG2), mRNA 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1), mRNA 


NM 000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development factor) (THPO), mRNA 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (THOP1), mRNA 


NM 003248 


Homo sapiens thrombospondin 4 (THBS4), mRNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondin 1 (THBS1), mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM 003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM 000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamine-gamma-glutamyltransferase) (TGM1), mRNA 


NM 003243 


Homo sapiens transforming growth factor, beta receptor HI (betaglycan, 300kD) 
(TGFBR3), mRNA 


NM_003242 


Homo sapiens transforming growth factor, beta receptor LI (70-80kD) 
(TGFBR2), mRNA 


NM 000358 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 


NM 003239 


Homo sapiens transforming growth factor, beta 3 (TGFB3), mRNA 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRC), mRNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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XTA/T dClll 1 Q 


xiomo Sapiens teiomerase reverse iran5>cripu±bc v xjdjvi^, iiuviN-rv 


XTTV/T C\(\1£ini 

JNiM 


Homo sapiens ti tin-cap ^teieinoniny v i j , iniviN^ 


JNJVL UU3z 1 / 


riomo sapiens testis ennancea gene Transcript ^inui j, iiu\±\r\ 


NM_003216 


Homo sapiens thvrotrophic embryonic factor (TEF), mRNA 


NM 003213 


riomo sapiens 1 Jb/v oomain iamuy memoer *t ^ih/vu'hj, nutviN^v. 


JNM 003211 


Homo sapiens thymine -1J in /\ giycosyiase ^iuuj, mr\JN/\ 


NM_003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000355 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA 


•V TX JT Art 1 /\ iTO 

NM_00l062 


Homo sapiens transcobalamin I (vitamin r>12 Dinaing protem, K Dmaer iamny^ 
( 1 UN 1), mKJNA 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


■VT\ /f /A /\ O O /\ 1 

NM_003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- 
like) (TCF6L1), mRNA 


NM 003199 


Homo sapiens transcription iactor 4(1 Cr4), mKJNA 


NM 003206 


Homo sapiens transcnption iactor 21(1 Lrz 1 ), mKiNA 


NM_000545 


Homo sapiens transcription Iactor 1, nepatic, Lr-Jt>i, nepatic nuciear iactor 
(JtlJNr 1 ), albumin proximal iactor ( i or i inKiNA. 


NM_003198 


Homo sapiens transcription elongation factor B (SHI), polypeptide 3 (110kD 5 
elongm A) (ICbBi), mRNA 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


NM 003194 


Homo sapiens TATA box binding protem (TBP), mRNA 


NM 003192 


Homo sapiens tubuhn-specific chaperone c (TBCC), mRNA 


NM_000116 


Homo sapiens tafazzm (cardiomyopathy, dilated 3A (X-lmked); endocardial 
nbroelastosis 2; Bartn syndrome) ( 1 AZ), inKJN A 


NM_000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 


Homo sapiens TAr binding protein (tapasm) (1 Arbr), mKJNA 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 


NM_003188 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 
mRNA 


NM_003487 


Homo sapiens TATA box binding protein (IBr)-associated iactor, KIN A 
polymerase 11, JN, ookjj (KJNA-Dinamg protein do) (i Atzinj, hikina 


1NJV1_UU3 1 O / 


Homo sapiens l Ai a dox Dinamg protem (lor^-associateo iactor, j\_ln/\. 
polymerase 11, vj, j/ku ^ i /^jtzlj^, mj\iN/\ 


1N1V1 uuiuo / 


xiomo sapiens tacnyKinin receptor z v i/\v^ivzj, ituvln/v 


IN JV1 UUj 1 oil 


xiomo sapiens synapiotagmin v o i ijj, mrviN-ft. 


xttv/t nn^co^ 

IN1VI UUJ ozO 


riomo sapiens synaptojanin 1 v oxinjij, imviN/Y 


NM 003490 


Homo sapiens synapsin HI (SYN3), mRNA 


JNJV1 UU3 1 /c 


Homo sapiens synapsin II (S YN2), mRNA 


NM 003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


NM 003172 


Homo sapiens surfeit 1 (SURF1), mRNA 


NM_003167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 


NM_00105o 


Homo sapiens sulfotransierase iamily, cytosolic, 1C, member 1 (bULl 1C1), 


NM_00l054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2 (SULT1 A2), mRNA 


NM_001055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1A1), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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JNJVL UUjIOj 


Wrvmn csnipnc Qvntflvin 1 "R fSITXII^ TTlRTSTA 
nuuiU od.pici.io oyiiuiAiii ix> i. -/v 1 u / ? iiulvjl>i^i. 


IN JV1 UUJlji* 


TT/vmn c5»-nif»nQ QPrinp/th"TPA i ni , np Vina^P Q fSTTCQl TTlJvNA- 
nUIIlU odpiCIXo oCI 11 1C/ LiLLCUl 1111C KllldoC y yiD X ivy y , haavx i-i x. 


xnv/f no i 1 ^ r 

JNJYL UUjIjo 


TJattia oonipnc cpTOTip/fTvrpAriiTiP VinaQP n 1 STK.nl TTfilvNA. 
xlAJIIiU bdpiCllo oCl lllt^/ Hit dJlllilC ISJ.11CIO& ^ j 1 ivu^j imvini. 


INiVI UUj ID/ 


TI/vm/"\ coni p»n c cp»Ti"nf*/+V»T^ATi'inp VrnilQP 7 l STrC7 1 TT1 ix iN .A 
XXUIIIU odpiCllo ovl lilt// LIU dJlllllls JVIllClot/ yuiivx^j ». 


iNlvl UUj OUU 


TJr^Yvir* co-nil ^nc cPTMnp/tTivPAiTinp Vinncp 1 S I S*Trv I Si "tTlrv^J A 
nUIllU oayiCllo oCl 111C/ L1UCU11111C Ivll Jctotr u jiivi j^j lAix-sj. -<i jt^. 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


JNJV1 UUolJO 


UrtTvir» noni one ctr'/vrYial intpraotiAn mnlpf»iilp 1 ( S' 1 1 [\A 1 1 mRFSJA 

xionio sapiens oirunidi lnLciauiiun muicuuic 1 ^oiuvn/, iiu.vj. ^.r-v. 


NM 003155 


Homo sapiens stanniocalcin 1 (STC1), mRNA 


NM 003877 


Homo sapiens olAl induced oJAi lnniDitor-z ^i/yiizj, mruN/v 


ISM 003154 


Homo sapiens statnenn (olAiH), mKJN/\ 


NM_003153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 
induced (Si A 16), mRNA 


xtk jr aao 1 c o 

NM_003l52 


Homo sapiens signal transducer and activator 01 transcription di\ ^oiaija;, 
mRNA 


NM 003 1M 


Homo sapiens signal transoucer ana activator 01 LTdns>t/iipuuii *+ v.^ i-rvi.*t^, iiu\j.n>t\ 


NM_003150 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 
response iactorj (olAij), mrUN/v 


NM 000349 


Homo sapiens steroidogenic acute regulatory protein 1 iitj\j.n/a. 


"K.TTV AT AA1 /no 

NM_003473 


Homo sapiens signal transducing adaptor moiecuie ^orij aomam ana ii/\ivi 
motirj 1 ^oi/vivij, mjKJNA 


NM_003149 


Homo sapiens sre homology three (SH3) and cysteine rich domain (STAC), 

__T> XT A 
mKJN/V 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


NM 003146 


Homo sapiens structure specific recognition protein 1 (SSRP1), mRNA 


■k nv jT AAT7/1C 

NM 003745 


Homo sapiens J AJs. binding protein ^ooi-i ), thkina 


XTX AT A A 1 fiOA 

NM_0010o0 


Homo sapiens aidenyde aenyarogenase j iamny, memoer /\i ^bUL/oin<iLc- 
semiaidenyde denydrogenase) ^/vuujIj/vi), nxtviN/v 


NM_00313y 


Homo sapiens signal recognmon particie receptor ^ uocKjng pruiem ) ^orsjrxv^, 
mRNA 


JNM UU31jo 


TJrvrviri corviAnc QT7T? C nvntpin Initio eo 0 fQT? T*TT 9\ rnRN A 

riomo sapiens orixo protein Kinase z ^oJKjrjs.z^ 3 riirsj->/v 


XTA/f AAllI^ 

JNJVi UUilJ!) 


Homo sapiens signal recognition pamcie \.yvs±j ^oxsjti^^, nirsjiN-rv 


XTA/f AAQIIO 


Homo sapiens spermiaine syntnase ^ojvlvij, nijcsaN/\ 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


"MTV AT AAIA/IT 

NM__001047 


Homo sapiens steroid-D-aipna-reauctase, aipna poiypeptiae 1 ^j-oxo-j d.ipn<±- 

SterOlU. UClLa H--U.CliyurUgCna.bC dipila 1 ) ^OINJU/J^rTLl J 9 iiiAVJ-N^A. 


JNJVl UUj / ^ D 


nomo sapiens nuciear receptor cuac u vaiur i ^i^v^ w^-i^, iiuvln^-v 


NM 003128 


Homo sapiens spectrin, beta, non-erythrocytic 1 (SPTBN1), mRNA 


xta/t Am in 
JNJVL_UUj 1Z / 


xiomo sapiens spectrin, aipna, non-ei^tijxocyiiC' i ^dipiia-iuuiui^ v. 1 - 51 ^ ±r\± y nj 9 


NM Uuilzo 


xiomo sapiens spectnn, aipna, erytnrocytic 1 ^cnipLuoytubio zj \or x r\i iiitu.n^v 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifin) (SPRR1B), mRNA 


XTAyf AAQ 11/1 

NM_003124 


Homo sapiens sepiaptenn reductase ^/ 3 o-ainyuTODiopienn.iN/\x^r^ 
oxidoreductase) (SPR), mRNA 


XTA/f AA'21')'3 

NM UUJJ23 


riomo sapiens siaiopnorin ^gpJLi id, leuKosiann, \^LjHrD) y^>rrs) y iijli>j.n/\ 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


xr\ >r a AO 1 OA 

NM_003120 


Homo sapiens spleen tocus iormmg virus i^orr v j provirai integration oncogene 
soil (SPin mRjNFA 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 


Homo sapiens oxvi ^sex determining icgiun i wa *t ^ov//y-t;, iiAA> ^ L ^- r ^- 


SrM 003108 


Tjr.vrtrt nonionr cp v / /I A^Arm inin ct rpoirvn AO— hnx 1 1 TSO^Cl 1 I TTlRN^A 

riomo sapiens oxcx \sex acicrmining region 1 j uua n ^uw^vx*/, nuvuri. 


NM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 


NM 003102 


Homo sapiens superoxiue aismutase d> exirduciiumi ^vxyj;, n±xv±^/-k. 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


NM 003100 


Homo sapiens sorting nexm 2 (bNAZ), mKJNA 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), rnRNA 


NM_003092 


Homo sapiens small nuclear ribonucleoprotein polypeptide ±5 (^JNKrrszj, 
mRNA 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A 1 (SNRPA1), 
mRNA 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen) 
(SNRP70), mRNA 


NM 003498 


Homo sapiens stannin (SNN), mRNA 


NM_003087 


Homo sapiens synuclem, gamma (breast cancer-specilic protein ij <^in<^u;, 
mRNA 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(SNAPC2), mRNA 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kD 

//*«T a T\ y— t 4 S TT* "VTA 

(SNAPC1), mRNA 


NM 003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 


NM_003078 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator oi 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator oi 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


- NM_003075 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


NM_003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator oi 
chromatin, subfamily c, member 1 (SMARCC1), mRNA 


NM_003073 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily b, member 1 (SMARCB1), mRNA 


NM_003601 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily a, member 3 (SMARCA3), mRNA 


NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily a, member 2 (SMARCA2), mRNA 


NM_003069 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


NM_003982 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


NM_003046 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


NM_003045 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 

c\/ctf»m^ mpmVipr 1 ^STP7A1^ mRNA 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 
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member 3 (SLC6A3), mRNA 


IN 1V1 vvj WHZ. 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GAB A), 
member 1 (SLC6A1), mRNA 


MlV/f 00104.4 


Homo saniens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12), mRNA 


XTN/T 0004 SI 


Homo saniens solute carrier family 5 (sodium iodide symporter), member 5 j 
(SLC5A5), mRNA 


TS.TA/T OO^OAI 


Homo saniens solute carrier familv 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA 


JNJVI__UUUj4o 


n nmn C or»ipn<! solute earner familv 5 (sodium/glucose cotransporter), membei 1 j 

XXvJIIlAJ w'dL/l Clio oUlUlv vail Ivl icx-iiii A jr —> ^ovvm"** o * ,7 j 

(SLC5A1), mRNA 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte j 
membrane nrotein hand 3 -like W CSLC4A2), mRNA 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte j 
mpmrirflTip nrntein hand 3 Dieffo blood group) (SLC4A1), mRNA 


NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral ammo acid j 
frnnQrinrtprq activator of cvstine dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA _J 


XiA/T 001 Q^O 


Hnmn saniens solute carrier familv 31 (copper transporters), member 2 j 
(SLC31A2),mRNA 


TsJlV/f OOI R<sQ 
1NxVx__UU loJ7 


u nmn enniens solute carrier familv 31 (copper transporters), member 1 j 
(SLC31Al),mRNA 


TsJA/T 00101Q 


Homo saniens solute carrier familv 2 (facilitated glucose transporter), member 5 1 
(SLC2A5), mRNA 


xjA/f no 1 04? 


Homo saniens solute carrier familv 2 (facilitated glucose transporter), member 4 1 
(SLC2A4), mRNA 


XTN/T 00170^ 


Womo saniens solute carrier familv 21 (mitochondrial carrier, Aralar), member 1 
12 (SLC25A12), mRNA 


XTN/f OOIO^O 
IN iVx__UU juOv 


Homo saniens solute carrier familv 22 (organic cation transporter), member 5 
(SLC22A5), mRNA 


"MA/l OOIOSS 


Homo saniens solute carrier familv 22 (organic cation transporter), member 2 1 
(SLC22A2), mRNA 


XTN/f 0010S7 


Homo saniens solute carrier familv 22 (organic cation transporter), member 1 i 

X\L wHlIw' O CL L/lV/llO OV/lUkv VUl 1 Ivi A**A*xxJ.jr ■ ' V ^w»«.*.»w wwr»«w« r r* j| 

(SLC22A1), mRNA 


xnvr oois^? 


Homo saniens solute carrier familv 25 (mitochondrial carrier: oxoglutarate 1 
carrier), member 1 1 (SLC25A1 1), mRNA 


XTAiT 001015s 


Homo saniens solute carrier familv 1 (elutamate/neutral ammo acid transporter), 1 

X X.\Jx 11 \J OwUltllO OvlUlv veil L ivl xc*xxxx».jr *. \o w>ww»» w« a.^.ww.wwp-> a 

member 4 (SLC 1 A4), mRNA 


"NJTVf OOlOS^i 


Homo saniens solute carrier familv 19 (folate transporter), member 1 1 
(SLC 19A1), mRNA 


xnv/f ooioss 


Homo saniens solute carrier familv 1 8 (vesicular acetylcholine), member 3 1 
(SLC 18 A3), mRNA 


xNlVx \J\J J)\J ^J i ~t 


Homo sapiens solute carrier familv 1 8 (vesicular monoamine), member 2 1 
(SLC 18A2), mRNA 


•Njivr ooiosi 


Homo saniens solute carrier familv 18 (vesicular monoamine), member 1 

11U111V OCl^yx. wXlO w'w'Xlilw' Villi lvl xuiiiiijr ^ V /' 

(SLC18Al),mRNA 


NM_003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM_000339 


tt • _ „ ^ nrtinfo norrior -ToTYiiii/ 17 f corli nm on cic tran snorters ) member 3 

jjomo sapiens solute carrier iainiiy ^buuiuiij/wiiivjii^^ uouopuxivio;, mviiiuwi 

(SLC12A3), mRNA 


NM_001046 


Homo sapiens solute carrier iannry iz ^souiuiii/putaaoiwixj/wxiivjiiu^ uano^\jii.vio;j 
memoer z (oLUiiiAZ;, mruNA _ — 


NM_000452 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 

. -1 /-» /OT PlflA 0\ rv»l?~M A 

member 2 (aLCiUAZ;, rnKJNA 


NM_003049 


Homo sapiens solute carrier iamny iu ^soaiuin/uiic <ioiu. ovjLi«anopuit&i lanui^yj 
member 1 (SLClOAn, mRNA 


NM 003037 


Homo sapiens signaling lympnocyxic acuvcuion inuic^ui^ ^o-l-^tvlva^, ni^±^^. 


NM_003616 


Homo sapiens survival ot motor neuron protein mieraoiiiig piutcui ± v 0 -"- A /3 
mRNA 


NM 003035 


Homo sapiens iali ^oi-JL-j mteirupiing iului> v OUj /) uuu ^ 


NM_003032 


tt_ _ ««.-_.:.-«-_- n,niTrifro-nofAroep 1 /"Kf^fa _rrrj1 Qr»trvQiV{p fll"nlia-2 6-sialvtransferasel 

Homo sapiens siaiyitransierase 1 ^Deid-gdiaoiu&i-tc ai^na -_-,vj oiaijuauoivittov; 

(61A1 1), ttlKJNA 


NM 001041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


NM 003027 


Homo sapiens o H J -domain OKrJZ-iiKe j ^onjvjrj^j iiitvjn^ 


NM 003026 


Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 


NM 003025 


tt • _ _ otto j ^^^'^ nDDO 1-IVia 1 /'CTTIfTT W mPTJA 

Homo sapiens SH3-domam LiKJoz-liKe i (an^uLij, nuviN/^ 


NM 003023 


Homo sapiens SH3-domain binding protein 2 (SH3BP2), mRNA 


NM_003022 


Homo sapiens SH3 domain binding glutamic acia-ncn proiem iikc ^orujDvjrsa^y, 
mRNA 


NMJ300199 


Homo sapiens N-sulloglucosamine suiionyuroiase ^suiiamiadbc) ^ovj^xi;, 
mRNA 


NM_003020 


Homo sapiens secretory granule, neuroendocrine protein 1 ^ / nz. proicuy 
(SGNE1), mRJNA 


NM_000337 


Homo sapiens sarcogiycan, aeita ^dkl/ aysuropiiiii-at>c»uvi<iLcu. gij'uupiuiv.ni; 
(SOCD), rnKJNA 


NMJ)00232 


Homo sapiens sarcogiycan, oeta ^t^kl/ aybtropiuii dbsut/iaicu gijrwv^^iwwixxy 

(oOCJt>), mxUN/V — - 


NM 003019 


TT^^r. onnifl-Mc onrfopfont TMilmnn5»rA/-fiQQnf , iatpH nrotein D TSFTPD 1 inlvNA i 
rlomo sapiens sunaciani, puiiiioiicii y-aa&uu lai&u p a ^tv^xn v ua aa -^z? iilivi 


NM 00301o 


Homo sapiens sunactani, puimonary-aaouuio.icu. ^jikjl^ill v^-*- aa ^-v? x 


NM 000542 


tj-^,- piirfor»ton+ r\i ilmoTiciTA/-^ QQAfiatpH "nroteiTi B fSFTPBl. ttlRin A 
rlonio sapiens suriaciani, puiniuii^iy aoouui<a.i^u. ^iuivui \^*- xx -*-v/5 "^^^^ 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


NM 003010 


Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 


NM 003009 


Homo sapiens selenoprotein w, 1 ^oJiJr w ij, mxviN/^ 


NM 003008 


Homo sapiens semenogelin II (SEMG2), mRNA 


NM 003007 


Homo sapiens semenogelm l (bbMOl), rnKJNA 


NM_003966 


Homo sapiens sema domain, seven tnromDosponam repeats ityp e i ana type 1 
like), transmembrane domain (^lJVij ana snort cytopi<it>miu uuind.in, ^t>cniapinjiiiv 
5A (SEMA5A), mRNA 


NM_003002 


Homo sapiens succinate aenyarogenase compie^, ^uuuiiil x^, micgiai m^iuuiauv 
protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


NM 002999 


Homo sapiens synaecan h ^ampnigiycan, ryuuoL/<ni^ ^j^^t;, aiu.vi>/-v 


NM 002997 


Homo sapiens syndecan 1 (SDC1), mRNA 


NMJ302996 


Homo sapiens small inducible cytolane subtamiiy xj ^v_,ys--A.o-v^ys;, memoer 1 
(fractalkine, neurotactin) (SCYD1), mRNA 


INiVl__UUO I/O 


T-Trkmn Qnr>ien«; «;mall inducible cvtokine subfamily C, member 2 (SCYC2), 
mRNA 


NM_002993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys) } member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil -activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


NM 002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


NM 002990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNA 


NM 002989 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 21 
(SCYA21), mRNA 


NM 002988 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 18, 
pulmonary and activation-regulated (SCYA18), mRNA 


NM 002987 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 
(SCYA17),mRNA 


NM_002986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eotaxin) (SCYA1 1), mRNA 


NM 002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


NM 002978 

J. ^IJ.VJL \J\J *f 1 \J 


Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


NM 002977 


Homo saoiens sodium channel voltaee-eated, type DC alpha polypeptide 
(SCN9A), mRNA 


NM 002976 


Homo sapiens sodium channel, voltage-gated, type VI, alpha polypeptide 
(SCN6A), mRNA 


NM 000334 


Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 
(SCN4A), mRNA 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mRNA 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
(SCGF), mRNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


NM 002973 


Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxin 2) (SCA2), mRNA 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
dominant, ataxin 1) (SCA1), mRNA 


NM 002971 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matrix/scaffold-associating DNA's) (SATB1), mRNA 


NM 002970 


Homo sapiens spermidine/spermine Nl-acetyltransferase (SAT), mRNA 


NM_003870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 
mRNA 


NM 002967 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 


NM 000331 


Homo sapiens serum amyloid Al (SAA1), mRNA 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), mRNA 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM_002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associated protein) (RSN), mRNA 


NM 001033 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRM1), mRNA 


NM 002955 


Homo sapiens ras responsive element binding protein 1 (RREB1), mRNA 


NM 003942 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 4 (RPS6KA4), 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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ITIisJNA 


TvTA A AAOQ/I7 


Ur\mn conipnc r^nliri)tinn Tvrntpin H4kD^ (RRA3l mRNA 


JNJVL UUzy40 


UnmA c^Tvipric rpr^liratirm nrnteiri A? f}2kD l fRPA2^ mRNA 


iNM 0U294j 


TT ATV \n conipnc tv^t-TIi r^citi rvn rnvvfpiri A1 f701<T)^ (TCP A 1 ^ mRNA 

riorno sapiens replication piuicin r\. 1 ^ / wru-/^ v AVA ^ *■ 




TT Amri ccmipnc -r^tinitic rn OT-npntrvQ3 CrTPfl^e regulator fRPGRV TTlRNA 
XlOIliO S3.piCIlS rCLinillS pigmentosa- vj 1 A dot/ i^guiaiui \ XVJ - 141AVt11 *■ 


NM 0U2943 


TTftmA pottidnc "DAT? -tvOo+drl rvrrVhaTi rPPPntfYT A fP OP A^ TTlPNA 
HOmO Sapiens JxAxv-reiateu. orpnd.ii ICL/Cpiui .rv ^xvv^xvrv/, 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 


MM 003799 


jtiomo sapiens kin a ^guanine- / -) meinyiuaiisiciaac ^xsj-nivia^, nirdNn. 




riomo sapiens TiDonuciease/angiogenm limionui v^^^-n-;? hunj-n^. 


NM 003800 


Homo sapiens RNA guanylyltransferase and S'-phosphatase (RNGTT), mRNA 


NM 002938 


Homo sapiens ring linger protein 4 (KJNr4j, mru\A 


NMJ302940 


Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 
(ABCE1), mRNA 


NM 002936 


Homo sapiens ribonuclease HI (RNAbtiHl ), mKJNA 


NM_002935 


Homo sapiens ribonuclease, KNase A iamiiy, 3 ^eosmopnii canonic proiem; 
(RNASE3), mRNA 


NM_002934 


Homo sapiens ribonuclease, KJNase A iamiiy, z ^nver, eosinopnii-aenvcu 
neurotoxin) (KJNAiSJiZ;, mKiNA 


NM 003796 


Homo sapiens KJrJ3z>-meaiating protein ^kjvxtj, mrsjLN/\ 


NM 003o21 


xiomo sapiens receptor-mteraenng serinc-inrconinc jviiiabc ^ \ssas: ss^^j, iiu\±vt-l 


NM O03o&7 


JnLomo sapiens l^iivi aomam proiem ^xsj_l^, iiixsj.n/\ 


NM 002929 


Jtiomo sapiens rnoaopsm Kinase ^ixxiv^js.^, iiiiuna 


NM 000324 


riomo sapiens ivnesus diooq group-associaieo. giyL/opruicni v r ^ rx ^*- VJ /5 iijxvL> ' jf *' 


NM 0U3o35 


Jtiomo sapiens regulator 01 o-proiein bignaimig y ^jvuo7;, iiuxi^^ 


NM 003ol/ 


riomo sapiens leguiator 01 o-proiem signalling -> ^jvvjoj )> nirviM-rv 


NM 002923 


riomo sapiens regulator 01 lj -protein signalling z., z,*tkj-/ ^rvvjo-iiy, ihj\-ln^v. 


NM uuzyzz 


xiomo sapiens regulator 01 o-protem signalling i v^rvvjoi^, iiixviN^-i 


NM 002928 


Homo sapiens regulator of G-protein sigrialling 16 (RGS16), mRNA 


XTX K AAlA^r 

NM 002926 


riomo sapiens regulator 01 o-protein signaiimg iz. i^j, iiiinj.n/^ 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGS1 1), mRNA 


NM 002921 


Homo sapiens retinal vj protein coupiea receptor ^rs.oxvj, tiii\j.n/y 


NM 000538 


Homo sapiens regulatory tactor Jv-associatea pro tern ^xu^^v/vrj, mruN/\ 


XTX A AATT1 1 

NM_003721 


Homo sapiens regulatory tactor A.-associatea anKyrin-contaming protein 

/T> T7V A TvTL r \ _-^T> XT A 

(KJ^XAJNix), mKJNA 


NM_002918 


Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 

fT, T7X.r i \ __t> XT A 

(KtaI), mKJNA 


NM 002916 


Homo sapiens replication factor C (activator 1) 4 (37kD) (RFC4), mRNA 


NM 002915 


Homo sapiens replication tactor C (activator i) 3 ^36ku; (rvruj;, rnrUNA 


NM 002914 


Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 


NM_003704 


Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 
(RES4-22), mKJNA 


•v TX AT AA^f\AO 

NM_002908 


Homo sapiens v-rel avian reticuioenaotneiiosis virai oncogene nomoiog ^isjzx^j, 
rnKJNA 


NM_002909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
pancreatic tnreaa protem) ^Kbiji Aj, mtviNA 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


INJVi VVZyVD 


T-fomo <?smipri<; rpfinnl HprivHmcrpna«;p S Tll-cisand 9-cis^ TRIDHS^ mRNA 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), mRNA 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pi 07) (RBL1), mRNA 


NM 000321 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA 


NM 002885 


Homo sapiens RAP1, GTPase activating protein 1 (RAP1GA1), mRNA 


NM 002884 


Homo sapiens RAP1A, member of RAS oncogene family (RAP1A), mRNA 


NM 002883 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


NM_002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP binding protein) (RALB), mRNA 


NM 002871 


Homo sapiens RAB interacting factor (RABIF), mRNA 


NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM 00286S 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM 002866 


Homo sapiens RAB3A, member RAS oncogene family (RAB3A), mRNA 


NM 002870 


Homo sapiens RAB 13, member RAS oncogene family (RAB 13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_002863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type VI) (PYGL), mRNA 


NM_002862 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 


Homo sapiens peroxisome receptor 1 (PXR1), mRNA 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens paralbumin (PVALB), mRNA 


NMJ302852 


Homo sapiens pentaxin-related gene, rapidly induced by IL-1 beta (PTX3), 
mRNA 


NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


NM_002851 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 
(PTPRZ1), mRNA 


NM 002850 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM 002846 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM 002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM 002839 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHR1), mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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mRNA 




rlomo sapiens prostaglandin jjz syntnase ^z iKi_y, orami \r iv_ii>po i, uusjmj\ 


NM_000314 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 
cancers 1 ) {jr iJtuN), mKiNA 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NM_002bl6 


rlomo sapiens proteasome (prosome, macropain j activator buuunnz \tj\j.o vciaj 
(PSME2), mRNA 


■kTTk Jf AAO01 1 

NM_002811 


rlomo sapiens proteasome (prosome, macropain; zoo suounit, non-/\irase, / 
(Mov34 homolog) (PSMD7), mRNA 


\t» jr AAOOA^" 

NM_002806 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 6 
(PSMC6), mRNA 


NM_002805 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 5 
(PSMC5), mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 3 
(PSMC3), mRNA 


NM_002S03 


Homo sapiens proteasome (prosome, macropain) 26S subunit, A TPase, 2 
(PSMC2), mRNA 


NM_002802 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 
(PSMCl),mRNA 


NM_002800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA 


NMJ)02799 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), 
mRNA 


NM_002797 


TT • a / _ _ " *\ 1- _* X. 1.. J C / L)OA Jl u C\ 

Homo sapiens proteasome (prosome, macropain) subunit, beta type, d (rbMrJ!)), 
mRNA 


NM_002796 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


NM_002795 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


NM_002794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 
mRNA 


NM_002793 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), 
mRNA 


"X TTV Jf AA^OAI 

NM_002801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 10 
(PSMB10), mRNA 


NM_002790 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 
(PSMA5), mKNA 


INM_UU2/oo 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 3 

(r oJVLAj ), mKJNA 


NMJ)02786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 


NM OOz/co 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 7 (PSG7), mRNA 


"NTAvF AAO*7C1 

JNM UUz/M 


rlomo sapiens pregnancy specmc Dexa-i -glycoprotein o (roujj, nuviN/v 


JNJVl UUZ/oU 


riomo sapiens pregnancy specmc Deta-i-giycoproiein ^+ ^rosjrH-j, mjvrNi^v 


lNJVl_UUZ /oD 


nomo sapiens pregnancy specmc Deia-i -glycoprotein 1 1 ^iNote reaeimiuon 01 


NM 002784 


- Homo saniens nreenancv soecific beta-l-fflvconrotein 9 fPSG9^ mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 


NM 003619 


tT/s^srt, f.ntMOTic nrn+PQCA cprinp 19 iVipiirntrvnsin motonsin^ rPRSS 1 2^, mRNA 
riomo sapiens protease, serine, iz ^iicuivju^poiiia nmmpum; ivuui^, 


NM 002775 


TJ-™^ pnnienc r\rr\t£*ct cp cprir»p 1 1 fTfrF" rviridini?^ fPRSSll J. mRNA. 

nomo sapiens protease, acnnc, 1 1 v. Lrn-na-ing^ v A - tvk - ,L - / A 


NM_00276 / 


UnmA MTiipnc r»Virkcr»'hrvriKrkc\/l n vrnnh o Vi ate svnthetase-associated protein 2 
riomo sapiens pnospnoriuooyi pyiupii\jopii«-t^-' o_y i*«ji_rw*»*.,w^ ^ 

(PRPSAP2), mRNA 


NM_00276o 


u^T-rt^k C o«; Pn c TVhnciVhnrihnQvl rvv-ronriosnhate svnthetase-associated protein 1 
riomo sapiens piiuspiiutiuobyi vj^jj.ivo^iitii.w ojnuiviu^w * 

rPPPQAPI^ mP>JA 


JNM UUZ /OJ 


TT rtmA coniPTic rvVin<;nhrin"hn<;vl nvronhosDhate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


NM_003oyl 


UnmA conipno nrntpin 7 vit^niiTi TC-rrpnendent nlasma rivconrotein CPROZ), 
riomo sapiens protein z», viiaiiiiii jv-u.C'pwiiu-vi.ii. pia^mu &v r v /? 

miviN/Y . — 


NM 002763 


U/NYviA oo-rt-iono T-vrrke-r^-rrk-rfOiat^H rmmPfirinX 1 fiPROXlY.. TTlRNA 


NM OU0313 


riomo sapiens protein o yaA\ji\&.) ^rrw^oiy, iiu.vi>.r-». _ 


XTTV A AAAO 1 1 

NM_00031z 


u ArYlrt conipnc TM-^t^in c* ^iTiflrtivntrir of* coaonlation factors Va and VTIIa) 
Jtioino sapiens proLeiii \~s i nidv la y cuvji ui ^ ua 5 uiai,iwii am-ww*** » »* ****** * y 

(PROC), mRNA 


NM OOz/oZ 


TTAniA cortipnc Y^rAtQininP 9 f PT? "mP"M A 

Jtiomo sapiens protamine z ^r iviviz,^, iiu\j.^rv 


XTA A AAO*7^1 

NM UUZ/ol 


Ur-mA conipn c nrntominp 1 f PP A/T 1 ^ TTlRNA 


NM oooy4y 


riomo sapiens prolactin rcwcpiui yr i\±^x\.j, iiixvi^r-.. _____ 


X.TX If f\t\i\f\AO 

NM 000945 


riomo sapiens prolactin {risx*), mruN/\ . 


NM 002759 


UrtwA c«inioric t-»i-/^ i-i-n Qcp iTitpT^flpTnTi-iTi Hi ipi HI e fiouD lc stranded RNA 
riomo sapiens protein Kiridoc, iiitciicioii~iiiu.u.v/iL^i^ uuuuiw ouanuwa a^i* ». 

^pnPnHpnt /pi? T<^ T? ^ m"RT\TA 


X TTV iff AAOTC/JC 

NM 002756 


TJrt-rv»A (^nionp -mifr^rr^Ti »ar»tl\7C»t<=»H Timtf^in VlTl^ "nP. lvlTiaSe 3 I MAP2K3 K mRNA ' 

riomo sapiens nutogen~activ£iicLi. pioicm xvinw-ov^ juiiaou ~* v r * x / ? 


\TX r AAT7 /I C\ 

NM 002749 


TJrvvnrt nonioMC -rv»i trkrr#*n o r*tl"\70 tf^H rirotf^iTl VlTia^P 7 f A/T A r rC 7 J ITLRjNA 

riomo sapiens rnitogcn-activatcu. piutcm tviiitaat^ / \^j.vx^»j. j->- / ^, nuu^x 


NM OUZ/45 


TJaivia canipnc t-»TT +r\ rrP>n _C» r*t t"F»H "nrofPITl VlTJ^SP 1 T1V1APK1Y. mRNA 


-k TTV /f AA07^1 

JNM UUZ/Jl 


TT^yy,^ conipnc TY^itocrpn-artivatpH nrotein kinase 11 (rVlAPICl O, mRNA 


JNM UUZ/53 


Uatvia canipnc mitncr^n-nrtivatpfi nrotein lcinase 10 fMAPKlOY, mRNA 


JNJYL UUZ / *0 


TTomn qanien<? nrotein kinase C substrate 80K-H fPRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


XTTV/f nA07/1 1 

JNM UUZ/4I 


Ti AmA cortipnc T^rr^tpin Vina QP C-lllce 1 fPRTCOT^l V mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCD, mRNA 


TV TTV iff AATT5 O 

NM 002/35 


riomo sapiens protein Kinase v^, oeta i yr ss^£^\^m^> i j 7 mru-Nn. 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NM__002736 


Homo sapiens protem Kinase, c^VLr-aepenaent, reguiatuiy, type ir, u^a 
(PRKAR2B), mRNA 


NM_002734 


Homo sapiens protein JKinase, c/Yivir-aepenuent, icguiatuiy, ^yp^ a, a-ipna. v iimuv 
specific extinguisher 1) (PRKAR1 A), mRNA 


NM_002733 


TT*— a „ -*-kt-i-v+£»-lt«» <-» o£» A AyfP a r» - i"itm - f - <»H (TflTTimfl 1 TlOTl-P.JltalVTlO RUnllTllt 

Homo sapiens piotem Kinase, /\ivLr-acuvateu, gmimia i nun oauxijrti^ auuunn 


■v Tx >r AA1T5 1 

NM_00273 1 


TJ n *v»A oonipnc t^rrkt^in VinQCP r» AA/TP-Hf^TlPTirlPTlt CfttalvtlC beta ( PRKACJJB 

riomo sapiens protein Kinase, cr^vix-ucpciiuciit, ti^ 5 u^ia \a ivivt^xj/, 
mRNA 


NM__002730 


TJ/M-nrv ronipnc r\Tr»+#*i-r» Vine* c*» r» A IVyTP-HpTlPTlHpTlt CatalVtlC aluna I PRlS^Av-'A.K 

riomo sapiens protein Kinase, c/\ivrr -ucpciiuciit, ^« Lai j a *H"<* v. A AVX x^, 
mKJN/v 


NM 00094/ 


TJT/wii-k cciT\i^r»c nrim^cp nnKmpnti^P 9 A ( S RVTTl rPRIM2A\ mRNA 

riomo sapiexio primase, poiypcpttu-c ^.rv OIVLy / v A avuta ^^ ^ v 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIM1), mRNA 


■k TTV A AATTIO 

NM_00272o 


xj/^t-Mrt conipnc t-\rrt+*»i^rrii/r»oi-k *7 "Kr\-n^» mQTTnw fnafiiTal killer cell activator, 
riomo sapiens proteoglycan z, oone iiuiiiuvv ^naiui ai mu^i a^uvaiui, 

^i-^o-i-i-»^vi"\l"i-i1 rrrcmi moiAr V^ocip nrrktpm I IrR ft/ l TT1 rv IN 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NMJ)02725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NMJ)00310 


Homo sapiens paimitoyi-protciTi tnioesierabc 1 ^croiu-iipuiua^iiivjoio, xi^ixivncn * 5 
infantile) (PPT1), mRNA 


NM_002720 


TT _ " . „ * -l./vnnUotoeft /I /"fATTTIPrlv "V^ natal VtlP QllbUTlit (PPP4Cl 

Homo sapiens protein pnospnatase ^lonixcxiy -<V/5 uauiiyLio auuwm v- a ^-v? i 
mRNA 


NMJ302719 


Homo sapiens protein pnospnatase regulatory suuunii d gaimno 
lSOIorm (JrrrZKDtjj mKJNA 


NM_002715 


Homo sapiens protein pnospnatase ^ ^luniiciiy ^-^v? ^aiaiyn^ auuumi 5 «xiyxx«. 
isoform (PPP2CA), mRNA 


NM_002713 


Homo sapiens protein pnospnatase 1, reguiaiury ^uuiiuiwji^ &uuunn u \x x x i^/j 
mRNA 


NM 002712 


Homo sapiens protem pnospnatase i , reguiaiory buuuiuu / \rr it xxv/^, 


NM 002714 


Homo sapiens protein phosphatase 1, regulatory subumt 10 (PPP1R10), mRNA 


NM_002710 


Homo sapiens protein pnospnatase i, catalytic suounn, gamma lbuiuim 
(PPP ICC), mKNA 


NM_002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), 
mRNA 


NM_002708 


Homo sapiens protem pnospnatase i, caxaiyuu buuuun, aipim iwiuuu v x x A A ^^yj 
mRNA 


NM 000309 


Homo sapiens protoporphyrinogen oxidase (PPOX), mRNA 


NM_002706 


Homo sapiens protein pnospnatase irs ^iormeny ind.gncbiuiii ucpciiutiii, 
beta isoiorm (rPMl±>), mKJNA 


NM 002705 


Homo sapiens penplakin (rrL;, mKJNA. 


NM 000943 


tlomo sapiens pepticiyiproiyi isomerase *w ^t/yoiupniiiii v 17 - 17 xv "/? nixvx^^ 


NMJ30O308 


tlomo sapiens protective protein ior Deia-gd.id.unj&iu<i£»c ^gaiaunj&ianvj.«ji3io/ 

(^rr OJl> ), nilvLN/\ 


NM 002703 


tt _ oo-»-\-i pnc -r-»Vir*c-r\V»r*T-il-\^»c"\/1 rwrrvnlinQTil'ifltp aiTiiflo transferase rPPAT), nixN-NA 
iriomo sapiens pnospriorTDUbyi pyiopinjajjiicitt' aiAuuuuauoi^ioov v a *• * /s 


MM 003712 


Tjrtwrx rnnianc -rkV»rtcr»'h'ati/1ir» cir'iH •nlmQ'nViataRc* tvnp 2C rPPAP2C i mRNA 

riomo sapiens pnospnaiiu.iL'-cioiu.-piiuapiio.Lcxov ^jr-H^ v /■> ^^^^ - 1 


NM 003713 


Tj/>»vi/N nowonc r%"hr»oT\lTorirlir« cjniH r\Vincr»Vi?ita qp hmp 9T^ rPPAP2B^i mRNA ' 

riomo sapiens pnospnaiitiit/ cioiu piiLio[jiiciLa.oc i.ypti ^x x x^x ^-x-»y 5 a -* aj -^ j - ^-^ *• 


NM 003/11 


U^mA ounipnc -r%Vi /~\ct\ V» q ti A\c apiH nlinonVintfl tvriP 2 A rPPAP2A). mR^NA 

xiomo sapiens pnospnciiiviio atm jjnuo|jiiciL<XDt' tjrpw/ ^— c *-/> uilvha *• 


NM 002702 


Urvmrt «nt\i«nc T>PiT T Ar\Trw> in nlacc ^ frcinQpri'ntion factor 1 fPOT J6F 1 ) . rrtRNA 
jtiomo sapiens ruu u.oiiid.iii, uiaob u, u<nio^npi.i\jii iauiui x \^x v^v-/v/x *iii.vi 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


"KTTV. K AAT7AA 

NM 002700 


xioino sapiens ruu Qoirid.111, oidob Lia.iic>oiiptiuii ia^iui ~> ^x v^w-rx ~> j 3 imviui 


NM 00030/ 


tja*«a Po«ioMP "POTT r?/\mc»iTi r-1 o cc ^ irancprintirvn fa P. tor 4 fPOl J3P4 1. mRNA 
ilOrnO Sapiens x WU CIOlTlctlll, i/la&b J, Uallov^npLivjii lat-iui -r \^r\s-ji. -r/, liAiviii*. 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRNA 


NM_000306 


Homo sapiens PvJU domain, ciass i, rranscnpuon iauior 1 ^xin, giuwui nuimunv/ 
factor 1") (POU1F1), mRNA 


NM 000446 


Homo sapiens paraoxonase 1 (PON1), mRNA 


NMJ)00939 


Homo sapiens proopiomelanocortin ^aurenocorticotropin/ Deia-npoiiopiix/ cupua 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
endorphin) (PUMC), mKiNA 


NM_002693 


Homo sapiens polymeiase ^jjjn/v airectea^, gamma yr^jx^Kj), nu^icdi ^ii^ 
encoding mitocnondnai protein, mru.N/\ 


NM OOzoyz 


Homo sapiens polymerase ^uin/\ uircuLcu^, cpoiiun ^ yr ixixxx^-t-^ 


NM_00zoy 1 


tt^.__ _ «o-r%.i««r. nnlinnpr'icp /T^XI A Hirppfprl^ Hplta 1 patalvtip qi lHiinit ( 1 251^0^ 
HOmO Sapiens pOiymCldoC ^J_VIn/A. LIIICVICU^, UClla I, s^aimy u\s Duuuiui V -*• j 

(rULU 1 rixlvLN/^ 


NM 002690 


Homo sapiens polymerase (DNA directed), beta (POLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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INIVI UUZO / H- 


Homo sapiens pro-melanin-concentrating hormone (PMCH), mRNA 


IN 1V1__UU O o 


Homo saniens nroteolioid nrotein 2 (colonic epithelium-enriched) (PLP2), 
niRNA 


tsja/T 0009^5 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


JLNiVl \J\J jLKJVJ / 


Homo <;amens nhosnholamban (PLN), mRNA 


NM 009666 

1/N1Y1 \J\J Zs\J\J\J 


Homo <?aniens nerilrnin (PLIN). mRNA 


MM 00966S 


Homo saniens nlasminoeen-like (PLGL), mRNA 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


XTN/T OOOxdA*\ 
IN 1V1_U KjyjHHJ 


Homo Qanienq nlectin 1 intermediate filament binding protein, 500kD (PLEC1), 
mRNA 


"MM" 00966^ 


n n mn carvien<; nhosnholioase D2 fPLD2V mRNA 


NA/T 009669 


Homo sapiens phospholipase Dl, phophatidylcholine-specific (PLD1), mRNA 


TSTTV/T 009661 


Homo saniens nhosnholinase C. gamma 2 (phosphatidylinositol-specific) 
fPLCG2^ mRNA 


KT\A 009660 


Homo ^ar>ien<; nhosDholioase C. eamma 1 (formerly subtype 148) (PLCG1), 
mRNA 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


Xnv/T 0096^0 
IN IV1 uuZ OJ -7 


Wrvmn Qflnipn<; nla^minoeen activator urokinase receptor (PLAUR), mRNA 


NM .002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


"KTA/f AHO^^ 
IN1VI UUZODD 


u nTn /\ co-nipnc -r»1 e>\ nm nrrYh i r* aHpnoma pcne 1 fPLAGl I. TTlRNA 


XTIV/T OOOQ9Q 


Uattia canif*-nc iVhoQ-nholina^e A 9 oroun V rPLA2G5\ mRNA 


INlVl__yUJ /UO 


Hm-nrk c«t-»i^tiq nho«?nholina«;e A2 eroun TVC (cvtosolic, calcium-independent) 
rPT.A?rr4r^. mRNA 


NM_000300 


Homo sapiens phospholipase A2, group HA (platelets, synovial fluid) 
(PLA2G2A), nuclear gene encoding mitochondrial protein, mRNA 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


KT\A 0096^A 


Homo cjmienQ "nvnivate kinase muscle (PICM2V rriRNA 


XIA/f 00^601 

inivi i 


UAmn c^nipn c Qprinp/threonine kinase 16 (STK16\ mRNA 


M1V/T 000906 

IN IVl \j\J\j£*y\J 


Homo sar»iens nolvcvstic kidnev disease 1 (autosomal dominant) (PKD1), 
mRNA 


lsTA/f 00^607 


Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 


NM 003678 


Homo sapiens gene from NF2/meningioma region of 22ql2 (PK1.3), mRNA 


NM 000325 


Homo .sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


NM 00?6*n 

IN IV1 V/UZ.OJ D 


Homo ^aniens naired-like homeodomain transcription factor 1 (PlTXl), mRNA 


vnU 0096S9 


Homo <?anier»€; nrolaetin -induced nrotein (PIPV mRJ^A 


IN IVI__U Uj jjo 


Homo Qnnien<? -nho^nhat.dvlinositol-4-Dhosnhate 5-kinase, type L beta 
(PIP5K1B), mRNA 


INIVI wjJJ / 


Homo «?anien«; nho«;nhatidvl inositol -4-Dhosphate 5 -kinase, type I, alpha 
(PIP5K1 A), mRNA 


N~N/T 00^746 


Homo saniens dvnein cvtoolasmic. lieht polypeptide (PIN), rriRNA 


NM 009648 


Homo sapiens pim-1 oncogene (PHV11), mRNA 


NM 0096S1 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 
(PIK4CB), mRNA 


NM 002643 


Homo sapiens phosphatidylinositol glycan, class F (PIGF), mRNA 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGM1), mRNA 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA 


NM_002632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related 
protein (PGF), mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (PGD), mKJN A 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mRNA 


NM 002629 


Homo sapiens phosphoglycerate mutase 1 (brain) (PGAM1), mRNA 


NM .000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofhictokinase, liver (PFKL), mRNA 


NM_002625 


Homo sapiens 6-phosphofhicto-2-kinase/fructose-2,6-biphosphatase 1 
(PFKFB1), mRNA 


NM 002621 


Homo sapiens properdin P factor, complement (PFC), mRNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 CPF4\ mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 ! 


Homo sapiens peroxisome biogenesis factor 1 (PEX1), mRNA 


NM 002618 


Homo sapiens peroxisome biogenesis factor 13 (PEX13), mRNA 


NM_000442 


Homo sapiens platelet/endothelial cell adhesion molecule (CD31 antigen) 
(PECAM1), mRNA 


NM 002614 


Homo sapiens PDZ domain containing 1 (PDZK1), mRNA 


NM_003477 


Homo sapiens Pyruvate dehydrogenase complex, lipoyl-containing component 
X; E3-binding protein (PDX1), mRNA 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase- 1 (PDPK1), mRNA 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


Homo sapiens pyruvate dehydrogenase Gipoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA 


NM 000924 


Homo sapiens phosphodiesterase IB, calmodulin-dependent (PDE1B), mRNA 


NM 002606 


Homo sapiens phosphodiesterase 9A (PDE9A), mRNA 


NM_002602 


Homo sapiens phosphodiesterase 6G, cGMP-specific, rod, gamma (PDE6G), 
mRNA 


NM_002601 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 
mRNA 


NM 000921 


Homo sapiens phosphodiesterase 3A, cGMP-inhibited (PDE3A), mRNA 


NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002594 


Homo sapiens proprotein convertase subtilisin/kexin type 2 (PCSK2), mRNA 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxykinase 1 (soluble) (PCK1), mRNA 


NM 002586 


Homo sapiens pre-B-cell leukemia transcription factor 2 (PBX2), mRNA 


NM 002585 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBX1), mRNA 


NM 002583 


Homo sapiens PRKC, apoptosis, WT1, regulator (PAWR), mRNA 


NM_002582 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 
mRNA 


NM 003631 


Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), mRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKNlA)-activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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subunit (29kD) (PAFAH1B3), mRNA 


NM_002572 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 
(30kD) (PAFAH1B2), mRNA 


>JA/f 009 S71 
INIVL UUZJ / 1 


Homo saoiens oroeestaeen-associated endometrial protein (placental protein 14, 
pregnancy-associated endometrial alpha-2-globulin, alpha uterine protein) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 
a^«sociated recentor nrotein) CP ACE), mRNA 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


1N1Y1 \J\JDy\J\J 


Homo ^aniens seauestosome 1 fSOSTMl), mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hvdroxvlase^ beta nolvneotide (protein disulfide isomerase; thyroid hormone 
bindine orotHn r^5) fiMlTOY mRNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hvdroxvlase) alpha polypeptide I (P4HA1), mRNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protem coupled, 4 (P2RY4), 
mRNA 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protem coupled, 2 (P2RY2), mRNA 


IN JVJL UUZJUU 


Horno saoiens nurinereic receptor P2Y, G-protein coupled, 11 (P2RY11), 
mRNA 


"MM" 009^69 


Homo ^aniens nurinereic receDtor P2X, ligand-gated ion channel, 7 (P2RX7), 
mRNA 


IN 1Y1_v/U Z JOI 


Homo ^aniens nurinereic receptor P2X, ligand-gated ion channel, 5 (P2RX5), 

mRNA 




Homo saoiens nurinereic receptor P2X, lieand-gated ion channel, 4 (P2RX4), 
mRNA 




Homo saniens mirinereic recentor P2X, lieand-gated ion channel, 3 (P2RX3), 
mRNA 


NM 0025S6 


Homo sapiens oxysterol binding protein (OSBP), mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


INlVl 


Homo saoiens olfactorv receptor, family 6, subfamily A, member 1 (OR6A1), 
mRNA 


NM 002550 


Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 
mRNA 


NM 002548 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 
mRNA 


NM 000914 


Homo sapiens opioid receptor, mu 1 (OPRM1), mRNA 


NM 000912 


Homo sapiens opioid receptor, kappa 1 (OPRK1), mRNA 


NM 000911 


Homo sapiens opioid receptor, delta 1 (OPRD1), mRNA 


NM 002544 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NM_002543 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
mRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


NM 002^33 


Homo sapiens nuclear VCP-like (NVL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM 003872 


Homo sapiens neuropilin 2 (NRP2), mRNA 


NM 003873 


Homo sapiens neuropilin 1 (NRP1), mRNA 


NM 003489 


Homo sapiens nuclear receptor interacting protein 1 CNKUfl ), mKJNA 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA 


NM 000905 


Homo sapiens neuropeptide Y (NPY), mRNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


NM 000909 


Homo sapiens neuropeptide Y receptor Yl (NPY1R), mRNA 


NM 002522 


Homo sapiens neuronal pentraxin I (NPTX1), mRNA 


NM_000908 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor C) (NPR3), mRNA 


NM_000906 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptide receptor A) (NPR1), mRNA 


NM 002521 


Homo sapiens natriuretic peptide precursor B (NPPB), mRNA 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


NM_002518 


Homo sapiens neuronal PAS domain protein 2 (NPAS2), mRNA 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NM_003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 
(NOL3), mRNA 


NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


NM_002512 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NM_003954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


NM 002508 


Homo sapiens nidogen (enactin) (N1D), mRNA 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, beta (NFKBIB), mRNA 


NM_002502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA 


NM_002501 


Homo sapiens nuclear factor I/X (CCAAT-binding transcription factor) (NFIX), 
mRNA 


NM 002500 


Homo sapiens neurogenic differentiation 1 (NEUROD1), mRNA 


NM 002497 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NM_002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM_002495 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
(NADH-coenzyme Q reductase) (NDUFS4). mRNA 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 
(6kD, KFYI) (NDUFC1), mRNA 


NM_002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NM_002488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


NM 001543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDST1), mRNA 


NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1), mRNA 


NM 002483 

1 llVl \J\J£* XKJ-J 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 
specific cross reacting antigen) (CEACAM6), mRNA 


NM 000662 


Homo sapiens N-acetyltransferase 1 (arylamine N-acetyltransferase) (NAT1), 
mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease 1IIB) 
(NAGLU), mRNA 1 


NM 003871 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOM1), mRNA 


NM 002479 


Homo sapiens myogenin (myogenic factor 4) (MYOG), rnRNA 


NM 00?472 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8), 
mRNA 


NM 002469 


Homo sapiens myogenic factor 6 (herculin) (MYF6), mRNA 


NM 002468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


NM 002460 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


NM 00 9 456 


Homo sapiens mucin 1, transmembrane (MUC1), mRNA 


NM 002455 

J- > -LVJL \J\J £*~T*J 


Homo sapiens metaxin 1 (MTX1), mRNA 


NM_002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 
(NUDT1), mRNA 


NM 002450 


Homo sapiens metallothionein 1L (MT1L), mRNA 


NM 002447 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 
(MST1R), mRNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


NM 002444 


Homo sapiens moesin (MSN), mRNA 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


NM 000530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) 
(MPZ), mRNA 


NM 002437 


Homo sapiens MpV17 transgene, murine homolog, glomerulosclerosis 
(MPV17),mRNA 


NM_001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3) (MPP3), mRNA 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antigen (MNDA), mRNA 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NM_002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM__000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM_002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 

^T)XT A 


NM_002417 


Homo sapiens antigen luentiiiea oy monocionai anuoouy xsa 0/ ^xvunj.u//, 

mKJNA 


NM U02416 


Homo sapiens monoKine lnaucea oy gamma uugiigiuii ^ivaxvj^, nuvi^^. 


NM_0Uz4 1 j 


UrvwiA pqniattr mo/tfA'nVtQ <TA mi <Tt*Q+i r\t*i i n Vii V»i trvrv fafvfYYr /'o'lvcosvlation-iniiibitinff 
rlomo sapiens macropnage migration mniuiiuiy iaoi.vji miuuiniig 

iactor; v.ivu_r ^, itixsjln^v 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


•v TTV K f\(\C\C\f\r\ 

NM 000900 


Homo sapiens matrix Lria protein ^ivioirj, itiivin/^ 


NM 002412 


Homo sapiens iwNo-metnyiguanine-i^iN,r\. nieuiyiu.an»icia:>G v j.v±vjivxx^ ? uuvi^n 


NM 002407 


Homo sapiens mammagioDin z jivUwXdzj, mi\iN/\ 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


NM_002397 


Homo sapiens MAJDo box transcription ennancer iactor z, poiypepuuc 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM 002391 


Homo sapiens midkine (neurite growtn-promotmg iactor zj ^ivli^jvj, mi\jN/\ 


NM 002387 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 


NM_000529 


Homo sapiens meianocortin z receptor ^aurenocorxicuuupit, ll\juiuju&j ^ivxv^^rv^, 
mKJNA 


NM 0023oo 


Homo sapiens meianocortin i receptor v aipna mcianuL/yic bLiiiiuiauu^, ii«jxauv/ii& 
receptor) (MC1R), mRNA 


NM 002385 


Homo sapiens myelin oasic prorem v ivLt>x^ ) 9 rniviN/^ 


NM 002382 


Homo sapiens JVLAJL protein ^jvlaaj, itlkjn/\ 


NM 002378 


Homo sapiens megalcaryocyte-associateci tyrosine Kinase v ivi/\ijs.j, mtsj.N/\ 


NM 002376 


Homo sapiens JVLAJr/microtuouje ainnity-reguiaung Kinase j ^ivi/\jsj\.d j y nir^i^i^ 


XTK jT AAAOAO 

NM_000898 


Homo sapiens monoamine oxidase r> ^lvi/wjo^, nuciear gene cnouuiiig 
mitocnonanai protein, rnixiNA 


NM (JU34&U 


Homo sapiens iviicroiiDrii-associaieci glycoprotein-^ ^lvi^rvvjjr^t/, nux-L^r-v 


jNJVI UUZ30 / 


xiomo sapiens melanoma aniigen, lamny j_>, v ivi^-v vj i^u *-t j , iiijxi^^. 


XTA/T AAT2/C^ 

INM UUZjOj 


Homo sapiens melanoma antigen, ldmny x>, ^ivi-rvvji^ij j 7, iihxj.n^-v 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


NM 002363 


Homo sapiens melanoma antigen, iamny jd, 1 ^ivjlty vjiz/O 1 j , iiuun/\ 


NM 002362 


Homo sapiens melanoma antigen, iamny a, h ^viAuiiA^;, rnxsj.N/\ 


XIX jT AAO Z" o ^ 

NM 003682 


Homo sapiens JVLAJr-Kinase activating aeatn aomain {lvl/aijlj), jiusrsrs. 


NM 002357 


Homo sapiens ivl/\y^ aimenzation protein v ivi/vuj, mruNA 


NM_00235U 


Homo sapiens v-yes- 1 y amagueni sarcoma virai reiateu oncogene uumuiug 

^1^ x IN ), TXLt\J-N/\ 


JNJVL UUZJ4y 


rj-Oino aapicns lympiiooyie aiiugen / j 1 / ~j j 9 iillvin^l 


XT\ /[ AAOI/17 


xiOixio sapiens lympnouyLc aimgen o luiujjica, iwtuo n v^— < uuvli^i 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


NM 002345 


Homo sapiens lumican ^juujyij, mxviN/\ 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotranstemn (JLlr J, mKJNA ^ 


Tl TX jT /\/X/XO/X'^ 

NM 000897 


Homo sapiens leukotnene U4 syntnase (jLiv^fL^, mruN/\ 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 
mKJNA ! 


NM_000752 


Homo sapiens leukotnene b4 receptor ^cnemoKine recepior-iiKe 1; ^lDHr^j, 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(alpha-2-macroglobulin receptor-associated protein 1) (LRPAP1), mRNA 


J/NIVX \J\J Z*-> ^) \J 


Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mRNA 


NM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 




Homo saniens lvsvl oxidase fLOX), mRNA 


NM 009116 


Homo sapiens LIM homeobox transcription factor 1, beta (LMX1B), mRNA 


"KTN/T 0091 1S 
1M1V1 UU^jlJ 


Homo sapiens LIM domain only 1 (rhombotin 1) (LMOl), mRNA 


"MM 00911? 


TTnmn saniens lipase TV. DNA. ATP-denendent (LIG4), mRNA 


xnvf oo?io6 


Homo saniens lectin ealactoside-binding, soluble, 3 (galectin 3) (LGALS3), 
mRNA 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA 


JN1V1 UUZjUZ 


Homo saniens leukocvte cell-derived chemotaxin 2 (LECT2), mRNA 


xnv/f no 19 on 


TTnmn saniens T TM domain binding 2 (LDB2), mRNA 


XN1V1 UUj07j 


Wrvmn Qanipn«; T TM domain binding 1 (LDB1), mRNA 


XTAA 0099QQ 


Unmn ^aniens lactase (LCD mRNA 


XTTV/T 0099Q7 


u nmn carri ens linocalin 1 (nrotein migrating faster than albumin, tear 
nrealhiimin^ (LCND mRNA 


NM" 002996 


Homo saniens lamin B receptor (LBR), mRNA 


NM 002991 


Homo saniens laminin, beta 1 (LAMB1), mRNA 


T\TM 009989 


"Homo saniens lactalbumin. alpha- (LALBA), mRNA 


NM 002273 

J. Jill \J\J 4* / — ^ 


Homo sapiens keratin 8 (KRT8), mRNA 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


INlVl UUZZ/Z) 


TJnmn ^aniens keratin 15 CKRT15V mRNA 


"MM 00997/1 
1N1VI uUZZ /*+ 


TTnmn saniens keratin 13 (TCRT13), mRNA _j 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 




Momn ^aniens karvonherin alDha 3 ( importin alpha 4) (KPN A3), mRNA 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 

mPlSJA 


TSJM OOOSQ1 


TTrmm emipnQ kin in Off en fTCNGV mRNA 


TvTfv/i nniA7Q 

1N1VI UUjO/7 


Wnrnr* cnm'pTiQ kwmrenine 3-monooxveenase flevnurenine 3 -hydroxylase) 
(KMO), mRNA 


JN iVi_UUZZ3 o 


n nitin conifnc Viller cell lectin-like receDtor subfamily B, member 1 (KLRB1), 

lllXViN^V — . — 


"MM 0009^7 


TTnmo saniens kallikrein 1 renal/nancreas/salivary (K1LK1), mRNA 


NM 002256 


Homo sapiens KiSS-1 metastasis-suppressor (KISS1), mRNA 


IN 1VI_UUZZ D D 


TTnmn saniens killer cell immuno el obul in-like receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


1N1V1 UuZZj^t 


TTomn ^aniens kinesin familv member 3C (KIF3C), mRNA 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


NM_UUJOoj 


£T/\rvir* canipnc TCTT-tvne snlirino reffulatorv nrotein (FUSE bindine protein 2) 
(KHSRP), mRNA 


JNJV1 \J\)LLoZ 


u A TMn canipnc nota<:Qinm voltacrp-crated channel delaved-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


IN 1V1_U U Z Z D \J 


Wri-mrk cQnipnc; notassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


JN 1V1_U U Z Z^-7 


u rtmn coniens notassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


NM_002247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NMJ)02244 


Homo sapiens potassium inwardly-rectiiying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM_002239 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 ! 
(KCNJ3), mRNA 


NM_000891 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2), mRNA 


NM_002241 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJ10), mRNA 


NM_002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 (KCNH1), mRNA 


MM_002237 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 
(KCNG1), mRNA 


NM_002236 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
(KCNF1), mRNA 


NM_003636 


Homo sapiens potassium voltage-gated channel, shaker-related subtamily, beta 
member 2 (KCNAB2), mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 (KCNAB1), mRNA 


NM_002235 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 6 (KCNA6), mRNA 


NM_002234 


Homo sapiens potassium voltage-gated channel, shaker-related subtamily, 
member 5 (KCNA5), mRNA 


NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 4 (KCNA4), mRNA 


NM_002232 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 3 (KCNA3), mRNA 


NM 002229 


Homo sapiens iun B proto-oncogene (JUJNB), mKJNA 


NM 003666 


Homo sapiens basic leucine zipper nuclear iactor 1 (jruvi-i j (r>juz,r ij, iiuvin/\ 


NM 002227 


Homo sapiens Janus kinase 1 (a protem tyrosine Kinase; (JAjs.1), mKJNA 


NM 003024 


Homo sapiens mtersectm 1 (SH3 domain protein) (11MN1), mKJNA 


NM 002224 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (ITPR3), mRNA 


NM 002223 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 2 (11KK2), mKJNA 


NM 002221 


Homo sapiens inositol 1,4,5-trisphosphate 3-kmase B (11KKB), mKJNA 


NM 002220 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (llrK^A), mKJNA 


NM 002219 


Homo sapiens integral membrane protem 1 (11 Ml), mKJNA 


NM_002218 


Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma KalliKrem-sensmve 
glycoprotem) (ITJH4), mRNA 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


NM 002215 


Homo sapiens inter-alpha (globulin) inhibitor, HI polypeptide (1IIH.1), mKJNA 


NM 000889 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 


NM 002212 


_ , • -j . A A ' J * a. ' /T r T , /~ , 1~> A T"*T*\ 7~> "fv T A 

Homo sapiens integrin beta 4 binding protem (ITGB4BP), mRNA 


NM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


NM_002211 


Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSR12) (ITGB1), mRNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CD51) (ITGAV), mRNA 


NMJ302209 


Homo sapiens integrin, alpha L (antigen CD1 1A (pl80), lymphocyte lunction- 
associated antigen 1; alpha polypeptide) (llOAL), mKJNA 


JN1V1 UUZZUO 


nomo sapiens integral, aipna / ^iiu/v/; } ulivin^a. 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(ITGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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NM 002196 


Homo sapiens insulinoma-associated 1 (INSM1), mRNA 


NM 002195 
NM_001565 


Homo sapiens insulin-like 4 (placenta) (TNSL4), mRNA 

Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 10 
(SCYB10),mRNA 


NM 002192 


Homo sapiens inhibin, beta A (activin A, activm AB alpha polypeptide) 
(TNHBA), mRNA 


NM 001564 


Homo sapiens inhibitor of growth family, member 1 -like (1NU ID, mRNA 


NM 003669 


Homo sapiens inactivation escape 1 (INE1), mRNA 1 


NM 000884 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 2 (IMPDH2), 
mRNA 


NM_000883 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 1 (IMPDH1), 1 
mRNA 


NM 001557 


Homo sapiens interleukin 8 receptor, beta (IL8RB), mRNA 


NM 000634 


Homo sapiens interleukin 8 receptor, alpha (IL8RA), mRNA 1 


NM 002185 


Homo sapiens interleukin 7 receptor (IL7R), mRNA .. J 


NM 000880 


Homo sapiens interleukin 7 (IL7), mRNA l\ 


NM_002184 


Homo sapiens interleukin 6 signal transducer (gpl30, oncostatm M receptor) j 
(IL6ST), mRNA 


NM 000565 


Homo sapiens interleukin 6 receptor (IL6R), mRNA — 1 


NM 000879 


Homo sapiens interleukin 5 (colony-stimulating factor, eosmophil) (IL5), mRNA 


NM 000589 


Homo sapiens interleukin 4 (IL4), mRNA _ — _ — J 


NM 000588 


Homo sapiens interleukin 3 (colony-stimulatmg factor, multiple) (IL3), mRNA 


NM 000878 


Homo sapiens interleukin 2 receptor, beta (IL2RB), mRNA j 


NM 003854 


Homo sapiens interleukin 1 receptor-like 2 (EL1RL2), mRNA 


NM 002182 


Homo sapiens interleukin 1 receptor accessory protein (IL1RAP), mRNA j 


NM 000877 


Homo sapiens interleukin 1 receptor, type I (IL1R1), mRNA j 


NM 003853 


Homo sapiens interleukin 1 8 receptor accessory protein (ELI 8RAP), mRNA j 


NM 003855 


Homo sapiens interleukin 18 receptor 1 (IL18R1), mRNA j 


NM 001562 


Homo sapiens interleukin 18 (interferon-gamma-inducmg factor) (IL18), mRNA 


NMJ)02190 


Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase j 
8) (IL17), mRNA 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (IL15RA), mRNA j 


NM 002188 


Homo sapiens interleukin 13 (DL13), mRNA I 


NM 001559 


Homo sapiens interleukin 12 receptor, beta 2 (EL12RB2), mRNA 1 


NM 002187 


Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic j 
lymphocyte maturation factor 2, p40) (IL 1 2B), mRNA 


NM 000882 


Homo sapiens interleukin 12A (natural killer cell stimulatory factor 1, cytotoxic j 
lymphocyte maturation factor 1, p35) (IL12A), mRNA 


NM 000628 


Homo sapiens interleukin 10 receptor, beta (TL10RB), mRNA 


NM 001558 


Homo sapiens interleukin 10 receptor, alpha (EL10RA), mRNA j 


NM_003639 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 1 
kinase gamma (IKBKG), mRNA 


NM_003640 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, j 
kinase complex-associated protein (IKBKAP), mRNA 


NM 001542 


Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), mRNA j 


NM 001555 


Homo sapiens immunoglobulin superfamily, member 1 (IGSF1), mRNA 


NM 002180 


Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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Tvnv>r Am 
NM OUlDDU 


' Jawa oonionc iT^tp>rT^TV^Ti_.T£»1 atv»rl Af>\TeAr\T\rv\f > 'Y\\c\\ TP Cn 1 1 ?1 1 OT 1 ( IHRl) 1 1. TTlR IN A 
T.OII10 Sa.pi6IlS llllCriCrUIl^rClclLCQ U.C V CIO pil It'll icguiaiwi a \h xvl/1 /j 


xnv vr AAi i in 

NM UUZ ill 


riomo sapiens lnxeneron, omega i ^urrN w 1 iiuviN.rv 


JNM UUZ1 /O 


ITrvTvirv caniAnc iTnt^rff»rnn ViPtn 1 firvrnVlln^t ( 1 h' lN"R 1 1 TTlRNA 

riOlTlO sapiens lnLcrici on, ucia i, iilul>uic*ol ^jjl ±^u_ja^, aiia-a-l^^*. 


JNJVL UuUo/4 


T-Tn-mrv caniAnc intf»rft»rA-n fnlrVhn V>f»ta rmH nmepa) TecentOT 2 ( JJKNAR2), ITlRNA 
.nLOrllO SaplCliS lniCilCrUIl V^aipild, UCla alHi tJiiicga^ i. wv/v-p lvai. ^^^/' 


INJVL UUZ1 /U 


TTrvmrk coAionc i n +<»r fV^rvvn alrVhs* R r iPTvJ A mT^NA 

rxomo Sapiens lnicricroii, aipiia o ±n.tyo j, iiux±n.tx 


NM 002169 


Homo sapiens interferon, alpha 5 (TFNA5), mRNA 


NM 002175 


riomo sapiens inierieron, aipna zi v.jltim/vzi^, iiu\_ln/x 


NM 002173 


Homo sapiens interferon, alpha 16 (IFNA16), mRNA 


NM 002172 


Homo sapiens interleron, alpha 14 (1FJNA14J, hikina 


NM 002171 


Homo sapiens interferon, alpha 10 (IFNA10), mRNA 


NM_001549 


Homo sapiens mterferon-mduced protein with tetratneopepuae repeats h ^itiihj, 
mRNA 


NM_001548 


Homo sapiens interfero»n-induced protein with tetratricopeptide repeats 1 (IFIT1), 
mRNA 


NM_003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITM1), 
rrfRNA 


NM 000204 


Homo sapiens I factor (complement) (IF), mRNA 


NM_002168 | 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (liJtiz), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_001546 


Homo sapiens inhibitor of DNA binding 4, dominant negative helix-loop-helix 
protein (ID4), mRNA 


NM_002166 


Homo sapiens inhibitor 01 DNA binding 2, dominant negative neiix-ioop-neiix 
protem (UD2), mKJNA 


NM_002165 


riomo sapiens mnioitor 01 ujn j\ omuing i , aonunanx negative nciiA-iuup hcha 
protein (UJi ), ttlkjn/v 


NM 002 loU 


riomo sapiens nexaoracnion ^xenascm v_^, cyioiauLmj ynssjD), nuxiNrv 


NM 00 0b 71 


riomo sapiens j-nyaroxytryptamine ^seroxomn^ rci/epioi o ^rm\.u^, nirvi^^v i 


XTTV /f AAAO/CO 

NM OOOooy 


riomo sapiens D-nyuroxynypxamme ^seroxonuy rcucpiur di\. ^nuvjn;, mm^iT. 


XTTA/T AAAC^O 

NM OUOooo 


riomo sapiens j-nyoroxyxiy^xanune ^seroxonmj rcocpLoi ^niru-v^;, iijiviN^-x 


XTN/f AAAQ/C7 

JNJVL UUUoO/ 


riomo sapiens d -ny uroxy u ypxamme ^seroLoiiiiij icL/cpiui ^>\-> \\.xx. xvz.x-»^, iAAAv± ^- r *- 


XTA/T AAAO/;^ 

NM UUUooj 


riomo sapiens d -nyoxoxy u ypxamme v.scroionin^ rct/cpuji l±j ^nuvi^, hum^.ti. 


NM UUUoD4 


TT ~ nnnionr ^ l-»'*//-l-f-/-*vxr+T-\ri-»+Q'r*-iiTi<a ( ce*-rc\\ c\t\\y\\ rf^H f^T^tClY 1 ( H' I k 1 1 J 1 TTl K IN A 

riomo sapiens j-nyuioxyuy'pid.minc ^ocioloiiiii^ icocpiui ij-/ ^ini\ii/yj 


JNM UUUoOi 


TJ/\tviA pQttianc ^ r/^rAviHnmfomitiP / c "frinifi^ TF*C f*TTitr\Y 1 R 1 rT * 1 ' K 1 Rl TTl Tv IN A. 

nomo sapiens 3-nyQruxyiTypidiniiic ^scroLuimi^ icL/cptui ^hivil*;, nixvi^-f ». 


XTA/f AAACT/1 

NM UUIOZ4 


riomo sapiens o -ny uroxy irypxamine ^seroxomn^ rcccpiui i/v ^nuxin./j iiiAN - L ^- r *- 


NM 002159 


Homo sapiens histatin 1 (HTN1), mRNA 


NM 002158 


Homo sapiens numan l-cell leuJcemia virus ennancer iacxor ^nixwrj, ixirsaNi-v 


NM 001541 


Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 


NM 002155 


Homo sapiens heat shock 70kD protem 0 (Hbr /Urs ) (rlbr/vo;, mKJNA 


NM 001539 


Homo sapiens heat shock protem, UN AJ -like z (rlbJz), mKJN/\ 


-V TK JT AAA 1 AO 

NM_000l98 


Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, d oeta- ana sxeroia aeixa- 
isomerase Z (rlbJJ3r>Z), mKJNA 


xnv /r f\f\r\ o zro 

NM 000862 


Momo sapiens nyoroxy-aeita-o-steroiu aenyorogenase, ^ dcui- <mu taciuiu uciw 
isomerase 1 ^rioi-' jjej i ^ 5 nii\_iN/\ 


XTA/f AAA/1 1 A 

JNiVl UUU414 


T-Tr\mrk coniAnc "h\/HrriY\/ci-<^T-/M"H C\ rlprivHmcrpTia^e 4 fHSD17B4^ mRNA 
jnLOino sapiens nyuxuxysxeroiu yi /-Dcuiy u.ciiyuiugciiao& *r ^aiui-'i /x-»-ry, nuviii i 


XTA /T A AO 1 £ 1 

JNM UUZID.5 


riomo sapiens nyaroxysxeroiu ^i /-oexaj aenyorogenaac *c* ^xiol/i /a^^y, nuu\rv 


XTA A AAA/1 1 ^ 

JNM UUU413 


riomo sapiens nyaroxysteroiQ \\ /-oexaj aenyurogeiid.i>c i ^nuiyi /ulj, uuuin 


NM 000196 

JL ~ 1V1 \J \J\J x. J/ \j 


Homo saniens hvdroxvsteroid H 1-beta") dehvdroeenase 2 (HSD1 1B2), mRNA 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15 -(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D10 (HOXD10), mRNA 
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NM 002147 


Jbiomo sapiens nomeo dox &z> ^xIvj^vd.-) )•> imvrN^-v 


NM 002146 


xiomo sapiens nomeo dox dd (jhaj-axo j, iiixvin/a. 


NM 002145 


riomo sapiens nomeo dox jdz. ^ijLw-ajdz. uixvi>.rv 


X TTV If AA^ 1 A A 

NM 002144 


riomo sapiens nomeo dox d i {tilaa-d i nuviNn 


XTTV JT AA1 1 /lO 

NM 002142 


riomo sapiens nomeo dox {rixjsu^y j, nusssn. 


NM 002141 


Homo sapiens homeo box A4 (HOXA4), mRNA 


NM 000522 


Homo sapiens nomeo box Al 5 (£1\JJsJ\Ij), rriruN/v 


NM 002139 


Homo sapiens KJNA Dinaing motii protein, -a. cnromobumc ^xvoiviyv^, iiu.xx^i-i. 


NM 000457 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


NM_002135 


Homo sapiens nuclear receptor suDtamiry 4, group a, memDer i ^NutAi;, 
mRNA 


NM 002133 


Homo sapiens heme oxygenase (aecyclingj l ^Jijviu^vi;, mruN/^ 


NM_002131 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforms I 
and Y (HMGIY), mRNA 


NM_002130 


Homo sapiens 3-hydroxy-3-metnylgiutaryl-Coenzyme a symnase i vsoiudicj 
(HMGCS1), mRNA 


NM_002128 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 
(HMG1), mRNA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase qhjvijdc>; 5 mtoN/v 


NM 002126 


Homo sapiens hepatic leukemia factor (HLF), mRNA 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 
(HLALS), mRNA 


NM 002127 


Homo sapiens HLA-G histocompatibility antigen, class l, kj {£il,s\-kj), iiiwna 


NM_002123 


Homo sapiens major histocompatibility complex, class i±, dki oera i 
DQB1), mRNA 


NM_001530 


Homo sapiens hypoxia-inducible factor 1, alpna suDumt ^oasic nenx-ioop-neiix 
transcription factor) (HIF1A), mRNA 


NM 001528 


Homo sapiens HGF activator (JtlurAC), mKJNA 


NM_000l87 


Homo sapiens nomogentisate i 3 z-cnoxygenase ^nomogenusate oxiud.t»cj ^^^^5 

TT \T A 

mKJNA 


"XTA >T AAA/11 A 

NM 00041U 


Jbiomo sapiens nemocnromaiosis yxxriz), jiu\isi\. 


NM 000 loo 


rlomo sapiens ±1 iactor 1 ^complement; yrur 1 j, uu\±\^ 


NM 003665 


riomo sapiens nomeo dox ^expressed m lo uciib^ 1 ^imoAi;, iiuvi>r^ 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


NM 002110 


Homo sapiens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


t t i * a . 1 1 . C .. I /TT A T* 1 1 \ »viT)\T A 

Homo sapiens histone acetyl transferase 1 (HAl 1), mKJNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 


NM_000183 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3 -ketoacyl-Coenzyme 
A thiolase/enoyl-Coenzyme A hydratase (triiunctionai proteinj, oeta suounu 

✓ T T A rvT1TV\ T» "Ik. T A 

(HADHB), mRNA 


NM_000182 


Homo sapiens hydroxyacyl-Coenzyme A aenyarogenase/j-Ketoacyi -isoenzyme 
A tniolase/enoyl-Uoenzyme A nyaratase ^trnuncuonai proiemj, aipiid buumni 

/TT A TNTT A \ «__T> XT A 

(HAJJHA), mKJNA 


NM 00354b 


Homo sapiens H4 histone, tamiiy z i^ri^frz;, itikin/v 


NM 003547 


Homo sapiens H4 histone tamiiy, memDer imrLj, mtsjN/v 


NM 003544 


rlomo sapiens ri4 nistone iamiiy, memoer 1 ^xiHrij, miviN^v 


-k TTV If AAO /I AT 

NM 003493 


Homo sapiens rlo nistone iamny, memoer i ^n^r i rmvLN^-v 


T\TM 003537 

i. >l IV J. \J\J ~J -J <J I 


Homo saniens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 



537 



BNSDOCID: <WO 03074654A2 J_> 



WO 03/074654 



PCT/US03/05028 



XTTVyf AAKOQ 

JNJVL UUoDzy 


UnmA conipnc TT^ "hiQtrvne familv member A (TT3FA\ mRNA 


JNJVL UUzlU/ 


Wrvmrv cqnipriQ T-T^ Viictrrnp farmlv ^ A fR^F3 A^ mRNA 


JNJVl UUjjZo 


tiAmrv nnnipnc Hktonf farrvilv member O fH2BFO\ mRNA 


XTA/f f\r\1^.lA 

JNJVL 


TTrvm/\ comVnc TT9"R ViictrmR fjunilv member L fH2BFL\ mRNA 
xiomo sapiens xxz.xj iiistone laiiiiiy, nicinucj. j-» yAi^wi ■•-'/j wuva^». 


JNJVL 


TJrtmA cQnipnc TT9"R Vii ctrvn *=» familv member K (H2BFK). mRNA 


JNJVL 


T-Ir\Tvnr\ coniAnc bictone- fflmilv member T fH2BFJ\ mRNA 


IN1VL UUjj/j 


Tj A mr» oanimc 14913 bictnne familv member H fEKBFPD mRNA 

XlOIIlO Sd|_)lCIlS XXJL.XJ llloLUUt' XCUxlLiy } Lll^XLUJKsL XX ^Al^l^A 5 ""-^ x 


JNJVL UUJD/Z 


TTr\mn conipnc XJTO"D Vtictnn^ fbmilv member O fFT2BFGi mRNA 
noino sapiens xxad msiuiie idiimy, liicinuc/i vj yxx^xjx vj^, uuvi^i i. 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 




xiomo sapiens jhiz/\ ni stone lumny, nicniuci zj ^nz»ru iiixvx^-rL 


NM 003516 


Homo sapiens H2A histone family, member O (H2AFO), mRNA 


NM 003513 


Homo sapiens rlzA nistone iamuy, memuer ivi ^xiz/Yrivx^, nusaN^-v 


NM 003512 


Homo sapiens rlzA nistone iamuy, member ^nzATL;, nuviN/v 


NM_003612 


Momo sapiens sema uomam, immunogioDuiin uoin<im oiiu vjjtx ingiiiuimiw 
anchor, (semapnorm; /a. v k orsiVx/\//\;, uixvln/\ 


\T» jT AAH A/I 

NM_002104 


homo sapiens gran2syme iv ^serine protease, grdnz,yiiic j 9 uypLd&c ai^ ^vj^»ivxxv^, 
mKJNA 


NM 002103 


Homo sapiens glycogen synthase 1 (muscle) (GYS1), mRNA 


NM 002102 


Homo sapiens glycopnonn rs Jrii;, miviNA 


"XTTV /T AAA1 01 

NM 0001b! 


rlomo sapiens giucuroniaase, oexa ^vjuox>j, miviN/A. 


NM 00085 b 


rlomo sapiens guanyiate Kinase 1 ^vjuivij, mrsj.N^v 


NM 001522 


Homo sapiens guanyiate cyclase zr, rennai ^uu^ x z-rj, iiirviN^ 


NM_000180 


Homo sapiens guanyiate cyclase zjlj, memorane ^reuna-spcoiiiu^ v.^ 1 -*^ x — 
mRNA 


NM 000857 


Homo sapiens guanyiate cyclase i, soiuoie, oeia d iuuui idd)^ iiiivln^v 


NM 000856 


Homo sapiens guanyiate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


NM 000855 


Homo sapiens guanyiate cyclase i, soiuoie, aipnd z. \ kjkj\~> i Lf\~&}, ii-uvl^i^v 


NM 000409 


Homo sapiens guanyiate cyclase activator 1A (retina) (GUCA1 A), mRNA 


NM_001517 


Homo sapiens general transcription tactor juh, poiypepuae h ^jz-ku suounii^ 
(GTF2H4), mRNA 


NM 002096 


Homo sapiens general transcription lactor lir, poiypepuae 1 ^/*tKu suDuniL; 

//~ , 'T , "C"^X7 1 \ M ^T> XT A 

(Cjlr2r 1), niKJNA 


NM_002095 


Homo sapiens general transcription iactor juud, poiypepuae z ^dcl<i suouihl, 
j4jcL)J ^01rzr!/ZJ, mKJN/V 


XTA/f AAKn 

NM_00151i 


Homo sapiens giutatnione xransierase zeia i ^maieyiauciudociciic ibuiiiciaa^ 

/T^QT ,r 7 1 mT?XT A 


JNJVL UUUojJ 


TJrktnrk conipnc rrl n t*a tVi i nri <a Q_+-ro« Qf*»ra tbf»tn 1 ( C^9\VV 1 ^ TTlRNA 

riomo sapiens giuiatnione o-Lransicitioc incut j. ^vjji x 1^, hjxxj.^^i. 


JNM UUUoDl 


TJrtry^r. canipnc rrliitatVii r\-np» Q_-h*Qnc*fi=»r5»Cf» A/fS ^ rrSlTlVTS^ mRNA 


JNM UUUoDU 


TJrt*-rtr> conipnc rrl l ita thi rvnp Q fron cfprQCP ^rT^T'TV/T^ mRNA 

xiomo sapiens giuid-imone o-transier<ioc ivj.t ^vjo xivx-t^, iijxxj.n^-x 


XTA A AAAC/1Q 

JNM UUUo4V 


TT Arn n conipnc rrl n tci tn i r\-n P- Q trancfprflCP fHrnin^ ( CtSTM^^ mRNA 

rtOTiio sapiens giuiiiinione o-Lrd.nbierd.se xvld ^uichix^ ^uoimjy, nuvL^rv 


XTA/f AAAC/IC 

JNM UUUo4o 


TJ^-rv>r\ conipnc rrlntotViirvnP Q fronefprocp Twf!) ^mn*5flp^ f CirSsTA/f^.^ mRNfA 

xiomo sapiens giuiaxnione o-xransierdsc iviz. v.n.iuo^ie/ ^vjo nvi^, uuu^/i 


XTTV/f AA1 c 1 9 

JN1VL UUlJlZ 


U n mA ccn"*if*Tic crliitatViirvnf* Q-trnncferaQP A 4 /TtSXA4^ TTlRNA 
XlOmO SdpiCIlS ^ILXlaLniUXie O-LldllolCIaoe At ^vj x ^."ry, iiix>^L^^i. 


XTA/T AAAC/K 

JNM UUUo4u 


xiomo sapiens giuLainione o""tiansicrdsc x r-%^j y nix^^^-v 


XTA4" AAA1TQ 
JNM UUU1 /o 


xiomo sapiens giuLdinione syntnciaoc ^vjooy, iillvj-^a. 


XTTV/f AAOAQ/1 

JNM WZVyH 


O/xmn conipnc Ol tr\ Q nhocp francition 1 ^rr^PTI^ mRNA 

xiomo sapiens vj i lo o pnasc udiisiLiun i ^uoi x iy, iiij ->- L ^ x *- 


XTA/T AAA 1*7*7 

JNM UUU1 / / 


xiomo sapiens geisonn v amyioiQosis, rinnisii typw v^j^an/, hixvi^a. 


NM (XP093 


Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA 


NM 002092 


Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GROl oncogene (melanoma growth stimulating activity, alpha) 
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CGROH mRNA 


INiVl UUZUo / 


TTAmn canipnc orsiTHilin ( f^RXJ^ mP TnJ A 
nuiiiu adpiciio gidiiuini ^vjxsj-n j 9 iijx\_lxj». 


NM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), mRNA 


xnv/r nnn^Azi 

INiVl UUUOH-^ 


"PTi^mrv conipnc rrl n tci m c\ tf* Y , f»r»< a r\+nr -mf*f ^ V> AtTAT^i P. 7 f rrftlVT7 ) TTlRNA 
JnlOITlO odpiCllo glULdllldlC ICl/CpiUI, Lll&laU\JlL\J\JL\s / ^VJA\J.vA/y, iiixn-l ^.n. 


IN JVI UUU o^f 1 


ITattia conipnc rrlii+Qmafp TV^pp-rvfrrvr rripfciVifYfTATil P 4 Z' (*tT?1VT4^ TTlRN^A 

jriomo sapiens giuidrndie rei/cpiur, iiiciauouvpiAv *t v w v - ,J - ViVA ^/? 


INIVL UUUo'rU 


TJFrvm/-\ com'pnc <t1i itcjTricit<=» rf»ppr»tnr TTiPtA VlAtTATilP ^ ( CtT^ A/T ^ I TTlRN^A 

rxomo sapiens giuiairidLc rcucpiui, ixicLauutivipi^/ .» ^vjxvivx.jy, hiavz^ht. 


XTl\/f AAA 17^ 
lNrVl__UUU I/O 


TJrvmr* cortiAtic niii^lpor rpp<>ntnr ct iV\"f^mi 1\/ ^ OTAlin f"" 1 ITIPTYihfVr 1 fMR^Ol ) 

xxoino sapiens nui/iedr rcocpiur ouuicmiiiy giuup v_^, uiwul'w j. 
mRNA 


INiVl UUUOj 1 


TIrvmrk c^rtipnc crintci-mcitp T"f»Pf»r>trYr i on ntrnni P Ira in a tP ^ f GRTTC3 1 TTiRTn A 


INJVl UUUOjv 


T-Trvmn car-i-if^nc crliitaTTiatp "rf^PPTitAT* lATiAfTATYIP IcfllTlflte 1 lORTrCl 1 TllRNA 


iNiVl UUZUoO 


TT/-vt-rtr* coniAnc rrtv-^xrfrri ■far»trvr T^*r»f»T»+r\T»V^r\nnH TYTAtPin 7 ifrRR/ I TYiRT\ A 

Jtiomo Sapiens grow in idviui ic^cpLui"Uuunu pujic-in ^vjavj-j— iiii.vx^.n. 


lNlvl_UUZUo J 


ii Arnrk can ; pr , c irliitQtVnrmtf* rw^rrrv iplacp 4 r-nTiA^-nVioliriiH HvHi*oi*)eroxidase^ ( GPX4\ 

IIOIIIO SdpienS glU.ldLIJlUHC pciUAluaoC *t ^piUJopiiv/iipiu li^y \_u. w^vxi. uaiuuov/^ V.^*-*' 1, v / s 
IiIXVIN-TV 


xnv/r AA7A£'* 


TT/^rvii^ conipn c rrl i ita+V»i rtn^ nprrwiHflCf^ 7 ( o r n < vtmin1"F*Qti'ni : ll^ ^CtP^C9 1 TnR"NA 
IIOIIIO SdpienS glUldLIllUIlC pClUAltldoC ^ga^U.VJllll.Coui.ia.Ay ^vji ^v^;, ilAAV - L > - r »- 


INiVl UUZUoZ 


Waiha cqnipnc Tsrrxtf*iT\— f^oiinlf^H TFT'PT^triT VinaQtf* fi rCrT*"RTCoi TTlR^NA 
rlUIIWJ odpiCllo VJ piL/LClil— LUUplCU IC^/CpHJl JVULiClow \J V V VJX J-Vlvv/j iinviir^. 


1N1V1 uU 1 


JLXUiHU oa P lCllb VJ pUJlClll L/ULipiCH yVJX XX.J'yj lllXVi^^T- 


NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


xr\/f aai ^H7 


iiomo sapiens vj proLciii-"t/iju.picu. ict/cpioi jo ^urivjoj, hjxvln^v 


NMJ)01506 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


XTA A AAI CA< 

iNJvl UUIDUD 


xiomo sapiens o protein-coupiea receptor ju ^vjix^jv^u^, rnxviN^v 


JNM_UU I J U3 


rlomo sapiens giycosyipnospnanayiinosiioi specinc pnospnunpdbc ui v vxrx-j^ lj, 

nLKJNA 


XTNyf AAA/1 

JNJVl_UUU4Uo 


rlomo sapiens glycerol-.? -pnospnaxe uenyurogendsc z. ^iiiiLuoiiuiiuiiai^ 

TTlx\lN/\ 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


NM 002081 


Homo sapiens glypican 1 (GPC1), mRNA 


"vnvyf r\f\r\ 1 T/i 


Jtiomo sapiens glycoprotein iJv v piateiet; \Kjry), mKiN/v 


NM 000173 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


TvTA/T AAOAQA 

JNM_UUzUoU 


rlomo sapiens glutamic-oxaloacetic iransammase mitocnonundi v dt>pdi idic 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mxviN/\ 


XTA/T AA7A7Q 

jnivi_uuzu / y 


xiomo sapiens giuiamic-oxaioaceuc uansainindse i 3 suilujic ^dbpaitatc 
aminotransferase 1) (GOT1), mRNA 


XT\>f AA7A7£ 


xiomo sapiens glucosamine v iN-aceryij-o-suiiaLase v oaniinppt> uibcdbc xtixjj 
(GNS), mRNA 


XTA/f AAI ^Al 
JN1V1 UUIDU1 


Jtiomo sapiens gonauoxropm-reieasing normone z yVjiNixxiz.j, miviN^v 


NM_000825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-releasing 
normone ) v LjJNivtii j, mrviN/v 


NM_002075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 

^VjlNtSJ J, mKlN/V 


NM_002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
polypeptide (vjinaz,;, nirviN/v 


NM_000172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activity poiypeptiae l ^vjin/vi i niKiN/v 


NM_002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 

VvjInAv^), TTlKINA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 

flpti'\Hl u v/' Tip*1\/T , »pri'Hr1p olfapfArv tvnp ^rirN^AT ttiT^N^A 
clO Ll v l Ly pvjij' pcpiivj-t/, w 11. cio ixjL y uy^jc ^\jx 1 x \ i / y 5 iiulvj. v 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 



539 

BNSDOCID: «WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



1 



JNM__UUZUO / 


TJrkTnn cartipnc oiianmp niirlentiHp hinrlino' nrotein (G nrotein), alpha 11 (Go 
plassWiTNFAl 1"> mRNA 


TvTN/T nn^R7*^ 
iNiVl UUjo/j 


TTrkmr^ Qariif»nQ cmaninp mnnnhosnhate svnthetase (GMPS), mRNA 


XTN/f nnon/^ 

1N1V1 UUZUOO 


■RriTno c?mif»r»Q OPT anrhnrpn molecule like nrotein (GML), mRNA 


JNiVl UU1DUU 


u nrnn cqnienq CrDP-mannose 4 6-dehvdratase (GMDS), mRNA 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamine synthase) (GLUL), mRNA 


xnv/T nnonid 

xNivl UUZUO'f 


TTr\mn c^rtipnQ oh it arpH a vin fthiAltransferase^ TGLRXV mRNA 


7vTTv/T AAnOO/l 


noiiio sapiens giyoine reoeptoi, ucw v^- ,J - , - LV - LJ /3 A1AJ - Vi ^- r *' 


"MA/T nnon/^ 


TJVvmr\ cQnipnc crlx/PiriP TPPPntnr alnha 2 I CjtLRAl2 k mRNA. 


NM 002062 


Homo sapiens glucagon-like peptide 1 receptor (GLP1R), mRNA 


JNM_UUO 1 /u 


U/mv,a ccrkiAtic rri^7r»-inf» Af*k\7&Tc\o&Y\ a cp /Vlprarhnxvlatini? * fflvcine decarboxylase, 
riomo sapiens glycine ucnyuiogciid&c ^uci/ai uuA^ioniig, gijrvmv uw,wui ^ 

glycine cleavage system protein rj \\ji^>i^y~^)j iiu.nj.>x-i. 


JNJVl uuuioy 


U/wvirt oanionr aolof+nciHoCP o 1 r\r\ Q llxl A 1 TYlrv N A 


XTA/T AAA 1^7 

JNM OUOlo/ 


TJ/vim/n i ,-»ti o rrl 1 7/^ £*t*/"\l INITIO CP* ( ItK 1 TT1 rv A 

jtiomo sapiens glycerol iviiiacsc ^vjjn_^, inivi>rA. 


JNJVL_UUU loo 


rj Amri conipnc rrcin innrtinn r^mtpin Hpta 1 ^2.1cD Tconnexin 32. Charcot-Marie- 
xionio sapiens g<*p J unction pi u lciii, ucia ij j^»ivx-/ v v j -"- m - 

TrintVi npiirn-nntViv X-linlcen^ (CiTR 1^ mRNA 

X OOtll llCtlHJp<Xtlljf ? -/V 1.111 JYWV-l J yyjJJ-fxjj ^ a x 


xTA/f nnon^n 


u nrnn con-ipriQ cran innrtiAA nrotein aloha 4 37kD Tconnexin 37) (GJA4), mRNA 


xnv>T nnn 1 £A 


WnmA Qar^ipnc cractHp inhihitorv nolvoentide receotor (G1PR), mRNA 


1N1V1 UUUoZj 


PTrimr^ cflnipnc oTAwth h orm on e releasing hormone receotor fGHRHR), mRNA 


INlVi UUU 1 Oj 


XTnmr\ c^nipn c ornwtli linrmotiP rPCPntnr f GTTR) mRNA 


JN1VI OUUoZl 


Uatyia co3r\3j<»T»c (T^TvimQ _crli itamvl p.arnAxvlase (GGCXi mRlNA. 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


JNM UUZUjO 


TT nn-niono rrl i o 1 "fl V»t*i11 01*17 o r* 1 rl 1 r» TITr^t^l Tl ^ (^T A Pi mRlN A 

riomo sapiens guai iioriiiary aciuic protein \\jr^± iiixvi^^-k. 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


NM 000514 


riomo sapiens glial ceu Qenveo neurouropnit/ laotor ^vji-'ini? niivi^in. 


NM 001493 


jtiomo sapiens uiJi Qissociauon lnniuiior i j 9 iiuuNn. 


NM_0U 141/1 


n r . rnrt onipno rrl 1 1 r> r^oomi-m/l /^J-or*<=*t\/l^ trnncfpTa^p 0 T-hranchmff enzvme 
Jtrlomo sapiens giticosaminyi ^iN-ctcetyi^ lioiisiwiaav jl uiaiiwumg ^u^jiuv 


inivi_uu ls-yu 


T-ir\TYio cc»-r»i^Tic o-lnpncamirivl rM-arptvl^ transferase 1 core 2 fbeta-1 ,6-N- 

ilUIIlU odUlCllb gllloUoctllllllj' 1 ^li fltiUljri J iiauoivittijv x. 3 w — *■ j w * 

nppfA/lcrliipAcarninvlrransferace) rOClNXl i mRNA 


"vnv/f nnm 

INlvl UUU 1 OU 


Hrttnrt csinipnc crlnpaoAn rpppnt Ar TCtC^GR 1 iTiRN^A 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


NM 0014o3 


riomo sapiens gnooiasioma ampimeu bet|uciicc ^vjo^vo^, uuviNrv 


XTTV X AA^AylO 

NM U0z04o 


riomo sapiens growtn arrest-speciiic i ^vj^-vo 1 j 9 iiusj.\r\ 


TvlTV/f nni A O 1 

JNM UU14ol 


riomo sapiens growin aircoL"opcL'iiiv 1 1 ^uaoi x^ 3 iiuvi^n. 


XT\ A AAA CM G 

JNM_UUUo iy 


riomo sapiens pnospnoriuosyigiyoiiiciiiuuc iwiiiiyiuaiiaxc'xa.o^, 
T>rincr^riAT*iViA<5v1<rl'vpinamiHp <;vnthetase nhosnhoribosvlaminoimidazole 
Qvntripi-asp rOART^ mRNA 


xjA/f nn^n^ 


Watyia QanipnQ OTAwtb a<;sAciated nrotein 43 CGAP43 K mRNA 

11U111U o£X 1-71 wllO U W 111 UJOVV/1ULVU pJLVlvlll * — ' V.^"^ /> aaaa.'wj. i^. «- 


JN1V1 UUoOlH 


T-Tr\T-nr\ coni P»n o rro1ci3riiT> ■r# a r*/ : »T»tr\r ^ ( C~t A T .R T 1 TTlRN A 
liUIllU bdpiCllb gdiaimi ICL/CpiOl J ^VJ-ri-JL-'Xv — > j, xxxxxx^^x 


T^nvyf nnni 

JN1V1 UUU1DH 


Hnmrt CfltiiPnc era 1 ar k ir\Xrina cp» 1 ^i^tAT K. 1 1 TTlRNA 
jrX0111*J odpiCllo gdldOLVJrwJ.lla.oC 1 ^UAXvlvi xijj.'i-j. x. 


"KTA/f nn 1 A77 


riAJIIlO odpiCllo VJT dlxtlgCll ID ^vlrVVJ / U J , xixx>-j. v 


xnv/f nn i zL7 a 


WattiA «?anipn<? O antiapn (CtACtF.G} mRNA 


NM 001475 


Homo sapiens G antigen 5 (GAGE5), mRNA 


VTN/T AH 1,1*7/1 

JNJVL UU14/4- 


nomo sapiens vjr anngen h- ^o/^v-jxj/H ) y nijxi^r^. 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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— 1 

mRNA 


NM_002042 


Homo sapiens gamma-ammoDuiyric aciu ^vj/vn>/\; icucpiwi, uiu 1 v v - , - r * j -'- LVAVA /? 
mRNA - 


NM 000402 


rlomo sapiens giucose-o-pnospnaie uciiyuiugciidoc ^uui ^ )•> uui/i^oi b^ aiv 
encoding mitocnonariai proiem, nuvrN-r^ 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


NM 00203/ 


rlomo sapiens r yin oncogene rcidicu. iu ojw^, r vjxv, ilj \x xx^; s imvL^v 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


NM 002035 


jtlomo sapiens xoilicuiar lyrnpnoina varid.ni udiibiutauuii 1 v x i /» iiAAXj - ^ z *■ 


NMJ3O0150 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 

T*XT A 

mRNA 


NM_002034 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mRNA 


NM_002033 


Homo sapiens lucosyitransierase h ^aipna \ l 9 d) iucosyiuanbicrd-bc, mycium 
specific) (FUT4), mRNA 


NM_000149 


Homo sapiens rucosyitransierase j ^gaiactosiue ^^^-l^-iucubyiuaii&iciao^, ^ wia 
blood group mciuaeaj (ruuj, nuxXN/v 


NM 000511 


xlomo sapiens rucosyixransierase z ^becrciui bunua muiuucu; vj AiLAv - L ^^ * 


XTA X f\{\(\ 1 /IO 

NM_000145 


Tj/swrt prtnionp Ai/«Aci;ifroncfpracp 1 ( era 1 r*t act H p 9-fll"nhfl-T -fiicosvl transferase, 
xiomo sapiens iucosyitransiciat>c i ^gd-ictvyiuoiu-t; ^ aipua i.uvf uo v 1 u aiio*vi uaw, 

D/\ml\mi' rkl^anAfimP in/^lll/l^/^ 1 ^"P*T Till TTl"R^JA 

jjomuay pnenorype lnciucicu.^ \r vj 1 1/, iiuvi>i^v 


NM 000147 


rlomo sapiens iucosiuase, aipna-j-j- 1, uaauc ^ruvni^, iiixvx^^. 


NM 002032 


rlomo sapiens lerriiin, neavy poiypepuuc i ^nnij, uu^^u^ 


NM 000145 


rlomo sapiens ioiiicie snmuiaung normonc rcocpLui yronx^j^ iiu\±^r^ 


\T» yf f\f\f\ C I /\ 

NM 000510 


rlomo sapiens iomcie stimulating normonc, dclci puiypcpnuc ^.toxj-dj, nuu^n. 


\tji >r AA1 /I zTO 

NM 001463 


rlomo sapiens irizziea-reiateu proiem yrjs/,r>), iluvin^. 


"XTA yf f\r\C\ 1 /I /I 

NM 000144 


rlomo sapiens rneareicn ataxia ^rrvj-^rv;, iiuviN/^ 


NM 001462 


rlomo sapiens iormyi peptiae recepior-iiKc i yrr r^±-> i j, uira>A 


\T* k AA^A^IA 

NM 002029 


rlomo sapiens iormyi pepiiue recepLui i ^x*jr.xvi-x, iiuxixrv 


XTTV if AA1 QTO 

NM 003o3o 


rlomo sapiens iucose-i-pnobpnaic guaiiyiyiudii^iciaoc v A1UA /) AAJ - LVJ -^^ rv 


XTTV AT 

NM 00202/ 


rlomo sapiens rarnesynransierabc, v_^/-\-t\-a. uua, dipua \x in j.^.^, niAVi^-i-k 


NM U02U2j 


xiomo sapiens iragnc vv iiicmai icloili<xliuii z. ivxiN-t*^, iajj.n_l^x^. 


NM U02U24 


UAmA coniAric fVomlp Y mental rpfjirHfltiAn 1 ( THVTR 1 ^ mRNA 
nonio sapiens rragiic w niciiuti i cicu liciliwii i xvj_i^xy 5 iijj.\j.^jtx 


XTTV A A A 1 /I /CI 

NM U014O1 


TT notMonp -floxri-n r»rMrfa irrin rr mAfinAYUOPTiyiQP t i nlvll) 5 I TTlRlNA 

nomo sapiens navm tuntdmiug iiiuiiuuA_ygc/iia.oc; ^ \± mwj; 5 uuM^ri. 


XTTVyf AAOAOO 

NM 002U22 


TJftwift « ~- J o-t~i o -floTT-iT-i /-» nr\to -i-nir"» rr TYiAflAAYVftPniiCP 4 lFA/104- ) TTlRTx A 

rlomo sapiens navm containing iTioiiouAygciid.oc *+ ^± ivxvyry, uuvi^n. 


NM 001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


xttv x An^Ai 1 

NM 002021 


rlomo sapiens navm containing monooxygenabe r ^jtiviw i j, hum^a 


xttv x r^rv^rvoA 

NM 002020 


rlomo sapiens rrns-reiatea tyrosme Kinase h ^riwit;, huvin^ 


XTTV /I A A 1 A CL A 

NM 001459 


rlomo sapiens ims-reiateQ tyrosine Kjiid.ac d ngauu v^x lvaji>vj;, niram 


xttv it aaoai a 

NM 002019 


rlomo sapiens ims-reiatea tyrosine Kinase i ^vabuuwi cnuumtiiai givwui 
lactor/vascuiar peiineaointy lacior rcL/cpiux^ ^xx^x i iALtvj - 


xttv >f A A 1 AS. < 

NM U01455 


HOmO Sapiens lOlKllCaU UOX \JDr\. \jr\JJ\\JD t>*J> nu^±^-r^ 


XTTVyf AA1 /If O 

NM 0U1453 


rlomo sapiens iorKneaa oox v^i ^.x wav_/ i ^ 5 iiuviN-rv 


XT\ A AA1 /I C 1 

NM 001451 


rlomo sapiens iorKneau dox r 1 ^ruAr 1 j, iiixnx>i/-v 


NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


XTTV X A A 1 A A A 

NM 001449 


rlomo sapiens iour ana a nan jlhvi aomains i ^rrxr^i /, inxvx>-rv 


NM 002012 


Homo sapiens fragile histidine triad gene (FHIT), mRNA 


"K.TTV .t r\r\r\ 1 jii 

NM 000143 


Homo sapiens tumarate nyaratase {rrij, nxKiN/\ 




Watyia <;aniens Fc fracrmpnt of TeE low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NM_002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 



541 



BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 003837 


Homo sapiens tructose-i, o-uispnospnaid.be j. y^ri>r^), nuuNn. 


x ttv k r\f\ i r\no 


Homo sapiens iiDunn z {rtsiuisz), mrsj.N/v 


NM 003 yZi 


xiomo sapiens rorKneaa dox Jti i ^rv^-Axii^, niraNn. 


NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor-hke 3 (F2RL3), mRNA 


NM 003975 


xiomo sapiens orlz domain protein z/\ ^onzL'^Aj, iiuxin^y 


NM 001440 


Homo sapiens exostoses (mumpiej-iiKe j {&s%~ij~>jj, humn/a. 


NM 00198b 


Homo sapiens envopiaian (r,v rL,), nutuN/v 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM_000126 


Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutanc aciduria 
II) (ETFA), nuclear gene encoding mitochondrial protein, mrviN/\ 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


NM_000123 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
(Cockayne syndrome)) (ERCC5), mRNA 


NM_001983 


Homo sapiens excision repair cross-complementing roaent repair aenciency, 
complementation group 1 (mcluaes overlapping annsense sequence ) ^j^^i;, 
mRJMA 


NM 000502 


Homo sapiens eosinophil peroxidase (liryx.;, mKJN/\ 


NM_001981 


Homo sapiens epidermal growth lactor leceptor pamway suostrate 1^ ^roiD), 

T> XT A 

mRNA 


NM 000799 


Homo sapiens erythropoietin (EPO), mRNA 


NM 001980 


Homo sapiens epimorpmn (iirlM), mKJNA 


NM 001431 


Homo sapiens erythrocyte membrane protein Dana ^.i-iuce z ^r,rr>^ii^zj, miviN/^ 


NM 001430 


Homo sapiens endothelial FAd domain protein i hikina 


NM 001977 


Homo sapiens glutamyl ammopeptidase ^armnopepuaase j\) yni^rcrj, humna 


NM_00l974 


Homo sapiens egt-liKe module contaimng, mucm-iiKe, normonc rcccptui hr.c 
sequence 1 (EMR1\ mRNA 


x tx r aa 1 ,i r\ r 

NM 001425 


Homo sapiens epithelial membrane protein d ^jDivjuroj, misj.N/\. 


X IX *■ /A rf^V 1 A A 

NM 001424 


Homo sapiens epithelial membrane protein z ^riivLrzj, mruN/\ 


NM 001423 


Homo sapiens epithelial membrane protein i (r^wur i)> mtsj>ij\ 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


NM_001419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, urosopmiaj-iiKe i ^nu 
antigen R) (ELAVL1), mRNA 


x tx it r\ r\ "t /"v^^ 

NM 001972 


Homo sapiens elastase 2, neutrophil (JbJLAzj, mKJNA 


NM 001970 


Homo sapiens eukaryotic translation initiation iacior oj\ ^EirjAj, miviNA 


NM_00141S 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), 
mRNA 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 

/'PTP/l'P'n'niN - T* X. T A 

(EIF4EBP3), mRNA 


NM 001968 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 


NM_00l4l6 


Homo sapiens eukaryotic translation initiation tactor 4A, isoiorm l {&\r*ti\i), 
mRNA 


NM_003753 


Homo sapiens eukaryotic translation initiation tactor 3, subunit / (zeta, oo/o/KUj 
(EIF3S7), mRNA 


NM_00l568 


Homo sapiens eukaryotic translation initiation tactor 3, subunit o (4SKU) 
(EIF3S6), mRNA 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EIF3S5), mRNA 


NM 003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EEF3S2), mRNA 


NM 003750 I Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


NM_001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, i2kJX) 
CEIF2S3"> mRNA 


NM 00^908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 3SkD ) 
(EEF2S2), mRNA 


NM 001966 


Homo sapiens enoyl-Coenzyme A, hydratase/3 -hydroxy acyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, j 
mRNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


"MM 001406 


Homo sapiens ephrin-B3 (EFNB3), mRNA 


NM 001962 

XNXVJL vv 1/Ui< 


Homo sapiens ephrin-A5 (EFNA5), mRNA 


NM 001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 




Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1A2), 
mRNA 


NM 001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NMJ)01955 


Homo sapiens endothelin 1 (EDN1), mRNA 


NM O0177S 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


NM 001^97 


Homo sapiens endothelin converting enzyme 1 (ECE1), mRNA 


NM 00^240 

XNXVA wJ^V 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EBAF), mRNA 


NM 001948 

XNXVJL wl/tO 


Homo sapiens dUTP pyrophosphatase (DUT), mRNA 


NM 001 94 S 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


"NM 001 918 

XNXVj. w \y l o 


Homo sapiens down-regulator of transcription 1, TBP-bmdmg (negative cofactor 
2) (DR1), mRNA 


NM 00HR7 

XNXVJL v W I JO ' 


Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA 


NM 001 

XNXVJ. Uvl JOJ 


Homo sapiens dihydropyrimidinase (DPYS), mRNA 


NM 0019^5 

XNXVX \J\J L y ~J ~> 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexmg 
protein 2) (DPP4), mRNA 


NM 003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease II, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


"MM 001933 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type HI (DI03), mRNA 


NM 001^60 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type 111) (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM_000789 


Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin l convening enzyme; 
(ACE), mRNA 


NM 001920 


Homo sapiens decorin (DCN), mRNA 


NM 000788 | 


Homo sapiens deoxycytidme kinase (DCK), mKJN A 


NMJ)01919 


Homo sapiens dodecenoyl-Coen2yme A delta isomerase (3,2 trans-enoyl- 
Coenzyme A isomerase) (DCI), mRNA 


NM_001918 


Homo sapiens dihydrolipoamide branched chain transacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup urine disease) 
(DBT), mRNA 


NMJ)01352 


Homo sapiens D site of albumin promoter (albumin D-box) binding protein 
(DBP) 5 mRNA 


NM 001351 


Homo sapiens deleted in azoospermia-like (DAZL), mKJNA 


NM 001350 


Homo sapiens death-associated protein 6 (DAXX), mKJN A 


NM 001344 


Homo sapiens defender against cell death 1 (DAD1), mRNA 


NM 003472 


Homo sapiens DEK oncogene (DNA binding) (DEK), mRNA 


NM 000776 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 3 (CYP3A3), mRNA 


NM 001916 


Homo sapiens cytochrome c-1 (CYC1), mRNA 


NM_001914 


Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondrial 
protein , mRNA 


NM 003928 


Homo sapiens CAAX box 1 (CXX1), mRNA 


NM 003611 


Homo sapiens chromosome X open reading trame 5 (L XOKto), mKJN A 


NM 003467 


Homo sapiens chemokme (OX-C motif), receptor 4 (tusm) (tALK4j, mKJN a 


NM 001338 


Homo sapiens coxsackie virus and adenovirus receptor (C^ajjkj, mKJN a 


NM 003478 


■w-r • ii • r //"""iTTT C \ T"> \T A 

Homo sapiens cullm 5 (CUL5), mRNA 


NM 003591 


Homo sapiens cullm 2 (CUL2), mRNA 


NM 001336 


Homo sapiens cathepsin Z (CTSZ), mRNA 


NM 001335 


Homo sapiens cathepsm W (lymphopain) (CTS W), mKJNA 


NM 001912 


• . i • t /rvTCT \ _.T) XT A 

Homo sapiens cathepsm L (CTSL), mRNA 


NM 001333 


Homo sapiens cathepsm L2 (CTSL2), mRNA 


NM 000396 


Homo sapiens cathepsm K (pycnodysostosis) (CTSK), mKJNA 


NM 001911 


Homo sapiens cathepsm G (CTSG), mRNA 


NM 001910 


Homo sapiens cathepsm E (CTSE), mRNA 


NM 001909 


Homo sapiens cathepsm D (lysosomal aspartyl protease) (C 1 bJJ), mKJNA 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


NM 001908 


Homo sapiens cathepsin B (CTSB), mRNA 


NM 001907 


Homo sapiens chymotrypsin-like (CTRL), mRNA 


NM 001906 


Homo sapiens chymotrypsinogen Bl (CTRB1), mRNA 


NM 001905 


Homo sapiens CTP synthase (CTPS), mRNA 


NM_001904 


Homo sapiens catenin (cadherin-associated protein), beta 1 (8bkD) (.CI JNJMB1), 
mRNA 


NM__003798 


Homo sapiens catenin (cadherm-associated protein), alpha-like 1 (CINJNAL1), 
mRNA 


NMJ301903 


Homo sapiens catenin (cadherm-associated protein), alpha 1 (lUZKJJ) 
(CTNNA1), mRNA 


NM 001902 


Homo sapiens cystathionase (cystatniomne gamma-iyase; i xij, mKjN/\ 


JNivi uuiyui 


jtiomo sapiens connecuvc tissue giuwm i<x^ lui ^iui j*, uuvii^ 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cystatin B (stefm B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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NM 001899 


Homo sapiens cystatin b (Cbl4), mKJNA 


NMJ)00099 


Homo sapiens cystatin C (amyloid angiopatny ana cereordi ncmurmd-gc; 1 jj, 
mRNA 


NM 001322 


Homo sapiens cystatin £>A (t^iz), itikjna 


NM 001898 


Homo sapiens cystatm bJN (Ub 1 1 ), mKJNA 


NM 001321 


Homo sapiens cysteine ana giycine-ricn protein z ^oivrzj, nusaN^w 


NM 001S96 


Homo sapiens casern kinase alpna pnme poiypepuae yy^o\^s^t\u.) y humn/v 


NM 001895 


Homo sapiens casein kinase 2, alpna i poiypepuae ^&injs.z/vij, hituna 


NMJMH894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


NM 001893 


Homo sapiens casein kinase 1, delta (LbNKlU), mKJNA 


NM 001892 


Homo sapiens casern kinase 1, alpha 1 (CSNKlAl), mKJNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


NM 001890 


Homo sapiens casein, alpha (CSNl), mKJNA 


NM_000760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (Ubr 
mRNA 


NM 000759 


Homo sapiens colony stimulating tactor 3 (granulocyte; (^oroj, mtu.N/\ 


NM_000758 


Homo sapiens colony stimulating tactor I (granuiocyte-macropnage) ^.arzj, 
mRNA 


NM 000757 


Homo sapiens colony stimulating tactor 1 (macropnagej ^arij, nusj.N.rt. 


NM 003651 


Homo sapiens cold shock domain protein A (L^^i^a;, mtuN a 


NM 001315 


Homo sapiens mitogen-activated protein kinase i^ ^iViAris.1^;, hikina 


NM 001884 


Homo sapiens cartilage linking protein 1 (UKI.LIJ, iiikina 


NM 001313 


Homo sapiens collapsin response mediator protein 1 (v_,Kjviri;, iiuun/\ 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRJP2), mRNA 


NM 001311 


Homo sapiens cysteme-nch protein 1 (intestinal) (UKirl), mKJNA 


NM 000756 


Homo sapiens corticotropin releasmg hormone (CKli), mKJNA 


NM 001881 


Homo sapiens cAMP responsive-element modulator (CREM), mRNA 


NM 003851 


Homo sapiens cellular repressor of ElA-stimulated genes (CRbLr), mKJNA 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


NM_003805 


Homo sapiens CASP2 and RJPK1 domain containing adaptor with death domain 
(CRADD), mRNA 


NM_001877 


Homo sapiens complement component (3d/Epstem Barr virus) receptor 2 (CK2), 
mRNA 


NMJ)00098 


Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_001876 


Homo sapiens carnitine palmitoyltransferase I ? liver (CPT1A), nuclear gene 
encoding mitochondrial protem, mRNA 


NM_001875 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (Crbl), nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)00097 


Homo sapiens coproporphyria gen oxidase (coproporphyria, harderoporphyria) 
(CPO), mRNA 


NM 001871 


Homo sapiens carboxypeptidase Bl (tissue) ^rrsi), itikina 


NM 001870 


Homo sapiens carboxypeptidase A3 (mast ceil) (trAJj, itikina 


NM 001869 


Homo sapiens carboxypeptidase A2 (pancreatic) (CrAZ), itikjna 


■VTA K f\f\W O/TO 

NM 001 sob 


jiomo sapiens carooxypeptiaase r^i ^pdiiuicdu^; ^v^jt^i^, nu.vi>rv 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 


Homo sapiens calponin 3, acidic (CNN3\ mRNA 


NM 001299 


xiomo sapiens caiponm i, oasic, &muuui mu&uic * j 9 


NM 001297 


Homo sapiens cyclic nucieonue gaiea cndimci ucia 1 v v^i>vj.*-> *.j 9 uix^^jtl 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGA1), mRNA 


NM_003570 


Homo sapiens cytidme monophospnate-N-acetylneurammic acia nyaroxyidbe 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


NM 001836 


Homo sapiens chymase 1, mast cell (CMA1), mKJNA 


NM_001831 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message z, apoiipoprotein j; 

V *"f¥" T T*\ "T» "VTA 

(CLU), mRNA 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 
(CLPTMl), mRNA 


NM_003476 


Homo sapiens cysteine and glycine-ncn protein 3 (caraiac j^mvl proieinj 
(CSRP3), mRNA 


NM 001293 


Homo sapiens chloride channel, nucleotide-sensitive, 1A (CLNS1A), mRNA 


NM_003277 


Homo sapiens claudm 5 (transmembrane protein deleted m veiocaraioiaciai 
syndrome) (CLDN5 ) t mRNA 


NM 001306 


Homo sapiens claudm 3 (CLDJN3), mKJNA 


NM 001829 


Homo sapiens chloride channel 3 (CLL.JN3J, mKJN/v 


NM_001284 


Homo sapiens adaptor-related protein complex sigma i buumm 
mRNA 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


NM 001826 


Homo sapiens CDC28 protein kinase 1 (LKoij, mKiN/\ 


NM 001824 


Homo sapiens creatine kinase, muscle (LJsJVij, hikjna 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


NM 001281 


Homo sapiens cytoskeleton-associated protein l \^is^vrij, mtuN/\ 


NMJ)03613 


Homo sapiens cartilage intermediate layer protein, nucleotide 

n -i-i-i-i //~itT T>\ _^.T> XT A 

pyrophosphohydrolase (CILP), mRNA 


NM 001278 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


NM_003654 


Homo sapiens carbohydrate (chondromn o/keratan; suiiotransierase i ^nai i), 
mRNA 


NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptiae 4 ^tiKJNtw;, 
mRNA 


NM_000749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHKJNojj, 
mRNA 


NMJ)00748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
(CHRNB2), mRNA 


NM_000746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide / (.L-HKJNA/;, 
mRNA 


NM_000745 


Homo sapiens cholinergic receptor, nicotinic, alpna polypeptide d {y,tusJsj\D) 9 
mRNA 


NM_000744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRNA4), 
mRNA 


NM_000743 


Homo sapiens cholinergic receptor, nicotinic, alpna poiypeptiae j ^txKiN/\3;, 
mRNA 




TJrvfr-tn wniPTiQ pTinlinprcrif- rerpntnr nicotinic al"Dha DOlVDet)tide 2 (neuronal) 

(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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XT» * AA 1 Oil 

NM 001822 


TT«™^ noi-»ionc r»"hirviA-rin ( c\\\rr\9i^x\v\ \ 1 fCHNlV ITlRNA 


NM 001821 


Homo sapiens choroideremia-like (Rab escort protein 2) (CHML), mRNA 


NM 001819 


Homo sapiens cnromogranin r> ^bCL/iciugmiiiii lj v v -^ aavjx -'/? aixava ^ 


NM 001269 


Homo sapiens chromosome condensation 1 (CHC1), mRNA 


NM 001267 


Homo sapiens cnondroaanenn (tnAUj, nuuNA „ 


NM_001817 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 4 
(CEACAM4), mRJNA . _ 


NM_001816 


Homo sapiens carcinoemoryonic anti gen-re id. icu ucn duiic&iuu liwit^ui^ »-» 
(CbACAiVLo), mKJNA _ . . . — - — 


NM_001815 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 
(CEACAMi), mKJNA 


NM 003663 


Homo sapiens LAjo triplet repeal Dinumg pruLcin 1 v^^-^ • L,A A /s ^« 


NM 001813 


Homo sapiens centromere protein E (312kD) (CENPE), mRNA 


NM_001808 


Homo sapiens carboxyl ester iipase-UKe ^oue saii-simiiu_xcu upaoc msj^j 

Tp» X T A 

mRNA — 


NM 001807 


tt ____ _ / ^^*-'Ur»viri <=kc?+^t* iir>ae<=> /T^ilf* It-Qtimi il atp.d linase^ iCEL). rnRNA 

l^tomo sapiens carooxyi ester lipase ^unc bdiL-oiiiiiLiiaLt/u nyjaa^j v^^^/s ^ 


NM_001805 


Homo sapiens CCAAi/ennancer Dinamg protem cor j, cp&iiun -^7? 

^^X> XJ A 

mKJNA . 


NM 001265 


Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA 


NM 001804 


Homo sapiens caudal type nomeo dox TXd.ubL/iipuuii ictuiui i iiuviii v 


NM 001803 


tt r^T^TAZ^O onfirYPn A A/TP A TTT 1 n-ntiaeni ^PDW52^ mRNA 

Homo sapiens CJJWdZ antigen v^/^vrr a t n- 1 antigen^ ^j^w j^i, uira>n 


NM 001264 


Homo sapiens corneoaesmosm ^uoinj, mts^LN^v 


NM_001263 


it ,^ /^t~\t) rrK/^^-rr\i cxmtfiQQf* ^"nVin^nVialidate cvtidvlvltransierasej 

Hotiio sapiens v^Ur-uiacyigiyceroi byntndoc yjjinjapiiauuaLt/ ijiw tm^j-^i 

1 (CDbl), mKJNA — _ 


NM 001801 


Homo sapiens cysteine dioxygenase, type I (CDOl), mRNA 


NM 001769 


Homo sapiens CDy antigen W^vy), mKiNA 


NM 001768 


Homo sapiens CDo antigen, aipna poiypeptiae ypj^j \\^uot\) 9 uir^i^s^ 


NM 003874 


Homo sapiens CD84 antigen (leukocyte antigen) (CD84), mRNA 


NM_001781 


Homo sapiens CDoy antigen vpou, eany i -ceii activd.Liuri anugpuj \\^x^\j^j y 

_T> XT A 

mRJNA 


NM 001780 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM_001779 


Homo sapiens LJJjo antigen, ^lympnocyte runciion-at>^uuid.tcu <umgcn 
(CD58), mRNA 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein; ^j^^o;, nu^iN^ 


NM_001777 


Homo sapiens CD47 antigen (Rh-related antigen, integrm-associated signal 
transducer) (CD47), mRNA 


NM_000733 


Homo sapiens CD3E antigen, epsilon polypeptide (TiT3 complex) (CD3E), 
mRNA 


NM_000732 


Homo sapiens CD3D antigen, delta poiypeptiae ^1113 complex; s^udu), 

— ^T>X.T A 

mRNA — — 


\T> yr f\f\ 1 

NM_001776 


xxomo sapiens ectonucieosiue tripnospriaic uipnuopiiuiiyuLuiao*-' *. v 1 -^ 11 aa 

^_T>XT A 

mKJNA — 


NM U017/D 


Homo sapiens tiJjo antigen ^p^^; {\-us>c>), mivLN^v 


INM 0U1 / /4 


rlomo sapiens ljjj / antigen t,v^i_7.? / ^, iiirvLNrv _ 


NM 001773 


Homo sapiens antigen ^jLo^fj, miviN/\ 


NM OOJoJU 


TT„ ^ niolio V\T TI 1 ft ("T TfT-l 1 trf» lp»r*tlT*l ^ ( ^lTt~rT "Pill Til R IN /V 

rlomo sapiens sialic aciu Dinamg ig-mtc icolui j ^oi\jiii-»v/j;, ajll ^ i> ^ v 


NM 001245 


rlomo sapiens sianc aciu oinumg ig-iiK.c icuim o iiumh^. 


NM 001772 

J. 1IVJ. \J\J XII 


Homo saoiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD1D), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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NM 001764 


U/\«-i/\ no^iorvc r^p>iTi orkticr^n H ■nnlvnentide (CD IB). mRNA i 
rlomo sapiens KsL/iij antigen, v puiy^wpuu.^ . 


NM 001838 


Unmrv ponifine ^Vi^moViTi^ (C*-0 mntin recentor 7 fCCR7Y mRNA 

rlomo sapiens cnemoKiric ^v^-v_, mumy it>v^t>i^tv^i / v^^^-^- 1 /■> * _ 


NM 001837 


rlomo sapiens cnemoKine ^^--v^ muuij i ^v_yv_^> 


NM_001758 


Homo sapiens cyclinDl (PRAD1 parathyroid adenomatosis 1) (CCND1), 

rnKJN A 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


NM 000730 


Homo sapiens cnoiecystOKinm /\ reoepuji \^v^rv-r\xyj, uu\i^n 


NM 001757 


liomo sapiens caroonyi reuuetase x y^ps^i j, uira^n. ____ 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1; 
amll oncogene) (KUJN^i j, mixxs a 


NMJ)03688 


tt ^ ^^^.z^^r, ^«i^i^i-t^//^oiTY^rirli-»liri-Hf»r\f*'nHf*'nt Qprinp. nrotein kinase LwaAGIjIv 

Homo sapiens calcium/ caimoaunn-uepeiiLicj.ii scimc jyi.v-n.vi.ii xvj.ho.ov ^v^rxw^j.*. 

family) (CAolv), mKJNA — 


NM 001747 


tt _ • „_ r, «rMpin / or* tin filpmPTit^ oplRolin-like ( CAPGV mRNA 

Homo sapiens capping proiem ^aoim iiiaiiiciiij, gci&unn ^-v> 


NM_001744 


Homo sapiens calciunVcalmodulin-dependent protein kinase IV (CAMK4), 

T» XT A 

mRNA 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


NM 001742 


Homo sapiens calcitonin receptor mtu>i/v 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


NM_000727 


Homo sapiens calcium channel, voltage-dependent, gamma buounn i 
(CACNG1), mRNA 


NM_000726 


Homo sapiens calcium channel, voitage-aepenaeni, oeia h t>uuuiin ^r^v^i^o^, 
mRNA 


NM_000725 


Homo sapiens calcium channel, voltage-dependent, oeta j suounn ^awidj;, 
mRNA 


NMJ)00724 


Homo sapiens calcium channel, voitage-aepenaeni, oeta z suounn ^tw^is&^j, 
mRNA 


NM_000723 


Homo sapiens calcium channel, voltage-dependent, oeta i suounn ^auwi;, 
mRNA 


NM_000721 


Homo sapiens calcium channel, voitage-aepenaem, aipna ix^ &uuuiiu 
(CACNA1E), mRNA 


NM__000720 


Homo sapiens calcium channel, vonage-aepenaeni, <-ypc, aipua ix^ dui/wui 
(CACNA1D), mRNA 


NM_000719 


Homo sapiens calcium channel, voitage-aepenaeni, type, aipna 1^ t>uuuniL 
(CACNA1C), mKJN A 


NM_00071S 


Homo sapiens calcium channel, voitage-aepenaeni, type, aipna 10 ouuumt 

f/^y a /~^XT A 1 TZ>\ rv ,T)\T A 

(C ALJN A 1 d) , mKJN A 


NM_001739 


tt^-„« - A „ _ rtrt -v >J n. r ,^ o«Vitr/irQCP \/ A mi tr^fVionHfial fC~^A5A^ nuclear cene 
Homo sapiens caroonic annyarase v/\, 1111 louhuiilu. mi ^-^y, imui^ai s vx 

encoamg mitocnonanai protein, imviN-rv 


NM 001738 


Homo sapiens caroonic annyarabc 1 liuxx^-ri. 


XTT1 if AA1 *7*3*7 

NM 001737 


iiomo sapiens complement ouinpuiiwiit ^ w^^j y ^^i: - 


NM 001 /3o 


"HVvrvirt ccir\i^nc rnmnlpmpnt rnmnonent 5 recentor 1 fC5a ligandl (C5R1), mRNA 


NM 001735 


xiomo sapiens compienicriL c/(jiiipuiidit ~> v^^/s ""w^n 


NM 003956 


rlomo sapiens cnoiesieroi z,^>-ny uj. uA.y iaoc/ y^^^^^ xxjj - N -^^- t *■ 


TV TTV AT AA1 TO /I 

NM 001734 


LlrvrrtA c<ortipnc< i-»rwm-r»1 #=»rr*i<» , nt f/MTIT^riTlfTlt 1 S ^UnCOTTTDOTient (CIS). IIlRNA 

iionio sapiens conrpiemcriL t/uiiip*Jiiciii x, o ouuvv/iupwii^iit v viu /j ax 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


NM 001732 


Urtw/-» omionc "V\ii+xn-rtT^Viili-n cnKfami X\I 1 TVIPTTiHfVr Al ( K' 1 'NJ 1 A Y\ nlRN^A 

Homo sapiens uutyropniiin, suDianniy i, intiuuw ^ i uum^i 


NM 001731 


Homo sapiens B-cell translocation gene 1, antiproliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 11 
(ABCB1 1), mRNA 


1 NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


NM 001725 


Homo sapiens bactericidal/permeability-increasing protein (BPI), mRNA 


NM 001724 


Homo sapiens 2,3-bisphosphoglycerate mutase (BPGM), mRNA 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240kD) (BPAG1), mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NM_001722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


NM 001721 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NMJ)01203 


Homo sapiens bone morphogenetic protein receptor, type IB (BMPR1B), mRNA 


NMJXH720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8) 5 
mRNA 


NM_001719 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NM_000713 


Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 


NM_001712 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(biliary glycoprotein) (CEACAM1), mRNA 


NM 001711 


Homo sapiens biglycan (BGN). mRNA 


NM_000711 


Homo sapiens bone gamma -carboxyglutamate (gla) protein (osteocalcin) 
(BGLAP), mRNA 


NM 001709 


Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA 


NM 000710 


Homo sapiens bradykinin receptor Bl (BDKRB1), mRNA 


NM 001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 


NM 0.017 0 6 


Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), mRNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCL10), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


NM 001188 


Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA 


NM 001703 


Homo sapiens brain-specific angiogenesis inhibitor 2 (BAI2), mRNA 


NM 001702 


Homo sapiens brain-specific angiogenesis inhibitor 1 (BAH), mRNA 


NM_001186 


Homo sapiens BTB and CNC homology 1 5 basic leucine zipper transcription 
factor 1 (BACH1), mRNA 


NM_001701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
choloyltransferase) (BAAT), mRNA 


NM 001185 


Homo sapiens alpha-2-glycoprotein 1, zinc (AZGP1), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NM 000053 


Homo sapiens ATPase, Cu-H- transporting, beta polypeptide (Wilson disease) 
(ATP7B), mRNA 


NM 003945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA 


NM_001696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
3 1WD (ATP6E), mRNA 


NMJ)01693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 2 (ATP6B2), mRNA 


NMJ)01692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NMJJ01691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alpha polypeptide, 70kD, isoform 1 (ATP6A1), rnRNA 


NM_001697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, O 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta i 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM_001684 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 4 (ATP2B4), 
mRNA 


NM_001682 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), 
mRNA 


NM_001681 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


NM_001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mRNA 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), 
mRNA 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP 1 A3), 
mRNA 


NM_000702 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (ATP1 A2), 
mRNA 


NM_000701 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1 Al), 
mRNA 


NM_000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


NM_001675 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 
B67) (ATF4), mRNA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


NM_001670 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 
(ARVCF), mRNA 


NM 001179 


Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


NM_001178 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 


NM 001668 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


NM_001176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 
mRNA 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


NM 001661 


Homo sapiens ADP-ribosylation factor 4-like (ARF4L), mRNA 


NM 001659 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


NM_001657 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 
mRNA 


NM_001654 


Homo sapiens v-raf murine sarcoma 361 1 viral oncogene homolog 1 (ARAF1), 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM_000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-H, Alzheimer 
disease) (APP), mRNA 
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NM 001647 


Homo sapiens apolipoprotein D (APOD), rnRNA 


NM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), rnRNA 


"kttv/t noo^ 

IN 1V1 UUU J of 


u n mA caniens anolroonrotein B ( including Ag(x) antigen) (APOB), rnRNA 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


xnv/f on 1 1 

iNivl UU 1 lOo 


Homo cnnipn^ haculoviral IAP reDeat-containing 5 (survivin) (BIRC5), rnRNA 


NM 001167 


Homo sapiens baculoviral LAP repeat-containing 4 (BIRC4), rnRNA 


XTTV/T AH 1 1 &A 


Wnmo Q^nipnq amvloid beta (AA) nrecursor protein-binding, family B, member 1 
(Fefi^ ( APRR1^ rnRNA 


xnvr 00116^ 

IN IV1 UU I I DJ> 


Homo ^anien^ amvloid beta ( A4) orecursor protein-binding, family A, member 1 
OH 1> fAPRAI") rnRNA 


1N1VI \J\J llul 


Homo ^aniens nudix (nucleoside diphosphate linked moiety XVtype motif 2 
(NUDT2), rnRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AO AH), rnRNA 


JNJY1 UUlOJU 


TJ^rnrv conipnc annPYin A R fANXAR^ mRNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXA1), mRNA 


"X."nv /T AA1 1 C O 

NM_U01 1j2 


Unmn CQn ,, anc orwint^ nan-ipr fhmilv 7S (mitochondrial earn en adenine nucleotide 
riorno sapiens soiutc udi i ici launiy ^nn iut/iiunui itn ut«i ivi , nvvmuw 

translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mtviN^v _ . 


"VTA yf 001 1 < 1 


Tj nTY , n nonipne cr*liit^ pQiripr fnmilv ?S (mitochondrial carrier* adenine nucleotide 
tionio sapiens ouiuic udiiici icmui y z« vumvi, uuvuuiw i*H.v»»wv»w 

trandApcj+nr^ mpmhpr d fSIT A4^ nuclear eene encoding mitochondrial 
protein, mRNA 


JN1V1_UU 1 IDK) 


ij ArT , n conipnc al5»TTv/1 ^mf»m1^rnTif*^ aminonentidase TaminODeDtidase N, 
Jrioiiio sapiens didiiyi ^iiiciiiuio.iic^ diiiiiivpt'^i.i'ja.ow' ^oimiiwj^^uwwkjw ^ ? 

aminopeptidase M, microsomal aminopeptidase, CD13, pi 50) (ANPEP), mRNA 


INIV1 UU1 i^fO 


Ur»-r«r\ conipnc nncrifYnrviptin 1 rANCrPTl^ mRNA 


inivi uuuoyy 


WriTrm QSiTvif^nfii amv1fl<;e alnha 2A* nancreatic (AJMY2A), mRNA 


TsJA/T OOOAR1 
IN \yl_jJ UU4ol 


Wnmo <5ar4i*pn<5 aminomethvltransferase felvcine cleavage system protein T) 
fATVm mRNA 


TvTN/T O004R0 


Homo sapiens adenosine monophosphate deaminase (isoform E) (AMPD3), 
mRNA 


NM 001 144 

J.NJ.VX \J\J X x t t 


Homo sapiens autocrine motility factor receptor (AMFR), mRNA 


NM 001143 


Homo sapiens amelogenin (Y chromosome) (AMELY), mRNA 


NM 001633 


Homo sapiens alpha- 1-microglobulii^ikunin precursor (AMBP), mRNA 




Homo saniens arachi donate 5-liDOXveenase (ALOX5), mRNA 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (ALOX15), mRNA 


"NTIV/T OOI 1 
IN lvl V/U 11J7 


Homo ^aniens arachidonate 1 2-linoxveenase, 12Rtype (ALOX12B), mRNA 


TsJA/F 0006Q7 


Homo <?amens arachidonate 12-linoxveenase (ALOX12), mRNA 


NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 
fATCRIRTi mRNA 


in ivi__uu u o y o 


Urn-no <5ar>ipn<; aldehvde dehvdroeenase 9 reamma-aminobutyraldehYde 
rlehvdroeenase E3 isozvme^ fALDH9\ mRNA 


XIA/T 0006Q9 


Homo ^aniens aldehvde dehvdroeenase 5 (ALDH5), mRNA 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
r1f>hvr1roaena<;e- nvrroline-S-carboxvlate dehvdrogenase) (ALDH4), mRNA 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


1N1V1 UUUD07 


Homo cianien^ aldehvde dehvdroeenase 1 soluble (ALDH1), mRNA 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALGAM), mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRNA 


NM 001622 


Homo sapiens alpha-2-HS-glycoprotein (AHSG), mRNA 


NM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA I 


NM 001133 


Homo sapiens afamin (AFM), mRNA 


NM 001131 


Homo sapiens acidic epididymal glycoprotein-like 1 (AEGL1), mRNA 


NMJ)03938 


Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), 
mRNA 


NM_001127 


Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), 
mRNA 


NM 000676 


Homo sapiens adenosine A2b receptor (ADORA2B), mRNA 


NM 000674 


Homo sapiens adenosine Al receptor (ADORA1), mRNA 


NM 001124 


Homo sapiens adrenomedullin (ADM), mRNA 


NM 001120 


Homo sapiens tetracycline transporter-like protein (TETRAN), mRNA 


NMJ)01118 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 
type I (ADCYAP1R1), mRNA 


NM 000666 


Homo sapiens aminoacylase 1 (ACY1), mRNA 


NM 001613 


Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA 


NM 001097 


Homo sapiens acrosin (ACR), mRNA 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3, pristanoyl (ACOX3), mRNA 


NM 003500 


Homo sapiens acyl-Coenzyme A oxidase 2, branched chain (ACOX2), mRNA 


NMJ)01098 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 001096 


Homo sapiens ATP citrate lyase (ACLY), mRNA 


NM_001609 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


NM 001608 


Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 


NM 001093 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 


NM_001089 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 
(ABCA3), mRNA 


NM_000663 


Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001605 


Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 


NM 021123 


Homo sapiens G antigen 7 (GAGE7), mRNA 


NM 006994 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


NM 001812 


Homo sapiens centromere protein C 1 (CENPC1), mRNA 


NM 015983 


Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LOC5 1619), mRNA 


NM_009590 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 2, mRNA 


NM 001159 


Homo sapiens aldehyde oxidase 1 (AOX1), mRNA 


NM_007326 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


NM_00515S 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant a, mRNA 


NM 004441 


Homo sapiens EphB 1 (EPHB 1 ) mRNA 


NM 004089 


Homo sapiens delta sleep inducing peptide, immunoreactor (DSIPI), mRNA 


NM_004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3) mRNA 


NM_001396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRK1) mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 

5 molecule comprises one or more chemical modifications and each strand of said 

double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
1 0 ribonucleotides. 

4. The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 

15 comprises a nucleotide sequence substantially similar to the nucleotide sequence 

of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 

20 strand. 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 

25 sense region comprises a nucleotide sequence substantially similar to the 

nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 

30 region comprises at least about 19 nucleotides that are complementary to 

nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 

5 sense region comprises a nucleotide sequence that is complementary to said 

antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 

10 molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

11. The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

15 12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2 , -0-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
20 2 ! -deoxy purine nucleotides . 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2 ! -deoxy-2 , -fluoro pyrimidine nucleotides. 

1 6. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5'-end, the 3'-end, or both of the 5* and 3' 

25 ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2 l -deoxy-2 , -fluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2-O-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2 f -deoxy- purine nucleotides. 

5 21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3 ! end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3 f end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
10 molecule comprise 21 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 

1 5 other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

20 27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 

25 endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5 5 -end of the fragment comprising 
30 said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1, wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 31 or claim 35, wherein said human gene is PCNA. 

45 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL- A. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 31 or claim 35, wherein said human gene is CHK1. 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
5 alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

10 52. Medicament comprising the siNA molecule of claim 1 . 

53 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 

15 double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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Figure 18 



B 



SENSE STRAND (SEQ ID NO 903) 
ALL PYRIM1DINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

5- N s N s N s N S NNNNNNNNNNN N N S N S K S (N S N) 7 3' 

3 L-(N S N) NNNNNNNNNNNNNNN S N S N S N S N -5 ! 

ANTISENSE STRAND (SEQ ID NO 904) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 905) 
ALL PYRIMIDINES - 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

. N N.N NNNN^NNNNNNNNNNN(NN) 
L-(NN) NNNNNNNNNNNNNNNNNNN . 

ANTISENSE STRAND (SEQ ID NO 906) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N;N) 

' SENSE STRAND (SEQ ID NO 907) 
ALL PYRIMIDINES' - 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

'5*- B-N NNNNN NNN N N N N N N N N N N (N N)-B -3' 

3'- . L-(N S N) NNNNNNNNNNNNNNNNNNN -5' 

ANTISENSE STRAND. (SEQ ID NO 908) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 



5'- 



-3' 
-5' > 



J 



D 



E 



F 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES - 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- B-N NNNNNNNNNNNNNNNNNNN N)-B -3' 

3'- L-(N S N) NNN NNNNNNN N'N N N N N NNN -5' 

ANTISENSE STRAND (SEQ ID NO 910) 
ALL' PYRIMIDINES - 2*-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSmONS (N N) 



r > . ' SENSE STRAND (SEQ ID NO 911) 

ALL PYRIMIDINES - 2'-FLUORO EXCEPT POSITIONS (N N) 

5'- ' B-N N N N N NNNNNNN NNNNNNN (NN)-B -3' 
3'- L-(N N) NNNNNNN N N NNNNNN NNNN -5' 

ANTISENSE STRAND (SEQ ID NO 912) ' 
ALL PYRIMIDINES - 2 , -FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 

i 

■. SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- B-N NNNNNNNNNNNNNNNN N N (N N)-B -3' 

3 ' - L-(N S N)NNNNN NNNNNNN NNNNNNN - 5 ' 

ANTISENSE STRAND (SEQ ID NO 913) 
\kLL PYRIMIDINES = T-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXYj 



POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTIDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B=ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

• THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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Figure 19 



< 



5'- 
3*- 



r 



5'- 
■< 3'- 



< 



5'- 
3'- 



D ' A 



•5'- 
3'- 



E A 



5'- 
3'- 



5'- 
i 3'- 



SENSE. STRAND (SEQ ID NO 914) 

UsUgUsGgu cuuccAuuccA u s u s G s r s T 
L-T S T A A A cAGAAGGuAAG G s u s AsA s c 

• ANTISENSE STRAND (SEQ ID NO 915) 
■ SENSE STRAND (SEQ ID NO 916). 

uuuGucuucc Auu c c AuuiG TT 
L-TTA A A c A G A AG GuAAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 917) 
. SENSE STRAND (SEQ ID NO 918) 

iB-uuuGuc uuccAuucc A uuG TT-iB 
L-T S TAA A c AG A AG Gu A AG GuAAc 

ANTISENSE STRAND (SEQ ID NO 91 9) 



SENSE STRAND (SEQ ID NO 920) ' 

iB.-u uaGuc uu c c A au c c A uuG TT-iB 
L-r s r.a a acagaa'gguaagguaac 

, ANTISENSE STRAND (SEQ ID NO 921)/ 
SENSE STRAND (SEQ ID NO 922) 

iB-« uuGu c u u c c Auuc c AauG TT-iB 
L-Jfaaacagaagguaagguaac 

ANTISENSE STRAND (SEQ ID NO 923) 
SENSE STRAND (S EQ ID NO 920) 

iB-u uuGucuuccAuuccAuuG TT-iB 
L-T S TA AAcAGAA GGuAAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 924) 



-3' y 

-5' 



-3' 
-5' 



-3'. 
-5' >- 



-3' 



-5' 



-3' 
-5' > 



lower case = 2'-0-Methy) or 2 , -deoxy-2'-fiuo:o; 
italic lower case ■ 2'-deoxy-2'-fluoro 
ITALIC UPPER CASE = DEOXY 



B - INVERTED DEOXY AB ASIC 
L = GLYCERYL MOIETY OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR 
PHOSPHORODITHIOATE 
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